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<150> 60/222,113 
<151> 2000-07-28 



<160> 401 

<170> PERL Program 

<210> 1 

<211> 572 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 220060.4 



<400> 1 

atggcttctc 

ggccctacgg 

cgaggcagtc 

tgggagccat 

gaggaggaat 

gcacttggca 

ggcccccgcc 

gtcgtcacca 

taaccaagag 

gtccaggcag 



atcgtctgct 
gcaccggtga 
ctgccatcaa 
ttgcctctgg 
ttgtagaagg 
tctccccatt 
gctacaccat 
atcccaagga 
tattccattt 
agacaataaa 



cctcctctgc 
atccaagtgt 
tgtggccgtg 
gaaaaccagt 
gatatacaaa 
ccatgagcat 
tgccgccctg 
atgaggagtg 
ttagtaaagc 
acattcctgt 



cttgctggac 
cctctgatgg 
catgtgttca 
gagtctggag 
gtggaaatag 
gcagaggtgg 
ctgagcccct 
gacctgaagg 
actgttttca 
ga 



tggtatttgt 
tcaaagttct 
gaaaggctgc 
agctgcatgg 
acaccaaatc 
tattcacagc 
actcctattc 
acgagggatg 
cctcatatgc 



gtctgaggct 60 
agatgctgtc 120 
tgatgacacc 180 
gctcacaact 240 
ttactggaag 300 
caacgactcc 3 60 
caccacggct 420 
ggatttcatg 480 
tatgttagaa 540 
572 



<210> 2 

<211> 263 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 016238.1 

<220> 

<221> unsure 

<222> 22, 26, 42 

<223> a, t, c, g, or other 



<400> 2 

gacatgatca gtgaattatg gntgantatg 
cattatgtgt aagagactgt gctaggcaat 
tctttcaggg acgtgatgcc tttaaggatc 



attatctttc tntttgtcct gttgaatact 60 
gtgaatgata ctaacatcaa caagatccaa 120 
tggcaagcta gtgatatgtg tcagaaatca 180 
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aactaagaat tatctgatga atgttaactc tcctattgca ttagactatg aaaattatat 240 
tccaaatctc aacagtttaa ttt 2 63 

<210> 3 
<211> 212 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<223> Incyte ID No: 1266683.1 

<220> 

<221> unsure 
<222> 42, 161 

<223> a, t, c, g, or other 
<400> 3 

gtcgcgggcc gactggtgtt tatccgtcac 
cctgactgag aagaggacgc tcccgggaga 
aagtacaggg gcctggtccg caaagggaag 
tgatccgccc agccactgcc gccgactgca 

<210> 4 
<211> 612 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 129384.1c 

<220> 

<221> unsure 
<222> 482, 555 
<223> a, t, c, g, or other 

<400> 4 

tagggtaggg aaatataagg ggaaaaataa attaggctag attaaagctt tggctatttc 60 
ctgcttttat acacagacgc ggctctcgcg acctcccctc cggggccccg ataaatacag 120 
tatactgcga tttaaattaa gggcgcgggc ggagttagaa ggaccccagg agccgagagg 180 
ctccacgaat aaataaaaac cgtaaaaaac caagcccgga gaaaggggaa agcggggtgg 240 
ggcgcatcct tataggagag aagaggcgtg tagcgaataa agtgacagcc ccccaccctg 3 00 
gacccgcagg ctcaggagtc cacgcgggga gaggggatgg agaactctcc tcgcttcgtc 3 60 
ctctctcccg gggaatccct aaccccgcat gcgttacctg tcgctttggg gaggccgctg 42 0 
ccgggatccg gccccgaaca gcccgggggg gcaggggcgg gggtcgtcga ggggatgggg 480 
gnagagagca ggcggcgggc aggatgcccg gggtgagttg gcgagttccg gatcttcgct 540 
cctctctccc ggggntcggg cgacgcagcc taccgggctg tcttcgccgc tcaccggaga 600 
gggtcgtccg gg 612 

<210> 5 

<211> 2536 

<212> DNA 

<213> Homo sapiens 

<220> 



tcgccgaggt tncttgggtc atggtgccag 6 0 
cgaatgagga accacctcct cctactgttc 120 
aaaagcaaaa nacgaaaatg gctaaattcg 180 
gt 212 
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<221> misc_feature 

<223> Incyte ID No: 3201389CB1 



<400> 5 

cggctgatct tttggtttga gggagagact 
gcagaatgct gaatcttccc ccagccagga 
cgtaattctg gaattgcatg ttgcaaggag 
agggagggag tccgggtccc gggctaggcc 
ccccgcgcgc ccctggccat gtctttaatg 
tcccagggct ggccagggtt gtttcccacc 
cacctggcag ggctccctcc agccgagacc 
ccgcgccagc ccgggaggtg gccctggaca 
atggtgtttc tctcgggaaa tgcttccgac 
gtgaacattt ccaaggccat tctgctcggg 
gtgctgggta acatcctagt gatcctctcc 
acgcactact acatcgtcaa cctggcggtg 
cccttctccg ccatcttcga ggtcctaggc 
atctgggcgg cagtggatgt gctgtgctgc 
tccatcgacc gctacatcgg cgtgagctac 
aggaggggtc tcatggctct gctctgcgtc 
cccctgttcg gctggaggca gccggccccc 
gagccgggct acgtgctctt ctcagcgctg 
ctggtcatgt actgccgcgt ctacgtggtg 
ggcctcaaga ccgacaagtc ggactcggag 
gccccggcag gaggcagcgg gatggccagc 
ctcctcaagt tctcccggga gaagaaagcg 
ttcgtcctct gctggctgcc ttttttctta 
ttcaagccct ctgaaacagt ttttaaaata 
atcaacccca tcatataccc atgctccagc 
ttgagaatcc agtgtctccg cagaaagcag 
cacccgccca gccaggccgt ggaagggcaa 
tcaagagaga ccttctacag gatctccaag 
tcttccatgc cccgtggatc tgccaggatt 
acagcccggg gacacacacc catgacatga 
tactgcccaa ggaaggggag catgaaaccc 
aatccacccc aggagcccag gagccttgcc 
tccatctgac taaggcacaa atccaacatg 
cttaaggaat gatcatgaat gcaaagggaa 
tcgatttttt gtaaatcagt ttcatacaac 
attgagaatc atcagccacg tgtagggtgt 
caataagtaa atggcatttt taaaagggga 
tgtattcatc aagtatactg tacaagcctt 
gacatttttg aagtaattgg agaaaattaa 
aattagatcg ttattttaaa ttttgttgga 
gtgcatatcg aagtatgttt gcaatttgct 
aagtgtgata gatgaaataa gaatggcagg 
gcaatgttga aattta 



ggcgctggag ttttgaattc cgaatcatgt 60 
cgaataagac agcgcggaaa agcagattct 120 
tctcctggat cttcgcaccc agcttcgggt 180 
agcccggcag gtggagaggg tccccggcag 240 
ccctgcccct tcatgtggcc ttctgagggt 300 
cgcgcgcgcg ctctcacccc cagccaaacc 3 60 
ttttgattcc cggctcccgc gctcccgcct 420 
gccggacctc gcccggcccc ggctgggacc 480 
agctccaact gcacccaacc gccggcaccg 540 
gtgatcttgg ggggcctcat tcttttcggg 600 
gtagcctgtc accgacacct gcactcagtc 6 60 
gccgacctcc tgctcacctc cacggtgctg 720 
tactgggcct tcggcagggt cttctgcaac 780 
accgcgtcca tcatgggcct ctgcatcatc 840 
ccgctgcgct acccaaccat cgtcacccag 900 
tgggcactct ccctggtcat atccattgga 960 
gaggacgaga ccatctgcca gatcaacgag 1020 
ggctccttct acctgcctct ggccatcatc 1080 
gccaagaggg agagccgggg cctcaagtct 1140 
caagtgacgc tccgcatcca tcggaaaaac 12 00 
gccaagacca agacgcactt ctcagtgagg 1260 
gccaaaacgc tgggcatcgt ggtcggctgc 132 0 
gtcatgccca ttgggtcttt cttccctgat 1380 
gtattttggc tcggatatct aaacagctgc 1440 
caagagttca aaaaggcctt tcagaatgtc 15 00 
tcttccaaac atgccctggg ctacaccctg 1560 
cacaaggaca tggtgcgcat ccccgtggga 1620 
acggatggcg tttgtgaatg gaaatttttc 1680 
acagtgtcca aagaccaatc ctcctgtacc 1740 
agccagcttc ccgtccacga ctgttgtcct 1800 
accactggtc ctgcgaccca ctgtctttgg 1860 
tgacacttgg atttacttct ttatcaagca 1920 
ttactgttac tgatacagga aaaacagtaa 1980 
agaggaaaag agccttcagg gacaaatagc 2 040 
ctccctcccc catttcattc ttaaaagtta 2100 
gaggaattcc ataaggcacc ccagtttctt 2160 
acttttatgg gttaaaatat tcttaagaga 2220 
gttcatttag attgaaacaa agtgtaaaaa 2280 
gcataggctg tgtcctatta gatgttagat 2340 
tgtgataatg gcattgtcct taactggtaa 2400 
ttaaagtttt attgccaaaa gtggggaagc 2460 
caaggtcaca tgccgtactt ccatgtctgt 252 0 

2536 



<210> 6 

<211> 429 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> incyte ID No: 3201389CD1 
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<400> 6 
Met Val Phe 
1 

Gin Pro Pro 
Val He Leu 
Leu Val He 
Thr His Tyr 
Thr Ser Thr 
Tyr Trp Ala 
Asp Val Leu 
Ser He Asp 
Thr He Val 
Trp Ala Leu 
Arg Gin Pro 
Glu Pro Gly 
Pro Leu Ala 
Ala Lys Arg 
Lys Ser Asp 
Ala Pro Ala 
His Phe Ser 
Ala Lys Thr 
Leu Pro Phe 
Phe Lys Pro 
Tyr Leu Asn 
Gin Glu Phe 
Leu Arg Arg 
His Pro Pro 
Arg He Pro 
Thr Asp Gly 
Gly Ser Ala 



Leu Ser Gly 
5 

Ala Pro Val 
20 

Gly Gly Leu 
35 

Leu Ser Val 
50 

Tyr He Val 
65 

Val Leu Pro 
80 

Phe Gly Arg 
95 

Cys Cys Thr 

110 
Arg Tyr He 

125 

Thr Gin Arg 

140 
Ser Leu Val 

155 

Ala Pro Glu 
170 

Tyr Val Leu 

185 
He He Leu 

200 
Glu Ser Arg 

215 
Ser Glu Gin 

230 
Gly Gly Ser 

245 

Val Arg Leu 

260 
Leu Gly He 

275 
Phe Leu Val 

290 
Ser Glu Thr 

305 
Ser Cys He 

320 
Lys Lys Ala 

335 

Lys Gin Ser 

350 
Ser Gin Ala 

365 

Val Gly Ser 

380 
Val Cys Glu 

395 

Arg He Thr 



Asn Ala Ser 
Asn He Ser 
He Leu Phe 
Ala Cys His 
Asn Leu Ala 
Phe Ser Ala 
Val Phe Cys 
Ala Ser He 
Gly Val Ser 
Arg Gly Leu 
He Ser He 
Asp Glu Thr 
Phe Ser Ala 
Val Met Tyr 
Gly Leu Lys 
Val Thr Leu 
Gly Met Ala 
Leu Lys Phe 
Val Val Gly 
Met Pro He 
Val Phe Lys 
Asn Pro He 
Phe Gin Asn 
Ser Lys His 
Val Glu Gly 
Arg Glu Thr 
Trp Lys Phe 
Val Ser Lys 



Asp Ser Ser 
10 

Lys Ala He 
25 

Gly Val Leu 
40 

Arg His Leu 
55 

Val Ala Asp 
70 

He Phe Glu 
85 

Asn He Trp 
100 

Met Gly Leu 
115 

Tyr Pro Leu 
130 

Met Ala Leu 
145 

Gly Pro Leu 
160 

He Cys Gin 
175 

Leu Gly Ser 
190 

Cys Arg Val 
205 

Ser Gly Leu 
220 

Arg He His 
235 

Ser Ala Lys 
250 

Ser Arg Glu 
265 

Cys Phe Val 
280 

Gly Ser Phe 
295 

He Val Phe 
310 

He Tyr Pro 
325 

Val Leu Arg 
340 

Ala Leu Gly 
355 

Gin His Lys 
370 

Phe Tyr Arg 
385 

Phe Ser Ser 
400 

Asp Gin Ser 



Asn 


Cys 


Thr 






15 


Leu 


Leu 


Gly 






30 


Gly 


Asn 


He 






45 


His 


Ser 


Val 






60 


Leu 


Leu 


Leu 






75 


Val 


Leu 


Gly 






90 


Ala 


Ala 


Val 






105 


Cys 


He 


He 






120 


Arg 


Tyr 


Pro 






135 


Leu 


Cys 


Val 






150 


Phe 


Gly 


Trp 






165 


He 


Asn 


Glu 






180 


Phe 


Tyr 


Leu 






195 


Tyr 


Val 


Val 






210 


Lys 


Thr 


Asp 






225 


Arg 


Lys 


Asn 






240 


Thr 


Lys 


Thr 






255 


Lys 


Lys 


Ala 






270 


Leu 


Cys 


Trp 






285 


Phe 


Pro 


Asp 






300 


Trp 


Leu 


Gly 






315 


Cys 


Ser 


Ser 






330 


He 


Gin 


Cys 






345 


Tyr 


Thr 


Leu 






360 


Asp 


Met 


Val 






375 


He 


Ser 


Lys 






390 


Met 


Pro 


Arg 






405 


Ser 


Cys 


Thr 



PA-0 035 US 



410 415 420 

Thr Ala Arg Gly His Thr Pro Met Thr 
425 

<210> 7 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„_f eature 

<223> Incyte ID No: 086390CB1 

<400> 7 

tatagctcca cggccagaag 
aaggtccaca gcacaatgag 
gtcaccagtg aaagctggcg 
ggcagagcct attgggacat 
gctcggggaa actatgatgc 
atcagccgtt ccagggtcta 
agcactgtat tggaggactc 
aaagaccccg accgcttcag 
tctgctctca gggaaactgg 
ggtcactgag ctttgtgtcc 
gtttgtcaaa ttgaaaaaaa 

<210> 8 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 086390CD1 

<400> 8 



Met 


Arg 


Leu 


Phe 


Thr 


Gly 


He 


Val 


Phe Cys 


Ser 


Leu 


Val 


Met 


Gly 


1 








5 








10 










15 


Val 


Thr 


Ser 


Glu 


Ser 
20 


Trp 


Arg 


Ser 


Phe Phe 
25 


Lys 


Glu 


Ala 


Leu 


Gin 
30 


Gly 


Val 


Gly Asp 


Met 


Gly Arg Ala 


Tyr Trp 


Asp 


He 


Met 


He 


Ser 










35 








40 










45 


Asn 


His 


Gin 


Asn 


Ser 


Asn 


Arg 


Tyr 


Leu Tyr Ala Arg Gly Asn 


Tyr 










50 








55 










60 


Asp 


Ala 


Ala 


Gin 


Arg 


Gly 


Pro 


Gly Gly Val 


Trp 


Ala 


Ala 


Lys 


Leu 










65 








70 










75 


He 


Ser 


Arg 


Ser 


Arg 
80 


Val 


Tyr 


Leu 


Gin Gly 
85 


Leu 


He 


Asp 


Tyr 


Tyr 
90 


Leu 


Phe 


Gly Asn 


Ser 


Ser 


Thr 


Val 


Leu Glu 


Asp 


Ser 


Lys 


Ser 


Asn 










95 








100 










105 


Glu 


Lys 


Ala 


Glu 


Glu 


Trp Gly Arg 


Ser Gly 


Lys 


Asp 


Pro 


Asp 


Arg 










110 








115 










120 


Phe 


Arg 


Pro 


Asp 


Gly 
125 


Leu 


Pro 


Lys 


Lys Tyr 
130 













<210> 9 
<211> 852 
<212> DNA 



ataccagcag ctctgccttt 
gcttttcaca ggcattgttt 
ttcgtttttc aaggaggctc 
aatgatatcc aatcaccaaa 
tgcccaaaga ggacctgggg 
tcttcaggga ttaatagact 
gaagtccaac gagaaagctg 
acctgacggc ctgcctaaga 
gctgtgagcc acacacttct 
ccaggaactg gtatagggca 
aaaa 



actgaaattt cagctggaga 60 
tctgctcctt ggtcatggga 120 
tccaaggggt tggggacatg 180 
attcaaacag atatctctat 240 
gtgtctgggc tgctaaactc 3 00 
actatttatt tggaaacagc 3 60 
aggaatgggg ccggagtggc 420 
aatactgagc ttcctgctcc 480 
ccccccagac agggacacag 540 
cctagaggtg ttcaataaat 600 

624 
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<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1102322.16 

<400> 9 

cataagaagg acatcagtga gaacaagaga gctgaatcga cttctatacc tccattaccc 60 
gtgcccgatt tgaagaactg aatgctgacc tgttccgtgg caccctggac ccagtagaga 120 
aagcccttcg agatgccaaa ctagacaagt cacagattca tgatattgtc ctggttggtg 180 
gttctactcg tatccccaag attcagaagc ttctccaaga cttcttcaat ggaaaagaac 240 
tgaataagag catcaaccct gatgaagctg ttgcttatgg tgcagctgtc caggcagcca 300 
tcttgtctgg agacaagtct gagaatgttc aagatttgct gctcttggat gtcactcctc 360 
tttcccttgg tattgaaact gctggtggag tcatgactgt cctcatcaag cgtaatacca 42 0 
ccattcctac caagcagaca cagaccttca ctacctattc tgacaaccag cctggtgtgc 48 0 
ttattcaggt ttatgaaggc gagcgtgcca tgacaaagga taacaacctg cttggcaagt 540 
ttgaactcac aggcatgcca ggaggaatgc ctgggggatt tcctggtggt ggagctcctc 600 
cctctggtgg tgcttcctca gggcccacca ttgaagaggt tgattaagcc aaccaagtgt 660 
agatgtagca ttgttccaca catttaaaac atttgaagga cctaaattcg tagcaaattc 720 
tgtggcagtt ttaaaaagtt aagctgctat agtaagttac tgggcattct caatacttga 780 
atatggaaca tatgcacagg ggaaggaaat aacattgcac tttataaaca ctgtattgta 840 
agtggaaaat gc 852 

<210> 10 

<211> 2260 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1545176CB1 

<400> 10 

aaaccggtct cattgaactc gcctgcagct cttgggtttt tttgtggctt ccttcgttat 60 
tggagccagg cctacacccc agcaaccatg tccaagggac ctgcagttgg tattgatctt 120 
ggcaccacct actcttgtgt gggtgttttc cagcacggaa aagtcgagat aattgccaat 180 
gatcagggaa accgaaccac tccaagctat gtcgccttta cggacactga acggttgatc 240 
ggtgatgccg caaagaatca agttgcaatg aaccccacca acacagtttt tgatgccaaa 300 
cgtctgattg gacgcagatt tgatgatgct gttgtccagt ctgatatgaa acattggccc 360 
tttatggtgg tgaatgatgc tggcaggccc aaggtccaag tagaatacaa gggagagacc 420 
aaaagcttct atccagagga ggtgtcttct atggttctga caaagatgaa ggaaattgca 480 
gaagcctacc ttgggaagac tgttaccaat gctgtggtca cagtgccagc ttactttaat 540 
gactctcagc gtcaggctac caaagatgct ggaactattg ctggtctcaa tgtacttaga 600 
attattaatg agccaactgc tgctgctatt gcttacggct tagacaaaaa ggttggagca 660 
gaaagaaacg tgctcatctt tgacctggga ggtggcactt ttgatgtgtc aatcctcact 720 
attgaggatg gaatctttga ggtcaagtct acagctggag acacccactt gggtggagaa 780 
gattttgaca accgaatggt caaccatttt attgctgagt ttaagcgcaa gcataagaag 840 
gacatcagtg agaacaagag agctgtaaga cgcctccgta ctgcttgtga acgtgctaag 900 
cgtaccctct cttccagcac ccaggccagt attgagatcg attctctcta tgaaggaatc 960 
gacttctata cctccattac ccgtgcccga tttgaagaac tgaatgctga cctgttccgt 1020 
ggcaccctgg acccagtaga gaaagccctt cgagatgcca aactagacaa gtcacagatt 1080 
catgatattg tcctggttgg tggttctact cgtatcccca agattcagaa gcttctccaa 1140 
gacttcttca atggaaaaga actgaataag agcatcaacc ctgatgaagc tgttgcttat 1200 
ggtgcagctg tccaggcagc catcttgtct ggagacaagt ctgagaatgt tcaagatttg 1260 
ctgctcttgg atgtcactcc tctttccctt ggtattgaaa ctgctggtgg agtcatgact 1320 
gtcctcatca agcgtaatac caccattcct accaagcaga cacagacctt cactacctat 13 80 
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tctgacaacc agcctggtgt gcttattcag 
gataacaacc tgcttggcaa gtttgaactc 
cctcagattg aagtcacttt tgacattgat 
gacaagagta cgggaaaaga gaacaagatt 
aaggaagaca ttgaacgtat ggtccaggaa 
cagagggaca aggtgtcatc caagaattca 
actgttgaag atgagaaact tcaaggcaag 
gacaagtgta atgaaattat caactggctt 
tttgaacatc aacagaaaga gctggagaaa 
cagagtgcag gaggcatgcc aggaggaatg 
ccctctggtg gtgcttcctc agggcccacc 
tagatgtagc attgttccac acatttaaaa 
ctgtggcagt tttaaaaagt taagctgcta 
aatatggaac atatgcacag gggaaggaaa 
aagtggaaaa tgcaatgtct taaataaaac 



gtttatgaag gcgagcgtgc catgacaaag 1440 
acaggcatac ctcctgcacc ccgaggtgtt 1500 
gccaatggta tactcaatgt ctctgctgtg 1560 
actatcacta atgacaaggg ccgtttgagc 1620 
gctgagaagt acaaagctga agatgagaag 1680 
cttgagtcct atgccttcaa catgaaagca 1740 
attaacgatg aggacaaaca gaagattctg 1800 
gataagaatc agactgctga gaaggaagaa 1860 
gtttgcaacc ccatcatcac caagctgtac 1920 
cctgggggat ttcctggtgg tggagctcct 19 80 
attgaagagg ttgattaagc caaccaagtg 2040 
catttgaagg acctaaattc gtagcaaatt 2100 
tagtaagtta ctgggcattc tcaatacttg 2160 
taacattgca ctttataaac actgtattgt 2220 
tatttaaaat 2260 



<210> 11 

<211> 646 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 1545176CD1 



<400> 11 






















Met 


Ser 


Lys 


Gly 


Pro Ala 


Val Gly 


He 


Asp 


Leu Gly Thr 


Thr 


Tyr 


1 






5 






10 










15 


Ser 


Cys 


Val 


Gly Val Phe 


Gin His 


Gly 


Lys 


Val 


Glu 


He 


He 


Ala 








20 






25 










30 


Asn 


Asp 


Gin 


Gly Asn Arg 


Thr Thr 


Pro 


Ser 


Tyr 


Val 


Ala 


Phe 


Thr 








35 






40 










45 


Asp 


Thr 


Glu 


Arg 


Leu He 


Gly Asp 


Ala 


Ala 


Lys 


Asn 


Gin 


Val 


Ala 








50 






55 










60 


Met 


Asn 


Pro 


Thr 


Asn Thr 


Val Phe 


Asp 


Ala 


Lys 


Arg 


Leu 


He 


Gly 










65 






70 










75 


Arg 


Arg 


Phe 


Asp 


Asp Ala 


Val Val 


Gin 


Ser 


Asp 


Met 


Lys 


His 


Trp 






80 






85 










90 


Pro 


Phe 


Met 


Val 


Val Asn Asp Ala Gly 


Arg 


Pro 


Lys 


Val 


Gin 


Val 










95 






100 










105 


Glu 


Tyr 


Lys 


Gly Glu Thr 


Lys Ser 


Phe 


Tyr 


Pro 


Glu 


Glu 


Val 


Ser 








110 






115 










120 


Ser 


Met 


Val 


Leu 


Thr Lys 


Met Lys 


Glu 


He 


Ala 


Glu 


Ala 


Tyr 


Leu 










125 






130 










135 


Gly 


Lys 


Thr 


Val 


Thr Asn 


Ala Val 


Val 


Thr 


Val 


Pro 


Ala 


Tyr 


Phe 






140 






145 










150 


Asn 


Asp 


Ser 


Gin 


Arg Gin 


Ala Thr 


Lys 


Asp 


Ala 


Gly 


Thr 


He 


Ala 








155 






160 










165 


Gly 


Leu 


Asn 


Val 


Leu Arg 


He He 


Asn 


Glu 


Pro 


Thr 


Ala 


Ala 


Ala 








170 






175 










180 


He 


Ala 


Tyr 


Gly 


Leu Asp 


Lys Lys 


Val 


Gly Ala 


Glu 


Arg 


Asn 


Val 








185 






190 










195 


Leu 


He 


Phe 


Asp 


Leu Gly Gly Gly Thr 


Phe 


Asp 


Val 


Ser 


He 


Leu 








200 






205 










210 


Thr 


He 


Glu 


Asp 


Gly He 


Phe Glu 


Val 


Lys 


Ser 


Thr 


Ala 


Gly Asp 










215 






220 










225 
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Thr His Leu Gly Gly Glu Asp Phe Asp Asn Arg Met Val Asn His 
230 235 240 

Phe lie Ala Glu Phe Lys Arg Lys His Lys Lys Asp He Ser Glu 
245 250 255 

Asn Lys Arg Ala Val Arg Arg Leu Arg Thr Ala Cys Glu Arg Ala 
260 265 270 

Lys Arg Thr Leu Ser Ser Ser Thr Gin Ala Ser He Glu He Asp 
275 280 285 

Ser Leu Tyr Glu Gly He Asp Phe Tyr Thr Ser He Thr Arg Ala 
290 295 300 

Arg Phe Glu Glu Leu Asn Ala Asp Leu Phe Arg Gly Thr Leu Asp 
305 310 315 

Pro Val Glu Lys Ala Leu Arg Asp Ala Lys Leu Asp Lys Ser Gin 
320 325 330 

He His Asp He Val Leu Val Gly Gly Ser Thr Arg He Pro Lys 
335 340 345 

He Gin Lys Leu Leu Gin Asp Phe Phe Asn Gly Lys Glu Leu Asn 
350 355 360 

Lys Ser He Asn Pro Asp Glu Ala Val Ala Tyr Gly Ala Ala Val 
365 370 375 

Gin Ala Ala He Leu Ser Gly Asp Lys Ser Glu Asn Val Gin Asp 
380 385 390 

Leu Leu Leu Leu Asp Val Thr Pro Leu Ser Leu Gly He Glu Thr 
395 400 405 

Ala Gly Gly Val Met Thr Val Leu He Lys Arg Asn Thr Thr He 
410 415 420 

Pro Thr Lys Gin Thr Gin Thr Phe Thr Thr Tyr Ser Asp Asn Gin 
425 430 435 

Pro Gly Val Leu He Gin Val Tyr Glu Gly Glu Arg Ala Met Thr 
440 445 450 

Lys Asp Asn Asn Leu Leu Gly Lys Phe Glu Leu Thr Gly He Pro 
455 460 465 

Pro Ala Pro Arg Gly Val Pro Gin He Glu Val Thr Phe Asp He 
470 475 480 

Asp Ala Asn Gly He Leu Asn Val Ser Ala Val Asp Lys Ser Thr 
485 490 495 

Gly Lys Glu Asn Lys He Thr He Thr Asn Asp Lys Gly Arg Leu 
500 505 510 

Ser Lys Glu Asp He Glu Arg Met Val Gin Glu Ala Glu Lys Tyr 
515 520 525 

Lys Ala Glu Asp Glu Lys Gin Arg Asp Lys Val Ser Ser Lys Asn 
530 535 540 

Ser Leu Glu Ser Tyr Ala Phe Asn Met Lys Ala Thr Val Glu Asp 
545 550 555 

Glu Lys Leu Gin Gly Lys He Asn Asp Glu Asp Lys Gin Lys He 
560 565 570 

Leu Asp Lys Cys Asn Glu He He Asn Trp Leu Asp Lys Asn Gin 
575 580 585 

Thr Ala Glu Lys Glu Glu Phe Glu His Gin Gin Lys Glu Leu Glu 
590 595 600 

Lys Val Cys Asn Pro He He Thr Lys Leu Tyr Gin Ser Ala Gly 
605 610 615 

Gly Met Pro Gly Gly Met Pro Gly Gly Phe Pro Gly Gly Gly Ala 
620 625 630 

Pro Pro Ser Gly Gly Ala Ser Ser Gly Pro Thr He Glu Glu Val 
635 640 645 
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Asp 

<210> 12 

<211> 1335 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 978222.4 



<400> 12 

aagagaggga ttatagagaa aaggcgtcgg 
agaagacttg tgccaactgc ttttgaaaaa 
atattgcaaa tgacagtgga tcatttgaag 
tttgacgcac acgctcttgc catggacttc 
gaagttgcgc ggtacctgag ctccgtggaa 
cggcttgtgt ctcatctcag cacttgcgcc 
tccatggccc accaccatca tccgctccac 
ctgcccgcaa gccctgctcc agcccaacgg 
cctctccaca acttcagaag tgcctcctgc 
Q tgcccatgcg gattcagccc tccgaatgcc 

\Q acctctctcc acctctctct tgtccctctc 

kQ caccgcggct gcacacagct tccctctgtc 

y~ aaacgcagca gcagcagtgc cgcggccaca 

!r| acgtccagtc ctcagcagac cagcagtgga 

]?f acagaagttg gagcttttta aatttttctt 

H ccatttcaga gtcagcttaa aacctctgca 

W atccacaaag gaacaataaa gctatttgag 

\Q tctctttttt ttctccccct tttttgtttg 

3i aacttttgaa aacttcacac ttgttaccat 

g taccatccag cagtgcatca gtatgtctga 

£l ctcttgagac tagatgggac atacatatat 

3 *1 agtgcctgag cttaggaagt tttcttctgg 

"'if gtggaggata ggtta 

•sag 

O <210> 13 

jl <211> 802 

<212> DNA 

<213> Homo sapiens 



gatcggataa ataacagttt atctgagttg 60 
caaggatctg caaagttaga aaaagctgaa 12 0 
atgcttcagg caacaggggg taaaggctac 180 
atgagcatag gattccgaga gtgcctaaca 240 
ggcctggact cctcggatcc gctgcgggtg 300 
acccagcggg acgcggcggc catgacatcc 3 60 
ccgcatcact gggccgccgc cttccaccac 420 
cctccatgcc tcagagtcaa ccccttgtcg 480 
ccacggctct gctctcctca cggccacgtt 540 
atccacgggc agcgtcgccc cctgcgtgcc 600 
tgccaccgtc cacgccgcag ccgcagcagc 660 
cttcgcgggg gcattcccca tgcttccccc 720 
gccatcagcc cgcccttgtc agtatcagcc 780 
acaaacaata aaccttaccg accctggggg 840 
gaacttcttg caatagtaac tgaatgtcct 900 
ccctgaaggt agccatacag atgccgacag 960 
acacaaacct cacgagtgga aatgtggtat 1020 
gttcaaggca gctcggtaac tgacatcagc 1080 
ttagaagttt cctggaaaat atatggaccg 1140 
attggggaag taaaatgccc tgactgaatt 1200 
agagagagag tgagagagtc gtgtttcgta 12 60 
atatataaca ttgcacaagg gaagacgagt 1320 

1335 



<220> 

<221> misc_feature 

<223> Incyte ID No: 978222.5 



<400> 13 

atgccaagag gtgacattta gcagtgcatt 
attaacaagc atttctgctc tgcctgcagg 
aaaatatggt gcttctttat ataaacctta 
ctaccatgtg tccaccagag gctatttaat 
aggagtttgg tttaatttat tcagtttcat 
attttctcct aatgatgcaa catctattct 
gaggtgatga agcaaggagg gagcactagg 
tgtcaagtta gtgattgcat ttgatcccaa 
ataagttatt tttgcccatg cctaaactag 
tttcgatttc gtttaatgac aaaataatct 



ggtataagca attatttcat cagttctcag 60 
cccccaggca cttttttttt tggatggctc 12 0 
catttatata gtgcacctat gagcagttgc 180 
tcatgccaac ttgaaaactc tccagtttgt 240 
taggactatt tttatatatt tatcctcttc 300 
tgtcaccctt tgggagaagt tacatttctg 3 60 
aagagaaaag ctacaatttt taaagctctt 420 
aacaagatga atgtatgcaa tgggatgtac 480 
tgctatgtaa tggggttgtg gttttgtttt 540 
cttaatatgc tgaaatcaag cacgtgagag 600 
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tttttgttta aaagataaga gacacagcat 
gagaaagcaa taaacattat gagaatgtta 
ttgttttgaa attactgtac ctagtctttt 
agagtcttta cataccacta at 



gtattatgca cttcatttct ctactgtgtg 660 
aacgttatgc aaaattatac ttttaaatat 720 
ttgcattact ttgtaacctt tttctatgca 780 

802 



<210> 14 

<211> 7626 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1720920CB1 



<400> 14 

atgcagtccg 

actatgttgg 

cctgtggcca 

gaagccctcc 

ggacgcctgc 

gagacgctgc 

gccacgttgt 

gaggtcccct 

ggaaccagcc 

ctccggcctc 

gatgtggccc 

caggacgaag 

ttccaggcag 

cgggccgtgg 

gatgggcagc 

gaccagtacc 

agtctccttc 

ggcctgacac 

aatggccaga 

aggctggagg 

ctggctcccg 

ctgcctcctg 

gagggtggca 

gctgagctgc 

ctcgagctgg 

aaccgcaagg 

gaggtgtcgg 

ctcctgccca 

agcctcatgg 

tatgacccgg 

ctccccgtgg 

ttggaggccg 

cgggtcagcg 

ccggccatac 

atcttgcccg 

ttccgcgtca 

gagggtgctg 

gtgaggtacc 

ctggaggtgc 

agagccactg 

accctcacca 



gccgcggccc 
ccagacttgc 
cggctctgac 
ttctcctggc 
aggtcagact 
tgagtgactc 
cagtcgatgg 
atgggctctt 
gacccctgag 
tgacccccga 
tgggcttctc 
gaaccctaga 
ggggccggcg 
tggagaaggg 
cccatgaggt 
ctacgcatac 
tcggggggct 
cagaggccac 
ggcgggggct 
aggaggagta 
aggcttggcc 
tctttgccaa 
cagcctggct 
gcaaatccca 
acatcctggg 
cccgcttcat 
tgacggctcg 
tccaggtcaa 
tgatcctgga 
actctgcctg 
agcgccgaga 
gcagcctagt 
atggactgca 
agatccaccg 
ccaacctgtc 
ctggggccct 
agtggtgggc 
tgagcactga 
aggtgggcca 
tgtggatgct 
cagcccacct 



cccacttcca 
atccgcggct 
cgacatagac 
agcaggccca 
tgttctgggc 
catcccccac 
gtttctgaac 
tgttgggggc 
gggttgcctc 
tgtgcatgag 
tgggccccac 
gtttacactc 
tggggacttc 
ccagggtacc 
cagtgtccac 
ttcgaaccga 
ggatgcagag 
caatgcctcc 
gcgggaagct 
tgaggacgat 
agccatggag 
tttcacccag 
tgagtggagg 
ggtgctgttc 
tgcccaggca 
ccacgatggc 
ggtgcccatg 
ccctgtcaat 
acacacgcag 
tgagggcctc 
ccagcctggg 
ctatgtccac 
ggccagcccc 
cagcacaggg 
ggtggagacc 
gcagtttggg 
cacacaggcg 
cccacagcac 
ggagatcctg 
gcggctggag 
ggaggccacc 



gcccccggcc 
tccttcttcg 
ctgcagctgc 
gctgaccacc 
caggaggagc 
actgtggtgc 
gcctcctcag 
actgggaccc 
catgcagcca 
ggctgtgctg 
tctctggctg 
accacacaga 
atctatgtgg 
gtattgctcc 
atcaatgctc 
ggagtcctca 
gcctctcgtc 
ctgctgggct 
ttgctgacgc 
gcctatggcc 
ctgcctgagc 
ctgctgacta 
catgtgcagc 
agcgtgaccc 
cgaaaaatgt 
tctgaggaca 
ccctcatgcc 
gacccacccc 
aagccgctgg 
accttccagg 
gagccggcga 
tgcggtggtc 
ccggccacgc 
ttgcgactgg 
aatgccgtgg 
gagctgcaga 
ttccaccagc 
cacgcttacg 
agcaatctgt 
ccactgcaca 
ctggaggagg 



tggccttggc 
gtgagaacca 
agttctccac 
tcctgctgca 
tgaggctgca 
tgactgtcgt 
cagtcccagg 
ttggcctgcc 
ccctcaatgg 
aagagttttc 
ccttccctgc 
gccggcaggc 
acatatttga 
acaacagtgt 
accggctgga 
gctacctgga 
acctccagga 
gcatggaaga 
gcaacatggc 
attatgaagc 
catgcgtgcc 
tcagcccact 
ccacgctgga 
gaggggcaca 
tcaccctcct 
cctccgacca 
ttcggagggg 
acatcatctt 
ggcctgaggt 
tccttggcac 
ccgagttctc 
ctgcacagga 
tgaaggtggt 
cccaaggctc 
ggcaggatgt 
agcatagtac 
gggatgtgga 
acaccgtgga 
ccttcccagt 
ctcagaacac 
caggcccaag 



tttgaccctg 
cctggaggtg 
gtcccagccc 
gctctactct 
gactccagca 
agagggctgg 
agccccccta 
ctacctgagg 
ccgcagcctc 
tgccagtgat 
ctggggcact 
acccttggcc 
gggccacctg 
gcctgtggcc 
aatctccgtg 
gccacggggc 
acaccgcctg 
cctcagtgtc 
agccggctgc 
tttctccacc 
tgagccaggg 
ggtggtggcc 
cctgatggag 
ctatggcgag 
ggacgtggtg 
gctggtgctg 
ccaaacatac 
cccacatggc 
tttccaggcc 
ctcctctggc 
ctgccgggag 
cttgacgttc 
ggccatccgg 
tgccatgccc 
gagcgtgctg 
aggtggggtg 
gcagggccgc 
gaacctggcc 
gaccatccag 
ccagcaggag 
ccccccaacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 
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ttccattatg aggtggttca 

ctgtcagatg gccagggctt 

gccacagctc gtgcctcaga 

ccatatttct ccccactcta 

gtcctcacca atgtcctcct 

cacctctttg tcaagagtct 

cgccatggga ggttggcttg 

accaatgaag acctgttgcg 

gaagatgata tcccatttgt 

gaggaggtac ggggtgtctt 

cagaccatca gccggatctt 

gacgtggcct tcagcgatgc 

aaggacctcc tctttggcag 

ttcacccagg aggacctcag 

ggctggatcc agctgcaggt 

caggcctcgg aaccctacct 

ggccagggca ccatcgacac 

ggggatgagg tccactacca 

ggtcagccag ccacagcctt 

cacaatggca gcctcagccc 

j-a. cacacggatg ccaccctaca 

3sj ctggtccggc acaagaagat 

" ; y cagctggagg cagcccagga 

ii| ccaccgagtg ccggctacct 

M agcctggacc ctgtgcagag 

ifip ctgcactccc gccctgaggc 

ggtgctcccc tcgagggcgt 

'ff s gaggcgcaaa acttcagcgt 

^ cgtgtctccg ggccctactt 

ccccagcatg gacccctgca 

=• tcctggagaa tggtggaaga 

Q acagacagtt ttgtcctgat 

gccttcactg tcactgtcct 

J1 ggcctgcaga tgtgggaggg 

12 gacggcgact ctgggtctga 

U gtagtgctgc ggggggcgcc 

Q ggcgggctcg tgctgttctc 

M> tctgacggcg agcacacttc 

ctcctctcgc tgaagggcag 

agcagtcaga ccctcagggc 

cgtgtggtgc ggggccccca 

gaggccctgg tgaacttcac 

gagatgcccc ccgagccctt 

ccgcctgccc gggacgtggc 

ccccagcgcc ccagccacct 

gccaggatca ccgtggctgc 

cagcgctcag agcatgatgt 

ttggtgtccg aggagcccct 

gcagggcagc tagtgtatgc 

cgtgcccacc tccaggggcc 

tttgccatca cggtgaggga 

ctccggctca cccgaggctc 

ccagactcag ctcctgggga 

ctcagcctgg tgggtggtgg 

tcagggcggc tggccttcgt 

atgtctgatg gggccagccc 



ggctcccagg aaaggcaacc 
cacccaggat gacatacagg 
ggcagtcgag gacaccttcc 
taccttcccc atccacattg 
cgtggtgcct gacggtggtg 
caacagtgcc agctacctct 
gcgtgggaca caggacaaga 
tggccggctg gtctaccagc 
tgctacccgc cagggcgaga 
ccgagtggcc atccagcccg 
ccatgtggcc cggggtgggc 
tgactcgggc tttgctgacg 
tatcgtggcc gtagatgagc 
gaagaggcga gtactgttcg 
gtccgacggg caacaccagg 
ccgtgtggcc aacggctcca 
ggccgtgctc cacctggaca 
cgtcacagct ggccctcgct 
ctcccagcag gacctgctgg 
cgaagacacc atggccttct 
agtgaccatt gccctagagg 
ctacgtcttc cagggagagg 
ggcagtgcca cctgcagaca 
ggtgatggtg tcgcgtggcg 
cttctcccag gaggcagtgg 
ctggagcgat gccttctcgc 
ccttgtggag ctggaggtgc 
ccctgagggt ggcagcctca 
ccccactctc ctgggcctca 
gaaggaggac ggacctcaag 
gcagctgatc cgctacgtgc 
ggctaatgcc tccgagatgg 
gcctgtcaat gaccaacccc 
ggccactgcg cccatccctg 
ggatctggtc tacaccatcg 
gggcactgag gtgcgcagct 
acacagagga accctggatg 
ccccggacac ttcttccgag 
ccagacactg actgtctgcc 
cagctccagc gcaggcactg 
gctaggccgg ctgttccacg 
tcaggcagag gtctacgctg 
ttgggaggcc catgataccc 
cgccaccctt gctgtggctg 
ctggaagaac aaaggtctct 
tctggatgcc tccaatctct 
gctcttccag gtcacacagt 
ccatgctggg cagccccact 
ccacggcggt gggggcaccc 
agcaggggcc tccgtggctg 
tgtaaatgag cggccccctc 
tcgtgccccc atctcccggg 
gattgagtac gaggtccagc 
cctggggccc gtgacccgct 
ggccaacggg agcagcgtgg 
acccctgccc atgtccctgg 



ttcaactaca gggcacaagg 2520 
ctggccgggt gacctatggg 2580 
gtttccgtgt cacagctcca 2640 
gtggtgaccc agatgcgcct 2700 
agggtgtcct ctctgctgac 2760 
atgaggtcat ggagcggccc 2820 
ccactatggt gacatccttc 2880 
atgatgactc cgagaccaca 2940 
gcagtggtga catggcctgg 3000 
tgaatgacca cgcccctgtg 3 060 
ggcggctgct gactacagac 3120 
cccagctggt gcttacccgc 3180 
ccacgcggcc catctaccgc 3240 
tgcactcagg ggctgaccgt 33 00 
ccactgcgct gctggaggtg 33 60 
gccttgtggt ccctcaagga 3420 
ccaacctcga catccgcagt 3480 
ggggacaact agtccgggct 3540 
atggggccgt tctctatagc 3600 
ccgtggaagc agggccagtg 3 660 
gcccactggc cccactgaag 3720 
cagctgagat cagaagggac 3780 
tcgtattctc agtgaagagc 3840 
ccttggcaga tgagccaccc 3900 
acacaggcag ggtcctgtac 39 60 
tggatgtggc ctcaggcctg 4020 
tgcccgctgc catcccacta 4080 
ccctggcccc tccactgctc 4140 
gcctgcaggt gctggagcca 4200 
ccaggaccct cagcgccttc 4260 
atgacgggag cgagacactg 4320 
atcgccagag ccatcctgtg 43 80 
ccatcctcac tacaaacaca 4440 
cggaggctct gaggagcacg 45 00 
agcagcccag caacgggcgg 4560 
tcacgcaggc ccagctggac 4620 
gaggcttccg cttccgcctc 4680 
tgacggccca gaagcaagtg 4740 
cagggtccgt ccagccactc 4800 
acccccagct cctgctctac 4860 
cccagcagga cagcacaggg 4920 
ggaatattct gtatgagcat 4980 
tagagctcca gctgtcctcg 5040 
tgtcttttga ggctgcctgt 5100 
gggtccccga gggccagcgg 5160 
tggccagcgt tccatcaccc 5220 
tccccagccg gggccagctg 5280 
tcctgcagtc ccagctggct 5340 
agcaggatgg cttccacttt 5400 
gaccccaaac ctcagaggcc 54 60 
agccacaggc ctctgtccca 5520 
cccagctgag tgtggtggac 5580 
gggcacccca caacggcttc 5640 
tcacgcaagc cgatgtggat 5700 
ccggcatctt ccagctgagc 5760 
ctgtggacat cctaccatcc 5820 
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gccatcgagg tgcagctgcg ggcacccctg 
ctgagccagc agcagctccg ggtggtttca 
ctcatccagg gaccccagta tgggcatctc 
agccaattcc agatagacca gggcgaggtg 
catgaccact tcagagtcct ggcactggct 
gtcactgtga gggctctgct gcatgtgtgg 
ctgcgcctgg accccaccgt cctagatgct 
ccgcgcttcc gcctcctgga gggaccccgg 
aggacggagc ccgggggcag ccagctggtg 
gggaggctgg ggctggaggt gggcaggcca 
agtctcactc tggagctgtg ggcacagggc 
gccactgagc cttacaatgc tgcccggccc 
gccgcccgga cggaagcagg gaagccagag 
atggcatcca gccctgagcc cgctgtggcc 
aacatgttca gcgtcatcat ccccatgtgc 
cccctgctct tctacctccg aaaacgcaac 
actgccaagc cccgcaacgg cctggctggt 
ggccaggcca tcccgctcac agctgtgcct 
gacccagagc tgctgcagtt ctgccggaca 
tgggtgtgag gcctggcctg ggcccagatg 
tcccgggccc cattgcttcc atgcccggtg 
ctggagacac caggggtgga gggtcctggg 
agtcaagagc tggaacctcc ctcagctcac 
tggaggcagg cttaagttca gtcctcctgc 
ggtaacctcc tacatgggtc atgactctgg 
gcctgaccca ggctgctaag agggcaagga 
gaggaagcta ttcctggctt ttccagtcca 
gttgagaaaa aaacttcctc ccctgggttt 
ggcaagagga gagagcgctc cagtctagaa 
gtgcaagggt ggtaggttgc tctggggatg 
tttaat 



gaggtgcccc aagctttggg gcgctcctca 5880 
gatcgggagg agccagaggc agcataccgc 5940 
ctggtgggcg ggcggcccac ctcggccttc 6000 
gtctttgcct tcaccaactt ctcctcctct 6060 
aggggtgtca atgcatcagc cgtagtgaac 6120 
gcaggtgggc catggcccca gggtgccacc 6180 
ggcgagctgg ccaaccgcac aggcagtgtg 6240 
catggccgcg tggtccgcgt gccccgagcc 6300 
gagcagttca ctcagcagga ccttgaggac 63 60 
gaggggaggg cccccggccc cgcaggtgac 6420 
gtcccgcctg ctgtggcctc cctggacttt 6480 
tacagcgtgg ccctgctcag tgtccccgag 6540 
agcagcaccc ccacaggcga gccaggcccc 6600 
aagggaggct tcctgagctt ccttgaggcc 6660 
ctggtacttc tgctcctggc gctcatcctg 6720 
aagacgggca agcatgacgt ccaggtcctg 67 80 
gacaccgaga cctttcgcaa ggtggagcca 6840 
ggccaggggc cccctccagg aggccagcct 6900 
cccaaccctg cccttaagaa tggccagtac 6960 
ctgatcgggc cagggacagg cttgcccatg 7020 
ctgtctgagt atccccagag caagagagac 7080 
agatagtccc aggggtccgg gacagagtgg 7140 
tccgagcctg gagaactgca ggggccaagg 7200 
cctggagctg gtttgggctg tcaaaaccag 72 60 
gtcctgggtc tgtgaccttg ggtaagtcgc 732 0 
gaaggaagta ccctggggag ggaagggaca 73 80 
acccaggcca gcctttgtct ctgccccaga 7440 
tttagggaga tggtatcccc tggagtagag 7500 
ggcataagcc aataggatga tatattcagg 7 560 
ggcttattta aggaggatgc aaggaagcta 762 0 

7626 
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<400> 15 



Met 


Gin 


Ser 


Gly 


Arg 


Gly 


Pro 


Pro 


Leu 


Pro 


Ala 


Pro 


Gly Leu 


Ala 


1 






5 










10 










15 


Leu 


Ala 


Leu 


Thr 


Leu 


Thr 


Met 


Leu 


Ala 


Arg 


Leu 


Ala 


Ser 


Ala 


Ala 








20 










25 










30 


Ser 


Phe 


Phe 


Gly 


Glu 


Asn 


His 


Leu 


Glu 


Val 


Pro 


Val 


Ala 


Thr 


Ala 








35 










40 










45 


Leu 


Thr 


Asp 


He 


Asp 


Leu 


Gin 


Leu 


Gin 


Phe 


Ser 


Thr 


Ser 


Gin 


Pro 








50 










55 










60 


Glu 


Ala 


Leu 


Leu 


Leu 


Leu 


Ala 


Ala 


Gly 


Pro 


Ala 


Asp 


His 


Leu 


Leu 








65 










70 










75 


Leu 


Gin 


Leu 


Tyr 


Ser 


Gly Arg 


Leu 


Gin 


Val 
85 


Arg 


Leu 


Val 


Leu Gly 
90 


Gin 


Glu 


Glu 


Leu 


80 
Arg 


Leu 


Gin 


Thr 


Pro 


Ala 


Glu 


Thr 


Leu 


Leu 


Ser 








95 










100 










105 
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Asp Ser He Pro His Thr Val Val Leu Thr Val Val Glu Gly Trp 
110 115 120 

Ala Thr Leu Ser Val Asp Gly Phe Leu Asn Ala Ser Ser Ala Val 
125 130 135 

Pro Gly Ala Pro Leu Glu Val Pro Tyr Gly Leu Phe Val Gly Gly 
140 145 150 

Thr Gly Thr Leu Gly Leu Pro Tyr Leu Arg Gly Thr Ser Arg Pro 
155 160 165 

Leu Arg Gly Cys Leu His Ala Ala Thr Leu Asn Gly Arg Ser Leu 
170 175 180 

Leu Arg Pro Leu Thr Pro Asp Val His Glu Gly Cys Ala Glu Glu 
185 190 195 

Phe Ser Ala Ser Asp Asp Val Ala Leu Gly Phe Ser Gly Pro His 
200 205 210 

Ser Leu Ala Ala Phe Pro Ala Trp Gly Thr Gin Asp Glu Gly Thr 
215 220 225 

Leu Glu Phe Thr Leu Thr Thr Gin Ser Arg Gin Ala Pro Leu Ala 
230 235 240 

Phe Gin Ala Gly Gly Arg Arg Gly Asp Phe He Tyr Val Asp He 
245 250 255 

Phe Glu Gly His Leu Arg Ala Val Val Glu Lys Gly Gin Gly Thr 
260 265 270 

Val Leu Leu His Asn Ser Val Pro Val Ala Asp Gly Gin Pro His 
275 280 285 

Glu Val Ser Val His He Asn Ala His Arg Leu Glu He Ser Val 
290 295 300 

Asp Gin Tyr Pro Thr His Thr Ser Asn Arg Gly Val Leu Ser Tyr 
305 310 315 

Leu Glu Pro Arg Gly Ser Leu Leu Leu Gly Gly Leu Asp Ala Glu 
320 325 330 

Ala Ser Arg His Leu Gin Glu His Arg Leu Gly Leu Thr Pro Glu 
335 340 345 

Ala Thr Asn Ala Ser Leu Leu Gly Cys Met Glu Asp Leu Ser Val 
350 355 360 

Asn Gly Gin Arg Arg Gly Leu Arg Glu Ala Leu Leu Thr Arg Asn 
365 370 375 

Met Ala Ala Gly Cys Arg Leu Glu Glu Glu Glu Tyr Glu Asp Asp 
380 385 390 

Ala Tyr Gly His Tyr Glu Ala Phe Ser Thr Leu Ala Pro Glu Ala 
395 400 405 

Trp Pro Ala Met Glu Leu Pro Glu Pro Cys Val Pro Glu Pro Gly 
410 415 420 

Leu Pro Pro Val Phe Ala Asn Phe Thr Gin Leu Leu Thr He Ser 
425 430 435 

Pro Leu Val Val Ala Glu Gly Gly Thr Ala Trp Leu Glu Trp Arg 
440 445 450 

His Val Gin Pro Thr Leu Asp Leu Met Glu Ala Glu Leu Arg Lys 
455 460 465 

Ser Gin Val Leu Phe Ser Val Thr Arg Gly Ala His Tyr Gly Glu 
470 475 480 

Leu Glu Leu Asp He Leu Gly Ala Gin Ala Arg Lys Met Phe Thr 
485 490 495 

Leu Leu Asp Val Val Asn Arg Lys Ala Arg Phe He His Asp Gly 
500 505 510 

Ser Glu Asp Thr Ser Asp Gin Leu Val Leu Glu Val Ser Val Thr 
515 520 525 



13 



PA-0035 US 

Ala Arg Val Pro Met Pro Ser Cys Leu Arg Arg Gly Gin Thr Tyr 
530 535 540 

Leu Leu Pro He Gin Val Asn Pro Val Asn Asp Pro Pro His He 
545 550 555 

He Phe Pro His Gly Ser Leu Met Val He Leu Glu His Thr Gin 
560 565 570 

Lys Pro Leu Gly Pro Glu Val Phe Gin Ala Tyr Asp Pro Asp Ser 
575 580 585 

Ala Cys Glu Gly Leu Thr Phe Gin Val Leu Gly Thr Ser Ser Gly 
590 595 600 

Leu Pro Val Glu Arg Arg Asp Gin Pro Gly Glu Pro Ala Thr Glu 
605 610 615 

Phe Ser Cys Arg Glu Leu Glu Ala Gly Ser Leu Val Tyr Val His 
620 625 630 

Cys Gly Gly Pro Ala Gin Asp Leu Thr Phe Arg Val Ser Asp Gly 
635 640 645 

Leu Gin Ala Ser Pro Pro Ala Thr Leu Lys Val Val Ala He Arg 
650 655 660 

Pro Ala He Gin He His Arg Ser Thr Gly Leu Arg Leu Ala Gin 
665 670 675 

« Gly Ser Ala Met Pro He Leu Pro Ala Asn Leu Ser Val Glu Thr 

U 680 685 690 

*9 Asn Ala Val Gly Gin Asp Val Ser Val Leu Phe Arg Val Thr Gly 

:fl 695 700 705 

si Ma Leu Gin Phe Gly Glu Leu Gin Lys His Ser Thr Gly Gly Val 

^ 710 715 720 

■K Glu Gly Ala Glu Trp Trp Ala Thr Gin Ala Phe His Gin Arg Asp 

U 725 730 735 

W val Glu Gin Gly Arg Val Arg Tyr Leu Ser Thr Asp Pro Gin His 

:Q 740 745 750 

-7 His Ala Tyr Asp Thr Val Glu Asn Leu Ala Leu Glu Val Gin Val 

~§ 755 760 765 

H civ Gin Glu He Leu Ser Asn Leu Ser Phe Pro Val Thr He Gin 

^ 770 775 780 

Arcf Ala Thr Val Trp Met Leu Arg Leu Glu Pro Leu His Thr Gin 
Q 785 790 795 

Q Asn Thr Gin Gin Glu Thr Leu Thr Thr Ala His Leu Glu Ala Thr 

CI 800 805 810 

Leu Glu Glu Ala Gly Pro Ser Pro Pro Thr Phe His Tyr Glu Val 
815 820 825 

Val Gin Ala Pro Arg Lys Gly Asn Leu Gin Leu Gin Gly Thr Arg 
830 835 840 

Leu Ser Asp Gly Gin Gly Phe Thr Gin Asp Asp He Gin Ala Gly 
845 850 855 

Ara Val Thr Tyr Gly Ala Thr Ala Arg Ala Ser Glu Ala Val Glu 
860 865 870 

Asp Thr Phe Arg Phe Arg Val Thr Ala Pro Pro Tyr Phe Ser Pro 
875 880 885 

Leu Tyr Thr Phe Pro He His He Gly Gly Asp Pro Asp Ala Pro 
890 895 900 

Val Leu Thr Asn Val Leu Leu Val Val Pro Asp Gly Gly Glu Gly 
905 910 915 

Val Leu Ser Ala Asp His Leu Phe Val Lys Ser Leu Asn Ser Ala 
920 925 930 

Ser Tyr Leu Tyr Glu Val Met Glu Arg Pro Arg His Gly Arg Leu 
935 940 945 



14 



PA-0035 US 



Ala 


Trp 


Arg 


Gly Thr 








950 


Thr 


Asn 


Glu 


Asp Leu 








965 


Asp 


Ser 


Glu 


Thr Thr 








980 


Gin 


Gly 


Glu 


Ser Ser 








995 


Val 


Phe 


Arg 


Val Ala 








1010 


Gin 


Thr 


He 


Ser Arg 








1025 


Leu 


Leu 


Thr 


Thr Asp 








1040 


Phe 


Ala 


Asp 


Ala Gin 








1055 


Gly 


Ser 


He 


Val Ala 








1070 


Phe 


Thr 


Gin 


Glu Asp 








1085 


Ser 


Gly 


Ala 


Asp Arg 








1100 


Gin 


His 


Gin 


Ala Thr 








1115 


Tvr 


Leu 


Arg 


Val Ala 








1130 


Glv 


Gin 


Glv 


Thr He 








1145 


Leu 


Asp 


He 


Arg Ser 








1160 


Glv 


Pro 


Arg 


Trp Gly 








1175 


Ala 


Phe 


Ser 


Gin Gin 








1190 


His 


Asn 


Gly 


Ser Leu 








1205 


Glu 


Ala 


Gly 


Pro Val 








1220 


Ala 


Leu 


Glu 


Gly Pro 








1235 


Lys 


He 


Tyr 


Val Phe 








1250 


Gin 


Leu 


Glu 


Ala Ala 








1265 


Phe 


Ser 


Val 


Lys Ser 








1280 


Ser 


Arg 


Gly 


Ala Leu 








1295 


Gin 


Ser 


Phe 


Ser Gin 








1310 


Leu 


His 


Ser 


Arg Pro 








1325 


Val 


Ala 


Ser 


Gly Leu 








1340 


Leu 


Glu 


Val 


Leu Pro 








1355 



Gin 


Asp 


Lys 


Thr Thr 








955 


Leu 


Arg 


Gly 


Arg Leu 








970 


Glu 


Asp 


Asp 


He Pro 








985 


Gly 


Asp 


Met 


Ala Trp 








1000 


He 


Gin 


Pro 


Val Asn 








1015 


He 


Phe 


His 


Val Ala 








1030 


Asp 


Val 


Ala 


Phe Ser 








1045 


Leu 


Val 


Leu 


Thr Arg 








1060 


Val 


Asp 


Glu 


Pro Thr 








1075 


Leu 


Arg 


Lys 


Arg Arg 








1090 


Gly 


Trp 


He 


Gin Leu 








1105 


Ala 


Leu 


Leu 


Glu Val 








1120 


Asn 


Glv 


Ser 


Ser Leu 








1135 


Asp 


Thr 


Ala 


Val Leu 








1150 


Glv 


Asp 


Glu 


Val His 








1165 


Gin 


Leu 


Val 


Arg Ala 








1180 


Asp 


Leu 


Leu 


Asp Gly 








1195 


Ser 


Pro 


Glu 


Asp Thr 








1210 


His 


Thr 


Asp 


Ala Thr 








1225 


Leu 


Ala 


Pro 


Leu Lys 








1240 


Gin 


Gly 


Glu 


Ala Ala 








1255 


Gin 


Glu 


Ala 


Val Pro 








1270 


Pro 


Pro 


Ser 


Ala Gly 








1285 


Ala 


Asp 


Glu 


Pro Pro 








1300 


Glu 


Ala 


Val 


Asp Thr 








1315 


Glu 


Ala 


Trp 


Ser Asp 








1330 


Gly 


Ala 


Pro 


Leu Glu 








1345 


Ala 


Ala 


He 


Pro Leu 








1360 



Met 


Val 


Thr 


Ser Phe 








960 


Val 


Tyr 


Gin 


His Asp 








975 


Phe 


Val 


Ala 


Thr Arg 
990 


Glu 


Glu 


Val 


Arg Gly 








1005 


Asp 


His 


Ala 


Pro Val 








1020 


Arg 


Gly 


Gly Arg Arg 








1035 


Asp 


Ala 


Asp 


Ser Gly 








1 0S0 


Lys 


Asp 


-Lit. U. 










-L \J U ~) 


Arg 


Pro 


lie 


iyi y 








1 0 80 


Val 


Leu 




V Ct_L Xl_L o 








-L U -? D 


Gin 


Val 


Ser 


Asp Gly 








1110 


Gin 


Ala 


Ser 


Glu Pro 








1125 


Val 


Val 


Pro 


Gin Gly 








1140 


His 


Leu 


Asp 


Thr Asn 








1155 


Tyr 


His 


Val 


Thr Ala 








1170 


Glv 


Gin 


Pro 


Ala Thr 








1185 


Ala 


Val 


Leu 


Tyr Ser 








1200 


Met 


Ala 


Phe 


Ser Val 








1215 


Leu 


Gin 


Val 


Thr He 








1230 


Leu 


Val 


Arg 


His Lys 








1245 


Glu 


He 


Arg Arg Asp 








1260 


Pro 


Ala 


Asp 


He Val 








1275 


Tyr 


Leu 


Val 


Met Val 








1290 


Ser 


Leu 


Asp 


Pro Val 








1305 


Gly Arg 


Val 


Leu Tyr 








1320 


Ala 


Phe 


Ser 


Leu Asp 








1335 


Gly Val 


Leu 


Val Glu 








1350 


Glu 


Ala 


Gin 


Asn Phe 








1365 
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Ser 


Val 


Pro 


Glu Gly 


Gly 


Ser 


Leu 


Thr Leu 


Ala 


Pro 


Pro 


Leu Leu 








1370 








1375 








1380 


Arg 


Val 


Ser 


Gly Pro 


Tyr 


Phe 


Pro 


Thr Leu 


Leu 


Gly 


Leu 


Ser Leu 








1385 








1390 








1395 


Gin 


Val 


Leu 


Glu Pro 


Pro 


Gin 


His 


Gly Pro 


Leu 


Gin 


Lys 


Glu Asp 








1400 








1405 








1410 


Gly 


Pro 


Gin 


Ala Arg 


Thr 


Leu 


Ser 


Ala Phe 


Ser 


Trp 


Arg 


Met Val 








1415 








1420 








1425 


Glu 


Glu 


Gin 


Leu lie 


Arg 


Tyr 


Val 


His Asp 


Gly 


Ser 


Glu 


Thr Leu 








1430 








1435 








1440 


Thr 


Asp 


Ser 


Phe Val 


Leu 


Met 


Ala 


Asn Ala 


Ser 


Glu 


Met 


Asp Arg 








1445 








1450 








1455 


Gin 


Ser 


His 


Pro Val 


Ala 


Phe 


Thr 


Val Thr 


Val 


Leu 


Pro 


Val Asn 








1460 








1465 








1470 


Asp 


Gin 


Pro 


Pro lie 


Leu 


Thr 


Thr 


Asn Thr 


Glv 


Leu 


Gin 


Met Trp 








1475 








1480 








1485 


Glu 


Glv 


Ala 


Thr Ala 


Pro 


lie 


Pro 


Ala Glu 


Ala 


Leu 


Arg 


Ser Thr 








1490 








1495 








1500 


Asp 


Gly 


Asp 


Ser Gly 


Ser 


Glu 


Asp 


Leu Val 


1 JC J - 


Thr 


lie 


Glu Gin 








1505 








1510 








1515 


Pro 


Ser 


Asn 


G 1 v A yet 


Val 


Val 


Leu 


Aver Gl V 


Ala 


Pro 


Gly 


Thr Glu 








1520 








1525 








1530 


Val 


Arg 


Ser 


Phe Thr 


Gin 


Ala 


Gin 


T 1 A QTl 


Gly 


Gly 


Leu 


Val T.eu 








j — > -j ~j 








1540 








1545 


Phe 


Ser 


His 




Thr 


Leu 


Asp 




Phe 


Arg 


Phe 


t\x- y lcu 








1550 








1555 








1560 


Ser 


Asp 


Gly 




Thr 


Ser 


Pro 


Gly His 


Phe 


Phe 


Arg 


Va 1 Thr 








1565 








1570 








1575 


Al a 


Gin 


Lys 


Gin Val 


Leu 


Leu 


Ser 


Leu Lys 


Gly 


Ser 


Gin 


Thr* T,e>\i 








1580 








1585 








1590 


Thr 


Val 


Cys 


Pro Gly 


Ser 


Val 


Gin 


Pro Tif^n 


Ser 


Ser 


Gin 


Thr* T.^n 

1111 -LJC^ U. 








1595 








1600 








1605 


Arg 


Ala 


Ser 


Cp-v- Cpv- 

V-J ^— * J— V—- J- 


Ala 


Gly 


Thr 


A^d Pro 


Gin 


Leu 


Leu 


Leu Tyr 








1610 








1615 








1620 


Arg 


Val 


Val 


Ara Glv 


Pro 


Gin 


Leu 


Glv Ara 


Leu 


Phe 


His 


Ala Gin 








1625 








1630 








1635 


Gin 


Asp 


Ser 


Thr Gly 


Glu 


Ala 


Leu 


Val Aqn 

v a J. noil 


Phe 


Thr 


Gin 


Ala Glu 








1640 








1645 








1650 


Val 


i y j_ 


Ala 


Hi v A^n 

\Ji_y noil 


lie 


Leu 


Tvr 
xyx. 


Glu His 


Glu 


Met 


Pro 


Pro Glu 








1655 








1660 








1665 


Pro 


Phe 


Trio 


Glu Ala 


His 


Asp 


Thr 


Leu Glu 


Leu 


Gin 


Leu 


Ser Ser 








1670 








1675 








1680 


Pro 


Pro 


Ala 


AfTf A C5"Pl 
ii-i- y no]j 


Val 


Ala 


Ala 


Thr Leu 


Ala 


Val 


Ala 


Val Ser 








1685 








1690 








1695 


Phe 


Glu 


Ala 


Ala Cvs 


Pro 


Gin 


Arg 


Pro Ser 


His 


Leu 


Trr> 


TiV^ Asn 








1700 








1705 








1710 


Lys 


Gly 


Leu 


Trp Val 


Pro 


Glu 


Gly 


C±l ri Attt 

vji-Lix ni y 


Ala 


Arg 


lie 


Thr Val 








1715 








1720 








1725 


Ala 


Ala 


Leu 


Asp Ala 


Ser 


Asn 


Leu 


Leu Ala 


Ser 


Val 


Pro 


Ser Pro 








1730 








1735 








1740 


Gin 


Arg 


Ser 


Glu His 


Asp 


Val 


Leu 


Phe Gin 


Val 


Thr 


Gin 


Phe Pro 








1745 








1750 








1755 


Ser 


Arg 


Gly 


Gin Leu 


Leu 


Val 


Ser 


Glu Glu 


Pro 


Leu 


His 


Ala Gly 








1760 








1765 








1770 


Gin 


Pro 


His 


Phe Leu 


Gin 


Ser 


Gin 


Leu Ala 


Ala 


Gly 


Gin 


Leu Val 








1775 








1780 








1785 
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Tyr 


Ala 


His 


Gly Gly 








1790 


Arg 


Ala 


His 


Leu Gin 








1805 


Gin 


Thr 


Ser 


Glu Ala 








1820 


Arg 


Pro 


Pro 


Gin Pro 








1835 


Gly 


Ser 


Arg 


Ala Pro 








1850 


Pro 


Asp 


Ser 


Ala Pro 








1865 


Pro 


His 


Asn 


Gly Phe 








1880 


Val 


Thr 


Arg 


Phe Thr 








1895 


Phe 


Val 


Ala 


Asn Gly 








1910 


Met 


Ser 


Asp 


Gly Ala 








1925 


Asp 


lie 


Leu 


Pro Ser 








1940 


Glu 


Val 


Pro 


Gin Ala 








1955 


Leu 


Arg 


Val 


Val Ser 








1970 


Leu 


lie 


Gin 


Gly Pro 








1985 


Pro 


Thr 


Ser 


Ala Phe 








2000 


Val 


Phe 


Ala 


Phe Thr 








2015 


Val 


Leu 


Ala 


Leu Ala 








2030 


Val 


Thr 


Val 


Arg Ala 








2045 


Pro 


Gin 


Gly 


Ala Thr 








2060 


Gly 


Glu 


Leu 


Ala Asn 








2075 


Leu 


Glu 


Gly 


Pro Arg 








2090 


Arg 


Thr 


Glu 


Pro Gly 








2105 


Gin 


Asp 


Leu 


Glu Asp 








2120 


Glu 


Gly 


Arg 


Ala Pro 








2135 


Leu 


Trp 


Ala 


Gin Gly 








2150 


Ala 


Thr 


Glu 


Pro Tyr 








2165 


Leu 


Ser 


Val 


Pro Glu 








2180 


Ser 


Ser 


Thr 


Pro Thr 








2195 



Gly 


Gly 


Thr 


Gin Gin 








1795 


Gly 


Pro 


Ala 


Gly Ala 








1810 


Phe 


Ala 


He 


Thr Val 








1825 


Gin 


Ala 


Ser 


Val Pro 








1840 


He 


Ser 


Arg 


Ala Gin 








1855 


Gly 


Glu 


He 


Glu Tyr 








1870 


Leu 


Ser 


Leu 


Val Gly 








1885 


Gin 


Ala 


Asp 


Val Asp 








1900 


Ser 


Ser 


Val 


Ala Gly 








1915 


Ser 


Pro 


Pro 


Leu Pro 








1930 


Ala 


He 


Glu 


Val Gin 








1945 


Leu 


Gly 


Arg 


Ser Ser 








1960 


Asp 


Ara 


Glu 


Glu Pro 








1975 


Gin 


Tyr 


Gly 


His Leu 








1990 


Ser 


Gin 


Phe 


Gin He 








2005 


Asn 


Phe 


Ser 


Ser Ser 








2020 


Arg 


Gly 

J; 


Val 


Asn Ala 








2035 


Leu 


Leu 


His 


Val Trp 








2050 


Leu 


Arg 


Leu 


Asp Pro 








2065 


Arg 


Thr 


Gly 


Ser Val 








2080 


His 


Gly 


Arg 


Val Val 








2095 


Gly 


Ser 


Gin 


Leu Val 








2110 


Gly 


Arg 


Leu 


Gly Leu 








2125 


Gly 


Pro 


Ala 


Gly Asp 








2140 


Val 


Pro 


Pro 


Ala Val 








2155 


Asn 


Ala 


Ala 


Arg Pro 








2170 


Ala 


Ala 


Arg 


Thr Glu 








2185 


Gly 


Glu 


Pro 


Gly Pro 








2200 



Asp 


Gly Phe 


His Phe 








1800 


Ser 


Val 


Ala Gly Pro 








1815 


Arg 


Asp Val 


Asn Glu 








1830 


Leu 


Arg 


Leu 


Thr Arg 








1845 


Leu 


Ser 


Val 


Val Asp 








1860 


Glu 


Val 


Gin 


Arg Ala 








1875 


Gly 


Gly Leu Gly Pro 








1890 


Ser 


Gly Arg 


Leu Ala 








1905 


He 


Phe 


Gin 


Leu Ser 








1920 


Met 


Ser 


Leu 


Ala Val 








1935 


Leu 


Arg 


Ala 


Pro Leu 








1950 


Leu 


Ser 


Gin 


Gin Gin 








1965 


Glu 


Ala 


Ala 


Tyr Arg 








1980 


Leu 


Val 


Gly Gly Arg 








1995 


Asp 


Gin Gly 


Glu Val 








2010 


His 


Asp 


His 


Phe Arg 








2025 


Ser 


Ala 


Val 


Val Asn 








2040 


Ala 


Gly Gly 


Pro Trp 








2055 


Thr 


Val 


Leu 


Asp Ala 








2070 


Pro 


Arg 


Phe 


Arg Leu 








2085 


Arg 


Val 


Pro 


Arg Ala 








2100 


Glu 


Gin 


Phe 


Thr Gin 








2115 


Glu 


Val 


Gly Arg Pro 








2130 


Ser 


Leu 


Thr 


Leu Glu 








2145 


Ala 


Ser 


Leu 


Asp Phe 








2160 


Tyr 


Ser 


Val 


Ala Leu 








2175 


Ala 


Gly 


Lys 


Pro Glu 








2190 


Met 


Ala 


Ser 


Ser Pro 








2205 
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Glu 


Pro 


Ala 


Val Ala 


Lys 


Gly 


Gly 


Phe Leu 


Ser 


Phe 


Leu 


Glu Ala 








2210 








2215 








2220 


Asn 


Met 


Phe 


Ser Val 


lie 


He 


Pro 


Met Cys 


Leu 


Val 


Leu 


Leu Leu 








2225 








2230 








2235 


Leu 


Ala 


Leu 


lie Leu 


Pro 


Leu 


Leu 


Phe Tyr 


Leu 


Arg 


Lys 


Arg Asn 








2240 








2245 








2250 


Lys 


Thr 


Gly 


Lys His 


Asp 


Val 


Gin 


Val Leu 


Thr 


Ala 


Lys 


Pro Arg 








2255 








2260 








2265 


Asn 


Gly 


Leu 


Ala Gly 


Asp 


Thr 


Glu 


Thr Phe 


Arg 


Lys 


Val 


Glu Pro 








2270 








2275 








2280 


Gly 


Gin 


Ala 


lie Pro 


Leu 


Thr 


Ala 


Val Pro 


Gly 


Gin 


Gly 


Pro Pro 








2285 








2290 








2295 


Pro 


Gly 


Gly 


Gin Pro 


Asp 


Pro 


Glu 


Leu Leu 


Gin 


Phe 


Cys 


Arg Thr 








2300 








2305 








2310 


Pro 


Asn 


Pro 


Ala Leu 


Lys 


Asn 


Gly Gin Tyr 


Trp 


Val 












2315 








2320 











<210> 16 

<211> 4510 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1857017CB1 



<400> 16 

ggctgagcgt 

ctgtagctac 

cctgggaagt 

ttactggtaa 

ttttgagcag 

acttccagtt 

ttttcacaat 

aattgacagg 

caagcacatt 

ttgctcgtgg 

ttgtgattgg 

gctgcatgtc 

ccttggtatt 

attttgcccg 

agatgattat 

cttctcctca 

tgtccaagag 

gcatggatat 

tcttctttga 

ctgtagtgac 

gaaataacca 

ttgaggttat 

ttggtaactc 

aacttcccag 

aaggtgcaaa 

cagcctacaa 

agttactttc 

ataattactc 

ctgttggagt 

caacagaagg 



cggcgccggg 
aatgttgtca 
catagtgggg 
caataagatc 
tgacattata 
ccagaattta 
tttctcaagt 
cttgaatgaa 
agcaaagttt 
aatggcaatt 
agttggtacc 
agttcttgcc 
agagctttct 
agttttagaa 
gtctctaggc 
aaacagtaca 
aattgaacca 
tgaacaagtt 
acaaacagag 
acaaaagaaa 
gaaatgtgat 
aaaaccctta 
ctccttactc 
ggaacctcgg 
attccttagt 
gttggaaact 
caagaagctt 
cttggtgatg 
ggcaggaccc 
ttgtcttgtg 



gttcggtggc 
agactttttc 
acagtgacac 
tgtggttgga 
attctgacaa 
cgtcaacttg 
tttgtattca 
gctttgccct 
gccctcagtt 
ttaggtccta 
atgtcagggg 
aactacttcg 
cgggaaagcc 
gaagaagaaa 
ttggttcttg 
gcagatactt 
agtgtttccc 
attaccctaa 
acagaatcta 
gtcccagaca 
tcagtagagg 
gtggctgaaa 
gatacttcat 
cctaatgaag 
gatgctgaga 
ctgatggaaa 
tcagaacctt 
ggagcttgtt 
ctttgcttag 
gccagcacca 



ctctagtgag 
gaatgcatgg 
tgaccatctg 
attatgaatg 
taacacgatg 
gatcaaaata 
gtacagttgt 
ttttcctact 
ccaactcaca 
cgtttaccct 
tacgtcagct 
tgttcatgac 
gcgagggtcg 
ataagccgaa 
ttcatgctca 
ctaaggtttc 
tctggcagtt 
gtttagctct 
cactctcatt 
attgttgtag 
aagagacagg 
cagatacccc 
cagtactggt 
aatgtctaca 
tcatccagtt 
ctcatgagcg 
cttctctcca 
gtgagaatgt 
atgaaaaaga 
atagaggctg 



atctggagga 
cctctttgtg 
catgatgtcc 
tccaaagttt 
catagccatc 
tattttgggt 
cattcacttc 
tttgattgac 
ggatgaagta 
cgatgctctt 
tgaaattatg 
tttcttccca 
tccaatttgg 
tcctgtaact 
cagtcgctgg 
attaggactg 
ttatctctct 
ccttctggct 
aaaaaaccct 
acgtgaacct 
gataaaccga 
aaacagagct 
gacacaggaa 
gatacttggg 
agtcaatgct 
tggtgtatct 
gtacctacct 
tattggatat 
atttcaggtt 
cagagcaata 



tccaaggatt 
gcctcccatc 
atgaacatgt 
gaagaggatg 
ctgtatattt 
attgctggcc 
ttagacaaag 
ctttccagag 
agggaaaata 
gttgaatgtc 
tgctgctttg 
gcttgtgtgt 
cagctcagcc 
cagagggtca 
atagctgatc 
gatgaaaatg 
aaaatgatca 
gtcaagtaca 
atcacatctc 
atgctggtca 
gaaagaaaag 
acatttgtgg 
cctgaaattg 
aatgcagaga 
aagcatatcc 
attcgccgac 
tacagggatt 
atgcccatcc 
ccaatggcaa 
ggtcttggtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 
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gaggtgccag cagccgagtc cttgcagatg 
cacgtgcttg tgactctgca gaagtgaaag 
tgataaagga ggcatttgac agcactagca 
gtatagctgg acgcaacctt tatatccgtt 
tgaacatgat ttcaaagggt acagagaaag 
aaatgcagat tctagccgtt agtggtaact 
attggataga gggaagagga aaatctgttg 
tcagagaagt attaaagact accacagagg 
tagtgggctc tgccatggct gggagcatag 
tcaccgccat ctacattgcc tgtggacagg 
gtattacttt aatggaagca agtggtccca 
tgccatctat agagatagga acggtgggtg 
gtttgcagat gctaggtgtt caaggagcat 
agcttgcccg aattgtgtgt gggaccgtaa 
tggcagcagg acatcttgtc aaaagtcaca 
aagacctcca aggagcttgc accaagaaga 
gaacatgggc attgggttct aaaggactaa 
gcattgtctt gtggaggatg aatagatgtg 
ctttcagaga ggtctcaggt tctttccatg 
gctttacatg ctgtgctctt tgaagagatt 
gagatggtaa tctacagctc acctctgaag 
gaaattcttg aagttcatgg tgatcagtgc 
gaaaatggat ttttaaatta tactgtagct 
ttaagtctgg gatgtagaac ttcaagaagt 
attaatactt catttggtgc tggtctattt 
cagaagggga cctgttttct tcaagggaag 
tgtgttaaac atgctaaata gttctatcag 
gctatttgtt cagagaggcc ttttgtttaa 
ggattggcta taacatgtct ttcagcatta 
tttactaaag atatcagagc tcttaatgtt 
caagactggg accttagaaa tcattgtaga 
tctaagccaa ctttaattgc ttaaaagaca 
ttgtaaactg tatcaaatct gtatatgttg 
gttcaagaaa taaaaatcaa cttgtgtact 
ataatgttct ttaatgttgt ccaggaaacc 
aaagtcagct ttcagagcca gtgaaggagc 
tcctgtggcc aggaggttgg tgactgaaac 
aacgctctta gctttctcag ggggtcagca 
acaagttttg tataaataat aaagaactcc 
gttgctcttg gaaagctgat gatgtctctt 
gaaaccatgg cagcatggag agcctcttag 
tttacctttt ctgttgtacg taaagcttaa 
actttttctg agcttttcat ggaagtggca 
gactgtaatt aatatcttgc tggattaatg 
tgttatagaa tacttttttc tagtttcagt 
aaaaaaaaaa 

<210> 17 
<211> 888 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1857017CD1 



ggatgactcg tggcccagtt gtgcgtcttc 1860 
cctggctcga aacatctgaa gggttcgcag 1920 
gatttgcacg tctacagaaa cttcatacaa 1980 
tccagtccag gtcaggggat gccatgggga 2 040 
cactttcaaa acttcacgag tatttccctg 2100 
attgtactga caagaaacct gctgctataa 2160 
tttgtgaagc tgtcattcca gccaaggttg 2220 
ctatgattga ggtcaacatt aacaagaatt 22 80 
gaggctacaa cgcccatgca gcaaacattg 2340 
atgcagcaca gaatgttggt agttcaaact 2400 
caaatgaaga tttatatatc agctgcacca 2460 
gtgggaccaa cctactacct cagcaagcct 2520 
gcaaagataa tcctggggaa aatgcccggc 25 80 
tggctgggga attgtcactt atggcagcat 2 640 
tgattcacaa caggtcgaag atcaatttac 27 00 
cagcctgaat agcccgacag ttctgaactg 27 60 
cataaaatct gtgaattaaa aaagctcaat 2 820 
atcactgaga cagccacttg gtttttggct 2880 
cagactcctc agatctgaac acagtttagt 2940 
tcaacaagaa tattgtatgt taaagcatca 3 000 
gcaaatataa gctgggaaaa aagttttgat 3 0 60 
aattgacctt ctccctcacc cctgccagtt 3120 
gatgaaactc ctgattttgt agttaattta 3180 
aagagctaag ttctaagttc atgtttgtaa 3240 
tgattttggg gggtaatcag tattattctt 33 00 
aaacactctt attcccaaac tacagaataa 33 60 
gaaaacaaat cactgtattt atctccgcag 3420 
atataaatgt ttaaatataa atgtttgtct 3480 
ggcttttaag aaacacaggg ttttgtattc 3 540 
gcttagatga gggtgactgt caagtacaag 3 600 
aacacagttt tgaaagaaaa ataccatgtc 3 660 
tttttattta gttgaaaaat ctagtttttt 3720 
taataaaact tatgctagtt tattggaagt 37 80 
gataaaatac tctagcctgg gccagagaag 3 840 
ctggcttgct tgccgagcct aatgaaaggg 3 900 
cacgtgaatg gccctagaac tgtgcctagt 3960 
attcacacag ggctctttga tggacccacg 4020 
gagttattga atcttaattt tttttaatgt 4080 
ttattttgta ttacatctaa tgcttcaagt 4140 
gtagaagatg gactctgaaa aacattccag 42 00 
tgattgtgtc tgcattgtta ttgtggaaga 4260 
attgcttttg ttgtgacttt ttagccagtg 4320 
gtgaaaaata tgttgagtgt tcattttagt 4380 
ttttgtacaa ttactaaatt gtatacattt 4440 
aaataatgaa aaggaagtta ataccaaaaa 4500 

4510 
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<400> 17 



Met 


Leu 


Ser 


Arg 


Leu 


Phe 


Arg 


Met 


His 


Gly 


Leu 


Phe 


Val 


Ala 


Ser 


1 








5 










10 










15 


His 


Pro 


TrD 


Glu 


Val 


He 


Val 


Glv 


Thr 


Val 


Thr 


Leu 


Thr 


He 


Cys 










20 










25 










30 


Met 


Met 


Ser 


Met 


Asn 


Met 


Phe 


Thr 


Glv 


Asn 


Asn 


Lys 


He 


Cys 


Gly 










35 










40 










45 




Asn 


Tvr 


Glu 


Cys 


Pro 


Lys 


Phe 


Glu 


Glu 


Asp 


Val 


Leu 


Ser 


Ser 










50 










55 










60 


Asp 


He 


He 


He 


Leu 


Thr 


He 


Thr 


Arg 


Cys 


He 


Ala 


He 


Leu 


Tvr 










65 










70 










75 


lie 


Tvr 


Phe 


Gin 


Phe 


Gin 


Asn 


Leu 


Arg 


Gin 


Leu 


Glv 


Ser 


Lys 


Tvr 










80 










85 










90 


lie 


Leu 


Gly 


He 


Ala 


Glv 


Leu 


Phe 


Thr 


He 


Phe 


Ser 


Ser 


Phe 


Val 










95 










100 










105 


Phe 


Ser 


Thr 


Val 


Val 


He 


His 


Phe 


Leu 


Asp 


Lys 


Glu 


Leu 


Thr 


Gly 










1 1 n 










115 










120 


Leu 


Asn 


Glu 


Ala 


Leu 


Pro 


Phe 


Phe 


Leu 


Leu 


Leu 


He 


Asp 


Leu 


Ser 










1 9 R 










1 "3 0 

1 J u 










135 




Ala 


Ser 


Thr 


Leu 


Ala 


Lys 


Phe 


Ala 


Leu 


Ser 


Ser 


Asn 


Ser 


Gin 










1 AO 

1 *± U 










145 










150 




VJ-L LI 


v U.X 


A r~rr 
r±-L y 


nl n 


A c? Tl 


lie 


Ala 


Arg 


Gly 


Met 


Ala 


He 


Leu 


Gly 




















1 fiO 

X D \J 










J_ U J 


P2TO 




ir lie 


Tnr 


Leu 


Asp 


nlu 


Leu 


V CI X 


VjiX u. 




Leu 


\7zz 1 
V &X 


Tl p 
lie 


nil \/ 










l 70 

X / v 










1 7R 










i o v 


v clX 


ril ^.^ 


1 I IX 








v c*.x 


Arg 


ril -n 

VjIIJL 


Leu 




lie 


1*1 tr L. 


_y o 












1 RR 

_L O J 










1 90 

j. y w 










195 


fne 


rO -rr 






OfcrX 


VCtl 


Leu 




A c:n 


xyx 


IT IXC- 


Val 


Phe 


Met 


Thr 










zuu 










9 0 R 










91 0 


rile 


xr lit; 


Pto 
Jrx u 






V CL-L 






Val 


Leu 


Glu 


Leu 


Ser 


Arg 


Glu 










91 R 










9 9 0 
^ z, u 










225 


Del 




Vj-L LL 




Arg 


■IT _L W 


He 




Gin 


Leu 


Ser 


His 


Phe 


Ala 


Arrr 










230 










235 










240 


V ClX 


j_ieu 




*J-L LI 


nl n 


\JX_L LL 


Asn 


Lys 


Pro 


Asn 


Pro 


Val 


Thr 


Gin 


Arrr 










94R 

Zt *=b _> 










250 










255 


Val 


Lys 


Met 


He 


Met 


Ser 


Leu 


Gly 


Leu 


Val 


Leu 


Val 


His 


Ala 


His 










9 60 










2 65 










270 


Ser 


Arg 




He 


Ala 


Asp 


Pro 


Ser 


Pro 


Gin 


Asn 


Ser 


Thr 


Ala 


Asp 










275 










280 










285 


Thr 


Ser 


Lys 


Val 


Ser 


Leu 


Glv 


Leu 


Asp 


Glu 


Asn 


Val 


Ser 


Lys 


Arg 










290 










295 










300 


11 e 


Glu 


Pro 


Ser 


Val 


Ser 


Leu 




Gin 


Phe 


Tvr 


Leu 


Ser 


Lys 


Met 










3 05 










310 










315 


lie 


Ser 


Met 


Asp 


He 


Glu 


Gin 


Val 


He 


Thr 


Leu 


Ser 


Leu 


Ala 


Leu 










320 










325 










330 


Leu 


Leu 


Ala 


Val 


Lys 


Tvr 


He 


Phe 


Phe 


Glu 


Gin 


Thr 


Glu 


Thr 


Glu 










335 










340 










345 


Ser 


Thr 


Leu 


Ser 


Leu 


Lys 


Asn 


Pro 


He 


Thr 


Ser 


Pro 


Val 


Val 


Thr 










350 










355 










360 


Gin 


Lys 


Lys 


Val 


Pro 


Asp 


Asn 


Cys 


Cys 


Arg 


Arg 


Glu 


Pro 


Met 


Leu 










365 










370 










375 


Val 


Arg 


Asn 


Asn 


Gin 


Lys 


Cys 


Asp 


Ser 


Val 


Glu 


Glu 


Glu 


Thr 


Gly 










380 










385 










390 


He 


Asn 


Arg 


Glu 


Arg 


Lys 


Val 


Glu 


Val 


He 


Lys 


Pro 


Leu 


Val 


Ala 










395 










400 










405 


Glu 


Thr 


Asp 


Thr 


Pro 


Asn 


Arg 


Ala 


Thr 


Phe 


Val 


Val 


Gly 


Asn 


Ser 
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Ser Leu Leu 
lie Glu Leu 
lie Leu Gly 
Glu He He 
Leu Glu Thr 
Arg Gin Leu 
Tyr Leu Pro 
Cys Cys Glu 
Ala Gly Pro 
Ala Thr Thr 
Arg Ala He 
Asp Gly Met 
Asp Ser Ala 
Ala Val He 
Leu Gin Lys 
Arg Phe Gin 
Ser Lys Gly 
Pro Glu Met 
Lys Lys Pro 
Val Val Cys 
Leu Lys Thr 
Asn Leu Val 
Ala His Ala 
Gin Asp Ala 
Met Glu Ala 
Thr Met Pro 
Leu Leu Pro 
Ala Cys Lys 





410 




Asp 


Thr 


Ser 




425 




Pro 


Arg 


Glu 




440 




Asn 


Ala 


Glu 




455 




Gin 


Leu 


Val 




470 




Leu 


Met 


Glu 




485 




Leu 


Ser 


Lys 




500 




Tvr 




Asp 




515 




Asn 


Val 


lie 




530 




T ,01 1 


H\rc 
v__y 0 


T 

JUfc: U. 




545 




pin 

V3.LU 


Hi \r 


P\rc? 








Hi \r 


Leu 


P] v 




R7 R 
D 1 D 




Tnr 


Arg 


r*i 1 r 

vjj±y 




con 

J J V 




(alU 


Val 


Lys 




DUD 




Lys 


pi n 


Ala 
Ala 








Leu 


rilS 


iiir 




R 




Ser 


Arg 


Ser 




£Rfi 

DjU 




Tnr 


Pin 


Lys 




fiR 
ODD 




U-Ln 


Tl — 

lie 


Leu 




D 0 U 




Al a 


AJ_a 


lie 




D J D 




vjj -L U 


riXct 


Vn 1 
V ct_L 




710 




1 IIX. 


J.11I. 






7? R 






Cat 

Del 


Al a 
xt. J, a. 




740 




Ala 


Asn 


He 




755 




Ala 


Gin 


Asn 




770 




Ser 


Gly 


Pro 




785 




Ser 


He 


Glu 




800 




Gin 


Gin 


Ala 




815 




Asp 


Asn 


Pro 



Ser Val Leu 
Pro Arg Pro 
Lys Gly Ala 
Asn Ala Lys 
Thr His Glu 
Lys Leu Ser 
Tyr Asn Tyr 
Gly Tyr Met 
Asp Glu Lys 
Leu Val Ala 
Gly Gly Ala 
Pro Val Val 
Ala Trp Leu 
Phe Asp Ser 
Ser He Ala 
Gly Asp Ala 
Ala Leu Ser 
Ala Val Ser 
Asn Trp He 
He Pro Ala 
Ala Met He 
Met Ala Gly 
Val Thr Ala 
Val Gly Ser 
Thr Asn Glu 
He Gly Thr 
Cys Leu Gin 
Gly Glu Asn 



415 






Val 


Thr 


Gin 


430 






Asn 


Glu 


Glu 


445 






Lys 


Phe 


Leu 


460 






His 


He 


Pro 


475 






Arg 


Gly 


Val 


490 






Glu 


Pro 


Ser 


505 






Ser 


Leu 


Val 


520 






Pro 


He 


Pro 


535 






Glu 


Phe 


Gin 


550 








1 nx. 


A en 


5 65 






Coy 

Del 


Del 


y 


R 8 0 






Arg 


Leu 


Pro 


R QR 

J ZJ D 






yj± U 


I IlX 


Otri 


U JL U 






1 LlL 




Arg 


625 






Pl-,7 


Arg 


Asn 


U 'i \J 






Met- 
ric U 


uiy 




fi R R 






Lys 


Leu 


rl-L i=> 


U / u 






Plrr 

\jxy 


Asn 


ITU ry 

iyr 


fi RR 






m 11 

LI 




ri-U y 


700 






Lys 


"1 

V Cl-L 


Vul 


715 






Glu 


Val 


Asn 


730 






Ser 


He 


Gly 


745 






He 


Tvr* 


He 


760 






Ser 


Asn 


Cys 


775 






Asp 


Leu 


Tyr 


790 






Val 


Gly 


Gly 


805 






Met 


Leu 


Gly 


820 






Ala 


Arg 


Gin 







420 


Glu 


Pro 


Glu 






435 


Cys 


Leu 


Gin 






450 


Ser 


Asp 


Ala 






465 


Ala 


Tvr 


Lys 






480 


Ser 


He 


Arg 






495 


Ser 


Leu 


Gin 






510 


Met 


Gly 


Ala 






525 


Val 


Gly 


Val 






540 


Val 


Pro 


Met 






555 


Arg 


Gly 


Cys 






R70 


Va 1 


T .^1 1 


Al a 






R8R 

D 0 D 


Arg 


Ala 


Cys 








ox u. 


CXl \r 


irlltr 






615 


it lit; 


,£"1-1-0. 


A TPPT 






63 0 


Leu 


iyr 


Tip 






645 


Asn 


i y it; l. 


Tl ^ 

11c 






660 


VJT_L U. 




X. iic 






675 




1 III. 








690 


Hi v 
\u -X.y 


Lys 


OCi. 






705 


Arg 


vJ-L u. 


Val 






720 


He 


Asn 


Lys 






735 


Gly 




Asn 






750 


Ala 


Cys 


Gly 






765 


He 


Thr 


Leu 






780 


He 


Ser 


Cys 






795 


Gly 


Thr 


Asn 






810 


Val 


Gin 


Gly 






825 


Leu 


Ala 


Arg 
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830 335 840 

He Val Cys Gly Thr Val Met Ala Gly Glu Leu Ser Leu Met Ala 

845 850 855 

Ala Leu Ala Ala Gly His Leu Val Lys Ser His Met He His Asn 

860 865 870 

Arg Ser Lys He Asn Leu Gin Asp Leu Gin Gly Ala Cys Thr Lys 

875 880 885 

Lys Thr Ala 



<210> 18 

<211> 1580 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„f eature 

<223> Incyte ID No: 2114865CB1 



<400> 18 

cagacggctt 

agaatgttac 

tgccacccta 

acacacgtgg 

cagttagtcc 

gccttggcct 

ctcaagttca 

ctgcgcaccc 

gtcaaagagc 

tccgaggcct 

tacgtgaaga 

acaatgatgg 

ccccaagata 

atgatgagtt 

gtggtggagc 

aagatggagg 

ctggagttca 

aacctgaacg 

ctgtcaggga 

cttgatgtat 

ctttctgcat 

attgtccctg 

gcctagagct 

tgcctgggtc 

cctgtctgct 

ggcccatgga 

ttggacaaaa 



tggaatccac 
ctctcctggc 
acagcccact 
acctcggatt 
tgaaggcccc 
tcctgtctct 
acctcacgga 
tcaatcagtc 
aactcagtct 
ttgccactga 
atggaactag 
tcctggtgaa 
ctcatcagtc 
tgcatcacct 
tgaagtacac 
aagtggaagc 
gagagatagg 
acatacttct 
tcacaggggc 
ttgaggaggg 
tagtggagac 
cagacaccca 
tgccatcaag 
tctgggcaca 
tatccttgga 
ctcttcagtc 
aaaaaaaaaa 



cagctacatc 
tctggggctc 
tgacgaggag 
agcctccgcc 
tgataagaat 

gggggcccat 
gacttctgag 
cagcgatgag 
gctggacagg 
ctttcaggac 

ggggaaaatc 

ttacatcttc 
aaggttctac 
gactatacct 
aggcaatgcc 
catgctgctc 
tgagctctac 
ccagctgggc 
caggaaccta 
cacagaagca 
aaggaccatt 
gaacatcttc 
cagtggggct 
gcctggcccc 
aggtgacagc 
tggagggtcc 



cagctccctg 
ttggcggctg 
aatctgaccc 
aacgtggact 
gtcatcttct 
aataccaccc 
gcagaaattc 
ctgcagctga 
ttcacggagg 
tcagctgcag 
acagatctga 
tttaaagcca 
ttgagcaaga 
tacttccggg 
agcgcactct 
ccagagaccc 
ctgccaaagt 
attgaggaag 
gcagtctccc 
tctgctgcca 
gtgcgtttca 
ttcatgagca 
ctcagtaagg 
tgtgcaccga 
gattccctgt 
tgggcctcct 



aggcagagtt 
ggttctgccc 
aggagaacca 
tcgctttcag 
ccccactgag 
tgacagagat 
accagagctt 
gtatgggaaa 
atgccaagag 
ctaagaagct 
tcaaggacct 
aatgggagat 
aaaagtgggt 
acgaggagct 
tcatcctccc 
tgaagcggtg 
tttccatctc 
ccttcaccag 
aggtggtcca 
cagcagtcaa 
acaggccctt 
aagtcaccaa 
aacttggaat 
gtggccatgg 
gtagctctca 
gacagcaata 



gagaatggag 
tgctgtcctc 
agaccgaggg 
cctgtacaag 
catctccacc 
tctcaaaggc 
ccagcacctc 
tgccatgttt 
gctgtatggc 
catcaacgac 
tgactcgcag 
gccctttgac 
aatggtgccc 
gtcctgcacc 
tgatcaagac 
gagagactct 
gagggactat 
caaggctgac 
taaggctgtg 
aatcaccctc 
cctgatgatc 
tcccaagcaa 
gcaagctgga 
catgtgtggc 
catgcacagg 
aataatttcg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1580 



<210> 19 
<211> 423 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2114865CD1 
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<4QQ> 19 





Met 


Glu 


Arg 


Met 


Leu 


Pro 


Leu 


Leu 


Ala 


Leu 


Gly 


Leu 


Leu 


Ala 


Ala 




1 








5 










10 










15 




Gly 


Phe 


Cys 


Pro 


Ala 


Val 


Leu 


Cys 


His 


Pro 


Asn 


Ser 


Pro 


Leu Asp 












20 










25 










30 




Glu 


Glu 


Asn 


Leu 


Thr 


Gin 


Glu 


Asn 


Gin 


Asp 


Arg 


Gly 


Thr 


His 


Val 












35 










40 










45 




Asp 


Leu 


Gly 


Leu 


Ala 


Ser 


Ala 


Asn 


Val 


Asp 


Phe 


Ala 


Phe 


Ser 


Leu 












50 










55 










60 




Tvr 


Lys 


Gin 


Leu 


Val 


Leu 


Lys 


Ala 


Pro 


Asp 


Lys 


Asn 


Val 


He 


Phe 












65 










70 










75 




Ser 


Pro 


Leu 


Ser 


He 


Ser 


Thr 


Ala 


Leu 


Ala 


Phe 


Leu 


Ser 


Leu Gly 












80 










85 










90 




Ala 


His 


Asn 


Thr 


Thr 


Leu 


Thr 


Glu 


He 


Leu 


Lys 


Gly 


Leu 


j_i_y o 














95 










100 










105 




Asn 


Leu 


Thr 


Glu 


Thr 


Ser 


Glu 


Ala 


Glu 


He 


His 


Gin 


Ser 


Phe 


Gin 












110 










115 










120 




His 


Leu 


Leu 


Arg 


Thr 


Leu 


Asn 


Gin 


Ser 


Ser 


Asp 


Glu 


Leu 


Gin 


Leu 












125 










130 










135 




Ser 


Met 


Gly 


Asn 


Ala 


Met 


Phe 


Val 


Lys 


Glu 


Gin 


Leu 


Ser 


Leu 


Leu 












140 










145 










150 




Asp 


Arg 


Phe 


Thr 


Glu 


Asp 


Ala 


Lys 


Arcf 


Leu 


Tvr 


Glv 


Ser 


Glu 


Ala 












155 










160 










165 




Phe 


Ala 


Thr 


Asp 


Phe 


Gin 


Asp 


Ser 


Ala 


Ala 


Ala 


Lys 


Lys 


Leu 


He 












170 










175 










180 


if?. 


Asn 


Asp 


Tvr 
•■•jr 1 


Val 


Lys 


Asn 


Gly 


Thr 


Arg 


Glv 


Lys 


He 


Thr 


Asp 


Leu 












185 










190 










195 


hi 


lie 


Lys 


Asp 


Leu 


Asp 


Ser 


Gin 


Thr 


Met 


Met 


Val 


Leu 


Val 


Asn 


Tyr 












200 










205 










210 




lie 


Phe 


Phe 


Lys 


Ala 


Lys 


TrD 


Glu 


Met 


Pro 


Phe 


Asp 


Pro 


Gin 


Asp 












215 










220 










225 




Thr 


His 


Gin 


Ser 


Arg 


Phe 


Tvr 


Leu 


Ser 


Lys 


Lys 


Lys 


Tro 


Val 


Met 












230 










235 










240 


3 . 


Val 


Pro 


Met 


Met 


Ser 


Leu 


His 


His 


Leu 


Thr 


He 


Pro 


Tyr 


Phe 


Arg 












245 










250 










255 




Asp 


Glu 


Glu 


Leu 


Ser 


Cys 


Thr 


Val 


Val 


Glu 


Leu 


Lvs 


Tvr 


Thr Gly 












260 










265 










270 




Asn 


Ala 


Ser 


Ala 


Leu 


Phe 


He 


Leu 


Pro 


Asp 


Gin 


Asp 


Lys 


Met 


Glu 












275 










280 










285 




Glu 


Val 


Glu 


Ala 


Met 


Leu 


Leu 


Pro 


Glu 


Thr 


Leu 


Lys 


Arg 


Trp 


Arg 












290 










295 










300 




Asp 


Ser 


Leu 


Glu 


Phe 


Arg 


Glu 


He 


Gly 


Glu 


Leu 


Tyr 


Leu 


Pro 


Lys 












305 










310 










315 




Phe 


Ser 


He 


Ser 


Arg 


Asp 


Tvr 


Asn 


Leu 


Asn 


Asp 


He 


Leu 


Leu 


Gin 












320 










325 










330 




Leu 


Gly 


He 


Glu 


Glu 


Ala 


Phe 


Thr 


Ser 


Lys 


Ala 


Asp 


Leu 


Ser 


Gly 












335 










340 










345 




He 


Thr 


Gly 


Ala 


Arg 


Asn 


Leu 


Ala 


Val 


Ser 


Gin 


Val 


Val 


His 


Lys 












350 










355 










360 




Ala 


Val 


Leu 


Asp 


Val 


Phe 


Glu 


Glu 


Gly 


Thr 


Glu 


Ala 


Ser 


Ala 


Ala 












365 










370 










375 




Thr 


Ala 


Val 


Lys 


He 


Thr 


Leu 


Leu 


Ser 


Ala 


Leu 


Val 


Glu 


Thr 


Arg 












380 










385 










390 




Thr 


He 


Val 


Arg 


Phe 


Asn 


Arg 


Pro 


Phe 


Leu 


Met 


He 


He 


Val 


Pro 












395 










400 










405 




Ala 


Asp 


Thr 


Gin 


Asn 


He 


Phe 


Phe 


Met 


Ser 


Lys 


Val 


Thr 


Asn 


Pro 
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410 



415 



420 



Lys Gin Ala 



<210> 20 

<211> 10432 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 
<223> Incyte ID No: 



2700132CB1 



<400> 20 
tggttcgaca 
ctggccttcc 
ttagaaaatg 
ccactttccc 
tatccagctt 
aatattacat 
gcctgtacgg 
aaatgaaagt 
ggagccagca 
agattccaag 
tatcaagaat 
aacaactaat 
catttctggg 
gaagtctgtt 
gaagctttat 
acagtattgt 
tggtttacag 
gagcggccac 
gaagggaaga 
tctctatgag 
acaaaaacat 
taaaagtgaa 
aaatcgaaca 
ctcttccaaa 
aattcacaat 
ggattccctc 
acctggtctt 
aatacctttg 
tgaaaacttg 
tctggtaatg 
aggaaaacaa 
aagccctcca 
ctgcaaaaca 
agaaagagtg 
tttacagatg 
aaaatcatgg 
acatggtcct 
tgtgggcgaa 
aatagggaaa 
caacttcatt 
gttcaagacc 
aaattcagag 
gctccccacc 



agtggccttg 
cctacggatt 
tggcccacga 
ctgagcctca 
cctgttgtgt 
aatttcagtt 
ctaaaacatg 
cttcagagtg 
cgtcgtgtct 
gcctattcaa 
gtcaaagaag 
gttcattcct 
gattttaaag 
cccactacac 
gagtcagtga 
agaaaatctg 
ggggagaccc 
gctgtggcag 
gacgtggagt 
ccggctaaaa 
aagaacaaag 
ggcttcaagg 
ccagctaaag 
accagaggaa 
gagccatttt 
agcaagcctg 
agttcagttg 
aaaagaaggc 
cctcctaata 
cacactccac 
gagtcaggtt 
gctcctagtc 
gcccctgctt 
gcaacctgcc 
atatgttcca 
gcagatgtag 
caaaggtcaa 
gttcacagtc 
gctcatactg 
tccaaccaaa 
ccagtgaagg 
aatttgcttg 
tcagagagtt 



cgggccggat 
atacctggcc 
gacgcctggt 
gcacctgctt 
caaaacaaca 
ccacaaatcc 
gagatgtaat 
gaaggaagtc 
caagatctag 
aaatcactga 
acagtaccgc 
cagaacatgc 
aaatttccag 
aatgtcttga 
agaaagagtt 
gattacaaac 
aactgttggt 
agcctgcttc 
ctgttcagac 
tgaagacccc 
acctgtatac 
ctggtgataa 
ttgaagatgc 
gtattcctac 
taactctgtg 
agaaattggg 
atatcaacaa 
gtgtgtcctt 
cgcctctcaa 
ctgtcctgaa 
cagaaatcca 
ctaggaaaac 
ccagcagcaa 
ttcaaaagag 
aaagaagaag 
taaaacttgg 
tgaacaaaag 
aatttagtac 
aaaaagtaca 
aaatggactt 
agcaaccgca 
gaaaacagtt 
ttggaggaaa 



cgtcccagtg 
ttcccctacg 
tactatcaaa 
gtttggaagg 
ttgcaaaatt 
aacacaagta 
aactattatt 
aactgaattt 
cttctcttct 
aggaaaagtt 
agatgactca 
tggacgtaat 
cgttaaatta 
caatagcaaa 
ggatgtaaaa 
tgattacgca 
ctcgcgtaag 
acctgaacaa 
tcccagcaag 
tgtacaatat 
tactggtaga 
aactcttact 
agctgactct 
agatgtggaa 
gctcactcaa 
cactacagct 
ctttggtgat 
tggtgggcac 
aaggggagaa 
gaaaatcatc 
tgtggaagtg 
tccagttgcc 
atctcagaca 
agtgtctatc 
tggtgcttcg 
tgcaaaacaa 
gcaaagaaga 
aggccacgca 
tgtgcctgct 
taaggaagat 
gttgacaagc 
tcaaggaact 
tgtgttcttc 



gaagagttgt 
gattatactc 
aggagcgggg 
ggtattgaat 
gaaatccatg 
aatgggtctg 
gatcgttcct 
ccaagaaaaa 
gaccctgatg 
tcaggaaatc 
aaagacagtg 
ggcagaaatg 
gtgagccgtt 
aaaaatgaat 
tcacaaaaag 
acagagaaag 
tcaagaccaa 
gagcttgacc 
gctgtgggcg 
tcacagcaac 
agagaatctg 
cccaggaagc 
gccactaagc 
gttctgccta 
gttgagagga 
ggacagatgt 
tccattaatg 
ctaagacctg 
gccccaacca 
aaggaacagc 
aaggcacaaa 
agtgatcaac 
gaggttccta 
agccgaagtc 
gaagcaaatc 
acacaaacta 
cctgctactc 
aactctcctt 
cgaccctaca 
ctttcaggaa 
acatgtcaca 
gattcaggag 
agtgcacaga 



aaatttgctt 60 
aacttactgt 12 0 
tcgacggtcc 180 
gtgacatccg 240 
agcaggaggc 3 00 
ttattgatga 3 60 
tcaggtatga 42 0 
tacgtgaaca 480 
agaaagctca 540 
ctcaggtaca 600 
ttgctcaggg 660 
cagctgatcc 720 
atggagaatt 780 
ctcccttttg 840 
aaaatgtcct 900 
aaagtgctga 96 0 
aatctggtgg 1020 
agaacaaggg 1080 
ccagctttcc 1140 
aaaattctcc 1200 
tgaatctggg 1260 
tttcaactag 1320 
cagaaaatct 13 80 
cggaaactga 1440 
agatccaaaa 1500 
gctctgggtt 1560 
agagtgaggg 1620 
aactatttga 1680 
aaagaaagtc 1740 
ctcaaccatc 1800 
gcttggttat 1860 
gccgtaggtc 1920 
agagaggagg 1980 
aacatgatat 2040 
tgattgttgc 2100 
aagtcataaa 2160 
caaagaagcc 2220 
gtaccataat 2280 
gagtgctcaa 2340 
tagctgaaat 2400 
tcgctatttc 2460 
aagaacctct 2520 
atgcagcaaa 2580 
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acagccatct gataaatgct ctgcaagccc 
tggaaacgta gcaaaaacgc ccaggaacac 
ttcagatact gagacagagc cttcaaaaac 
tacagagttc aggaatatac agaagctacc 
agaaattgtt gagtgcatcc taaaaagagg 
agaaggagag atgaaggaaa tagaaagacc 
aaaagaaaac gatgaaaaga tgaaagcaat 
tgcaccaatg tctgacctga cagacctcaa 
cacggcacgt ggccagaatc tcctccaaac 
gaaaggcaaa atcactaaaa tgccctgcca 
aacacacaca aaacaacagt tgaaggcatc 
cctagcagtc ggcaagttca cacggacgtc 
agcaggagat ggcaagagca tcagaacgtt 
agcagcccgt gtaactggaa tgaagaagtg 
actagaagac ctggctggct tcaaagagct 
aatgactgat gagaaaacta ccaaaatagc 
cactccaaca agcacaaagc aatggcctaa 
agaattctta gcactcagga aactaacacc 
accagcagga ggtgatgaga aagacattaa 
ggacctggca ggaactttac ctggcagcaa 
ccaggctcta gaagacctgg ctggctttaa 
ggaattagtg gctgctggta aaaccactaa 
agtggacacc ccaacaagca caaagcaacg 
agagggagaa ctcttagcgt gcaggaatct 
gcctaaacca tcagtaggtg aagagaaaga 
gaaactggac ctgacagaga acttaaccgg 
agaggcccag gctctggaag acctgactgg 
tactgaagaa gcagtggctg ctggcaaaac 
agaatcagca gacaccccaa caagcacaag 
ggacgtacag aaggagctct cagccctgaa 
acacacagat aaagtaccag gaggtgagga 
aaaacagaaa ctggacccag cagcaagtgt 
ggaaaaggcc caacccctag aagacctggc 
atgcactgac aagcccacga ctcacgagaa 
agacccagtg gacacaccaa caagctccaa 
ggacgtagaa gaagaattct tcgcactcag 
gcacacaccc aaaccagcag taagtggtga 
agtgcagaaa ctggacctga cagagaactt 
taaggaaaag gcccaggctc tagaagacct 
aggtcacact gaggaatcaa tgactaacga 
acaaccagac ctagacaaaa acccagcaag 
gaaagtgggc gtgaaagaag agctcctagc 
gactacacac acacacacag agccaacagg 
gtctccaaag cagatcttag actcagcagc 
aactcctaag ggaaagtctg aagtccctga 
gacaccaagt cacactaagg aatcaatgac 
agcttcacag ccagacctag tggacacccc 
tctcaggaaa gcagacactg aagaagaatt 
aggcaaagcc atgcacacac ccaaaccagc 
tttgggaact ccagtgcaga aactggacca 
gctacaaact cgtaaggaaa aggcccaggc 
tttccagaca ccatgcactg ataaccccac 
ctgcaaatct ccgcaatcag acccagcgga 
gagaagcctc aagaaagcag acgtagagga 
atcagcaggc aaagccatgc acacgcctaa 
cacatttgtg gggactccag tggagaaact 



tcccttaaga cggcagtgta ttagagaaaa 2640 
ctacaaaatg acttctctgg agacaaaaac 2700 
agtatccact gtaaacaggt caggaaggtc 2760 
tgtggaaagt aagagtgaag aaacaaatac 2 820 
tcagaaggca acactactac aacaaaggag 2880 
ttttgagaca tataaggaaa atattgaatt 2940 
gaagagatca agaacttggg ggcagaaatg 3000 
gagcttgcct gatacagaac tcatgaaaga 3060 
ccaagatcat gccaaggcac caaagagtga 3120 
gtcattacaa ccagaaccaa taaacacccc 3180 
cctggggaaa gtaggtgtga aagaagagct 3240 
aggggagacc acgcacacgc acagagagcc 33 00 
taaggagtct ccaaagcaga tcctggaccc 33 60 
gccaagaacg cctaaggaag aggcccagtc 3420 
cttccagaca ccaggtccct ctgaggaatc 3480 
ctgcaaatct ccaccaccag aatcagtgga 3540 
gagaagtctc aggaaagcag atgtagagga 3 600 
atcagcaggg aaagccatgc ttacgcccaa 3 660 
agcatttatg ggaactccag tgcagaaact 3 72 0 
aagacagcta cagactccta aggaaaaggc 3780 
agagctcttc cagactcctg gtcacaccga 3840 
aataccctgc gactctccac agtcagaccc 3900 
acccaagaga agtatcagga aagcagatgt 3960 
aatgccatca gcaggcaaag ccatgcacac 4020 
catcatcata tttgtgggaa ctccagtgca 4080 
cagcaagaga cggccacaaa ctcctaagga 4140 
ctttaaagag ctcttccaga cccctggtca 4200 
tactaaaatg ccctgcgaat cttctccacc 4260 
aaggcagccc aagacacctt tggagaaaag 4320 
gaagctcaca cagacatcag gggaaaccac 4380 
taaaagcatc aacgcgttta gggaaactgc 4440 
aactggtagc aagaggcacc caaaaactaa 4500 
tggctggaaa gagctcttcc agacaccagt 4560 
aactaccaaa atagcctgca gatcacaacc 4620 
gccacagtcc aagagaagtc tcaggaaagt 4680 
gaaacgaaca ccatcagcag gcaaagccat 4740 
gaaaaacatc tacgcattta tgggaactcc 4800 
aactggcagc aagagacggc tacaaactcc 4860 
ggctggcttt aaagagctct tccagacacg 492 0 
taaaactgcc aaagtagcct gcaaatcttc 4980 
ctccaagcga cggctcaaga catccctggg 5040 
agttggcaag ctcacacaga catcaggaga 5100 
agatggtaag agcatgaaag catttatgga 5160 
aagtctaact ggcagcaaga ggcagctgag 5220 
agacctggcc ggcttcatcg agctcttcca 52 80 
taatgaaaaa actaccaaag tatcctacag 5340 
aacaagctcc aagccacagc ccaagagaag 5400 
tttagcattt aggaaacaaa cgccatcagc 5460 
agtaggtgaa gagaaagaca tcaacacgtt 5520 
gccaggaaat ttacctggca gcaatagacg 55 80 
tctagaagaa ctgactggct tcagagagct 5640 
gactgatgag aaaactacca aaaaaatact 57 00 
caccccaaca aacacaaagc aacggcccaa 5760 
agaattttta gcattcagga aactaacacc 582 0 
agcagcagta ggtgaagaga aagacatcaa 5880 
ggacctgcta ggaaatttac ctggcagcaa 5940 
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gagacggcca 
agagctcttc 
agtatcctgc 
actcaagata 
cacacagacg 
catcaaagcg 
gatggagagg 
cttcaaagag 
taccaaaata 
gaggcggccc 
gcagctcaca 
cgtgttcagg 
gaggcagcca 
agagctcttc 
aatagcctgc 
gtccaagaga 
aacaccatca 
catgaaagca 
cagcaaaaga 
cttcaaagag 
caaaatagcc 
acggcccaag 
acgaacacca 
aaatatcaac 
tggcagcaag 
tggcttcaaa 
aatcacagaa 
caagcaaagg 
cagcaagctc 
tagtaagagc 
tgtaactggt 
cctggttgac 
tgacaaaaac 
gagcacaaag 
agttgagagg 
cggtgatgag 
agaggaaccc 
cctggccggc 
tggcaaagcc 
aagcacaaag 
agcagtcaag 
tgaagataaa 
aagtgtaact 
agacctagct 
caaaaccact 
aaagagacgg 
tggcaagctc 
gggcaaaggc 
aattggcagc 
ggccagcttc 
tgctgatagc 
atccagaaga 
agaccctgta 
gggaggtggc 
agaggaaatt 
aggcaaatca 



caaactccta 
cagacaccag 
aaatctccac 
tccttgggga 
tcagggaaga 
tttaaggaat 
tggccaagaa 
ctcttccaga 
gcctgcaaat 
aaaacacctt 
cagaccacac 
gaaactgcaa 
agaactccta 
cagacaccaa 
agatctccac 
agtctcagga 
gtagggaaag 
tttatgggaa 
tggccacaaa 
ctcttccaga 
tgcaaatctc 
agaaacctca 
tcagcaggca 
acatttgtgg 
agacagccac 
gaactcttcc 
gtatcctgta 
ctcaagatac 
acacggacat 
atcaaagcgt 
agcaggaggc 
ttcaaagagc 
acaaaaattc 
agatgcccca 
ctcacgcaaa 
ggcatcaaag 
agcaggagaa 
ttcacagagc 
actaaaatac 
aggcatctca 
ttcacacaaa 
ggcatcaaag 
ggcagcagga 
ggcttcaaag 
aaaataccct 
cccaggacac 
acacaaacct 
acgaaagcat 
aggagacagc 
caagagctct 
tttacaagcg 
gttcttcggg 
aaatcacaaa 
aaagatggaa 
gtggaggagc 
tccgaacccg 



aagaaaaggc 
gtcacactga 
aaccagaccc 
aagtaggtgt 
ccacacagac 
ctgcaaagca 
cacctaagga 
caccagacca 
ctccaccacc 
tggggaaaag 
acacagacaa 
aacagaaact 
agggaaaagc 
tatgcactga 
aaccagaccc 
aagcagacgt 
ctatggacac 
ctccagtgca 
ctcctaagga 
caccaggcac 
cacaaccaga 
ggaaagcaga 
aagccatgga 
aaactccagt 
agactcctaa 
agacaccagg 
aatctccaca 
ccctggtgaa 
caggggagac 
ttaaggagtc 
agctgagaac 
tcttctcagc 
cctgcaaatc 
agacacgtct 
catcagggca 
tattgaagca 
ggccaagagc 
tctctgaaac 
cctgcgaatc 
ggacacgtgt 
catcagggga 
cattgaagga 
gacggccaag 
acccagcagc 
gcaaatcatc 
gtgcccagaa 
caggggagac 
ttaagcaacc 
caagagcacc 
ctcaaacacc 
ctccaaagca 
cccctaaagt 
gcaaaagcaa 
gcgtcacggg 
tgccagccag 
tggtcatcat 



caaggctcta 
ggaatcaatg 
agtcaaaacc 
gaaagaagag 
acacagagag 
gatgctggac 
agaggcccaa 
cactgaggaa 
agaatcaatg 
ggatatagtg 
agtaccagga 
ggacccagca 
ccaaccccta 
caagcccacg 
agtgggtacc 
agaggaagaa 
acccaaacca 
gaaattggac 
aaaggcccag 
tgacaagccc 
cccagtggac 
cgtagaggaa 
cacaccaaaa 
gcagaaactg 
ggaaaaggct 
tcacactgag 
gccagagtca 
agtggacatg 
tacgcaaaca 
tccaaagcag 
tcgtaaggaa 
accaggtcac 
tcccccacca 
caggaaagaa 
aagcacacac 
acgtgcaaag 
acctaaggaa 
atcaggtcac 
tcccccacta 
gcagaaggta 
aaccacggat 
atctgcaaaa 
agcacccagg 
aggtcacact 
accagaacta 
agtagaagtg 
cacgcacacc 
tgcaaagcgg 
taaggaaaag 
aggccacact 
aacacctgac 
agaacccgtg 
cacttccctg 
aaccaagagg 
caagaagcag 
gaagagaagt 



gaagatctgg 
accgatgaca 
ccaacaagct 
gtcctaccag 
acagcaggag 
ccagcaaact 
tcactagaag 
tcaacaactg 
gacactccaa 
gaagagctct 
gatgaggata 
gcaagtgtaa 
gaagacttgg 
actcatgaga 
ccaacaatct 
tccttagcac 
gcaggaggtg 
ctgccaggaa 
gctctagaag 
acgactgatg 
accccagcaa 
gaatttttag 
ccagcagtaa 
gacctgctag 
gaggctctag 
gaatcaatga 
ttcaaaacct 
aaagaagagc 
cacacagagc 
atcctggacc 
aaggcccgtg 
actgaagagt 
gaactaacag 
gtaaaagagg 
acacacaaag 
aagaaaccaa 
aaggcccaac 
actcaggaat 
gaagtggtag 
caagtaaaag 
gcagacaaag 
cagacaccgg 
gaaagtgccc 
gaagaatcaa 
gaagacaccg 
aaggaggagc 
gacaaagagc 
aagctggacg 
gcccaacccc 
gaggaactgg 
agtggaaaac 
ggagacgtgg 
cccccactgc 
ctgcgctgca 
agggttgctc 
ttgaggactt 



ctggcttcaa 
aaatcacaga 
ccaagcaacg 
tcggcaagct 
atggaaagag 
atggaactgg 
acctggccgg 
atgacaaaac 
caagcacaag 
cagccctgaa 
aaggcatcaa 
ctggtagcaa 
ctggcttgaa 
aaactaccaa 
tcaagccaca 
tcaggaaacg 
atgagaaaga 
atttacctgg 
acctggctgg 
agaaaactac 
gcacaaagca 
cactcaggaa 
gtgatgagaa 
gaaatttacc 
aggacctggt 
ctgatgacaa 
caagaagctc 
ccctagcagt 
caacaggaga 
cagcagcaag 
ctctagaaga 
caatgactat 
acactgccac 
agctctcagc 
aaccagcaag 
acccagtaga 
ccctggaaga 
cactgactgc 
acaccacagc 
aagagccttc 
aaccagcagg 
ctccagcagc 
aagccataga 
tgactgatga 
caacaagctc 
tgttagcagt 
cggtaggtga 
cagaagatgt 
tggaagatct 
caaatggtgc 
ctctaaaaat 
taagcaccag 
ccttcaagag 
tgccagcacc 
ccagggcaag 
ctgcaaaaag 



6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
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aattgaacct 
attacaagac 
gactgaggca 
cagaaatgaa 
tggagcccgg 
tgctagacag 
tgcgaaggtt 
gtgcctgaga 
tgtgcagaga 
caatgtgtgt 
gaaaaatcga 
tttgtcataa 
aactttggat 
tcctggactg 
ccctcagctt 
gccttaactg 
acggtggcag 
gaatgaatgg 
ggggatttgg 



gcggaagagc 
tcagtccctg 
gaacagcaaa 
aagaagccca 
aaacccatac 
aat gaga get 
etcatgeaga 
tcaagaaaga 
gtaacgcgga 
gtcaagaaaa 
actgggaaaa 
attacaagtg 
ttgctgggtc 
agaatagttg 
tgcagaatga 
tgacacttgc 
gaacaactat 
atgagegcac 
tccccaaatt 



tgaacagcaa 
aaaataaggg 
taactgaggt 
tgaagacctc 
ctagagacaa 
cccagcctaa 
atcagaaagg 
caaaaageca 
gtgtcaagag 
taagaaccag 
atataataaa 
aattctgtaa 
tgaategget 
aacacegggg 
agecttgagg 
cacactgtgt 
cctcgtctgt 
ggatgaatgg 
aaggctattg 



cgacatgaaa 
aatatccctg 
ctttgtatta 
cccagagatg 
agtcactgag 
ggtggcagag 
gaaaggagaa 
gcctgcagca 
gtgtgcagaa 
aagtcatagg 
gttagttttg 
gtaaggctgt 
tcataaactc 
gctttgtgaa 
tctgtcacca 
cgtcgtttgt 
cccaacactg 
agcttacaga 
gaeatctgea 



accaacaaag 
cgctccagac 
gcagaaagaa 
gacattcaga 
aacaaaaggt 
gagageggag 
gcaggaaatt 
agcactttgg 
aatccaaaga 
gacagtgaag 
tgataagttc 
cagtctgett 
cactgggagc 
ggagtctggg 
cccacagcca 
ttgcctatgt 
agcaggcact 
tctgtctttc 
caggacagtc 



aggaacacaa 
gecaaaataa 
tagaaataaa 
atccagatga 
gcttgaggtc 
ggcagaagag 
cagactccat 
agagcaaatc 
aggctgagga 
atatttgaca 
tagtgcagtt 
aagggaagaa 
actgetggge 
ccaaggtttg 
ccctacagca 
cctccagggc 
eggtaaacac 
caatggcegg 
ta 



9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10432 



<210> 21 
<211> 3256 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 21 

Met Trp Pro Thr Arg 
1 5 
Asp Gly Pro His Phe 
20 

Arg Gly lie Glu Cys 
35 

Lys Gin His Cys Lys 
50 

His Asn Phe Ser Ser 
65 

lie Asp Glu Pro Val 
80 

lie Asp Arg Ser Phe 
95 

Arg Lys Ser Thr Glu 
110 

Ala Arg Arg Val Ser 
125 

Lys Ala Gin Asp Ser 
140 

Val Ser Gly Asn Pro 
155 

Ser Thr Ala Asp Asp 
170 

Asn Val His Ser Ser 
185 



2700132CD1 

Arg Leu Val 
Pro Leu Ser 
Asp lie Arg 
lie Glu He 
Thr Asn Pro 
Arg Leu Lys 
Arg Tyr Glu 
Phe Pro Arg 
Arg Ser Ser 
Lys Ala Tyr 
Gin Val His 
Ser Lys Asp 
Glu His Ala 



Thr 
Leu 
He 
His 
Thr 
His 
Asn 
Lys 
Phe 
Ser 
He 
Ser 
Gly 



He 

10 
Ser 

25 
Gin 

40 
Glu 

55 
Gin 

70 
Gly 

85 
Glu 
100 
He 
115 
Ser 
130 
Lys 
145 
Lys 
160 
Val 
175 
Arg 
190 



Lys Arg 
Thr Cys 
Leu Pro 
Gin Glu 
Val Asn 
Asp Val 
Ser Leu 
Arg Glu 
Ser Asp 
He Thr 
Asn Val 
Ala Gin 
Asn Gly 



Ser 
Leu 
Val 
Ala 
Gly 
He 
Gin 
Gin 
Pro 
Glu 
Lys 
Gly 
Arg 



Gly 
Phe 
Val 
He 
Ser 
Thr 
Ser 
Glu 
Asp 
Gly 
Glu 
Thr 
Asn 



Val 

15 
Gly 

30 
Ser 

45 
Leu 

60 
Val 

75 
He 

90 
Gly 
105 
Pro 
120 
Glu 
135 
Lys 
150 
Asp 
165 
Thr 
180 
Ala 
195 
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Ala 


Asp 


Pro 


lie 


Ser 


Gly 


Asp 


Phe 


Lys 


Glu 


He 


Ser 


Ser 


Val 


Lys 












200 










205 










210 




Leu 


Val 


Ser 


Arg 


Tyr 


Gly 


Glu 


Leu 


Lys 


Ser 


Val 


Pro 


Thr 


Thr 


Gin 












215 










220 










225 




Cys 


Leu 


Asp 


Asn 


Ser 


Lys 


Lys 


Asn 


Glu 


Ser 


Pro 


Phe 


Trp 


Lys 


Leu 












230 










235 










240 




Tyr 


Glu 


Ser 


Val 


Lys 


Lys 


Glu 


Leu 


Asp 


Val 


Lys 


Ser 


Gin 


Lys 


Glu 












245 










250 










255 




Asn 


Val 


Leu 


Gin 


Tyr 


Cys 


Arg 


Lys 


Ser 


Gly Leu 


Gin 


Thr 


Asp 


Tyr 












260 










265 










270 




Ala 


Thr 


Glu 


Lys 


Glu 


Ser 


Ala 


Asp 


Gly 


Leu 


Gin 


Gly 


Glu 


Thr 


Gin 












275 










280 










285 




Leu 


Leu 


Val 


Ser 


Arg 


Lys 


Ser 


Arg 


Pro 


Lys 


Ser 


Gly 


Gly 


Ser 


Gly 












290 










295 










300 




His 


Ala 


Val 


Ala 


Glu 


Pro 


Ala 


Ser 


Pro 


Glu 


Gin 


Glu 


Leu 


Asp 


Gin 












305 










310 










315 




Asn 


Lys 


Gly 


Lys 


Gly 


Arg 


Asp 


Val 


Glu 


Ser 


Val 


Gin 


Thr 


Pro 


Ser 












320 










325 










330 




Lys 


Ala 


Val 


Gly 


Ala 


Ser 


Phe 


Pro 


Leu 


Tyr Glu 


Pro 


Ala 


Lys 


Met 












335 










340 










345 





Lvs 


Thr 


Pro 


Val 


Gin 


Tyr 


Ser 


Gin 


Gin 


Gin 


Asn 


Ser 


Pro 


Gin 


Lys 


y 










350 










355 










360 




His 


Lvs 


Asn 


Lvs 


Asp 


Leu 


Tyr 


Thr 


Thr 


Gly Arg 


Arg 


Glu 


Ser 


Val 












365 










370 










375 




Asn 


Leu 


Gly 


Lys 


Ser 


Glu 


Gly 


Phe 


Lys 


Ala 


Gly 


Asp 


Lys 


Thr 


Leu 


In 










380 










385 










390 


SZS£. 


Thr 


Pro 


Arg 


Lys 


Leu 


Ser 


Thr 


Arg 


Asn 


Arg 


Thr 


Pro 


Ala 


Lys 


Val 












395 










400 










405 


\M 


Glu 


Asp 


Ala 


Ala 


Asp 


Ser 


Ala 


Thr 


Lys 


Pro 


Glu 


Asn 


Leu 


Ser 


Ser 












410 










415 










420 




Lvs 


Thr 


Arg 


Gly 


Ser 


He 


Pro 


Thr 


Asp 


Val 


Glu 


Val 


Leu 


Pro 


Thr 












425 










430 










435 




Glu 


Thr 


Glu 


lie 


His 


Asn 


Glu 


Pro 


Phe 


Leu 


Thr 


Leu 


Trp 


Leu 


Thr 












440 










445 










450 




Gin 


Val 


Glu 


Arg 


Lys 


He 


Gin 


Lys 


Asp 


Ser 


Leu 


Ser 


Lys 


Pro 


Glu 


3 










455 










460 










465 




Lys 


Leu 


Gly 


Thr 


Thr 


Ala 


Gly 


Gin 


Met 


Cys 


Ser 


Gly 


Leu 


Pro 


Gly 












470 










475 










480 




Leu 


Ser 


Ser 


Val 


Asp 


He 


Asn 


Asn 


Phe 


Gly Asp 


Ser 


He 


Asn 


Glu 












485 










490 










495 




Ser 


Glu 


Gly 


He 


Pro 


Leu 


Lys 


Arg 


Arg 


Arg 


Val 


Ser 


Phe 


Gly 


Gly 












500 










505 










510 




His 


Leu 


Arg 


Pro 


Glu 


Leu 


Phe 


Asp 


Glu 


Asn 


Leu 


Pro 


Pro 


Asn 


Thr 












515 










520 










525 




Pro 


Leu 


Lys 


Arg 


Gly 


Glu 


Ala 


Pro 


Thr 


Lys 


Arg 


Lys 


Ser 


Leu 


Val 












530 










535 










540 




Met 


His 


Thr 


Pro 


Pro 


Val 


Leu 


Lys 


Lys 


He 


He 


Lys 


Glu 


Gin 


Pro 












545 










550 










555 




Gin 


Pro 


Ser 


Gly 


Lys 


Gin 


Glu 


Ser 


Gly 


Ser 


Glu 


He 


His 


Val 


Glu 












560 










565 










570 




Val 


Lys 


Ala 


Gin 


Ser 


Leu 


Val 


He 


Ser 


Pro 


Pro 


Ala 


Pro 


Ser 


Pro 












575 










580 










585 




Arg 


Lys 


Thr 


Pro 


Val 


Ala 


Ser 


Asp 


Gin 


Arg 


Arg 


Arg 


Ser 


Cys 


Lys 












590 










595 










600 




Thr 


Ala 


Pro 


Ala 


Ser 


Ser 


Ser 


Lys 


Ser 


Gin 


Thr 


Glu 


Val 


Pro 


Lys 












605 










610 










615 
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Arg 


Gly 


Gly 


Glu 


Arg 


Val 


Ala 


Thr 


Cys 


Leu 


Gin 


Lys 


Arg 


Val 


Ser 












620 










625 










630 




He 


Ser 


Arg 


Ser 


Gin 


His 


Asp 


He 


Leu 


Gin 


Met 


lie 


Cys 


Ser 


Lys 












635 










640 










645 




Arg 


Arg 


Ser 


Gly Ala 


Ser 


Glu 


Ala 


Asn 


Leu 


He 


Val 


Ala 


Lys 


Ser 












650 










655 










660 




Trp 


Ala 


Asp 


Val 


Val 


Lys 


Leu 


Gly 


Ala 


Lys 


Gin 


Thr 


Gin 


Thr 


Lys 












665 










670 










675 




Val 


He 


Lys 


His 


Gly 


Pro 


Gin 


Arg 


Ser 


Met 


Asn 


Lys 


Arg 


Gin 


Arg 












680 










685 










690 




Arg 


Pro 


Ala 


Thr 


Pro 


Lys 


Lys 


Pro 


Val 


Gly Glu 


Val 


His 


Ser 


Gin 












695 










700 










705 




Phe 


Ser 


Thr 


Gly His 


Ala 


Asn 


Ser 


Pro 


Cys 


Thr 


He 


He 


He 


Gly 












710 










715 










720 




Lys 


Ala 


His 


Thr 


Glu 


Lys 


Val 


His 


Val 


Pro 


Ala 


Arg 


Pro 


Tyr 


Arg 












725 










730 










735 




Val 


Leu 


Asn 


Asn 


Phe 


He 


Ser 


Asn 


Gin 


Lys 


Met 


Asp 


Phe 


Lys 


Glu 












7 An 










745 










750 




Asp 


Leu 


Ser 


Gly 


He 


Ala 


Glu 


Met 


Phe 


Lys 


Thr 


Pro 


Val 


Lys 


Glu 












755 










760 










765 




Gin 


Pro 


Gin 


Leu 


Thr 


Ser 


Thr 


Cys 


His 


He 


Ala 


He 


Ser 


Asn 


Ser 












770 










775 










780 


'Is?- 


Glu 


Asn 


Leu 


Leu 


Gly 


Lys 


Gin 


Phe 


Gin Gly Thr 


Asp 


Ser 


Gly 


Glu 


\Q 










785 










790 










795 




Glu 


Pro 


Leu 


Leu 


Pro 


Thr 


Ser 


Glu 


Ser 


Phe 


Gly 


Gly 


Asn 


Val 


Phe 












800 










805 










810 




Phe 


Ser 


Ala 


Gin 


Asn 


Ala 


Ala 


Lys 


Gin 


Pro 


Ser 


Asp 


Lys 


Cys 


Ser 












815 










820 










825 


141 


Ala 


Ser 


Pro 


Pro 


Leu 


Arg 


Arg 


Gin 


Cys 


He 


Arg 


Glu 


Asn 


Gly 


Asn 












830 










835 










840 




Val 


Ala 


Lys 


Thr 


Pro 


Arg 


Asn 


Thr 


Tyr 


Lys 


Met 


Thr 


Ser 


Leu 


Glu 












845 










850 










855 




Thr 


Lys 


Thr 


Ser 


Asp 


Thr 


Glu 


Thr 


Glu 


Pro 


Ser 


Lys 


Thr 


Val 


Ser 


i si 










860 










865 










870 




Thr 


Val 


Asn 


Arg 


Ser 


Gly 


Arg 


Ser 


Thr 


Glu 


Phe 


Arg 


Asn 


He 


Gin 


Q 










875 










880 










885 


"as? 


Lys 


Leu 


Pro 


Val 


Glu 


Ser 


Lys 


Ser 


Glu 


Glu 


Thr 


Asn 


Thr 


Glu 


He 












890 










895 










900 




Val 


Glu 


Cys 


He 


Leu 


Lys 


Arg 


Gly 


Gin 


Lys 


Ala 


Thr 


Leu 


Leu 


Gin 












905 










910 










915 




Gin 


Arg 


Arg 


Glu Gly 


Glu 


Met 


Lys 


Glu 


He 


Glu 


Arg 


Pro 


Phe 


Glu 












920 










925 










930 




Thr 


Tyr 


Lys 


Glu 


Asn 


He 


Glu 


Leu 


Lys 


Glu 


Asn 


Asp 


Glu 


Lys 


Met 












935 










940 










945 




Lys 


Ala 


Met 


Lys 


Arg 


Ser 


Arg 


Thr 


Trp Gly Gin 


Lys 


Cys 


Ala 


Pro 












950 










955 










960 




Met 


Ser 


Asp 


Leu 


Thr 


Asp 


Leu 


Lys 


Ser 


Leu 


Pro 


Asp 


Thr 


Glu 


Leu 












965 










970 










975 




Met 


Lys 


Asp 


Thr 


Ala 


Arg 


Gly 


Gin 


Asn 


Leu 


Leu 


Gin 


Thr 


Gin 


Asp 












980 










985 










990 




His 


Ala 


Lys 


Ala 


Pro 


Lys 


Ser 


Glu 


Lys 


Gly Lys 


He 


Thr 


Lys 


Met 












995 








1000 








1005 




Pro 


Cys 


Gin 


Ser 


Leu 


Gin 


Pro 


Glu 


Pro 


He 


Asn 


Thr 


Pro 


Thr 


His 










1010 








1015 








1020 




Thr 


Lys 


Gin 


Gin 


Leu 


Lys 


Ala 


Ser 


Leu Gly Lys 


Val 


Gly 


Val 


Lys 










1025 








1030 








1035 
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Glu 


Glu 


Leu 


Leu Ala 


Val 


Gly 


Lys 


Phe Thr 


Arg 


Thr 


Ser 


Gly Glu 










1040 








1045 








1050 




Thr 


Thr 


His 


Thr His 


Arg 


Glu 


Pro 


Ala Gly Asp 


Gly 


Lys 


Ser He 










1055 








1060 








1065 




Arg 


Thr 


Phe 


Lys Glu 


Ser 


Pro 


Lys 


Gin He 


Leu 


Asp 


Pro 


Ala Ala 










1070 








1075 








1080 




Arg 


Val 


Thr 


Gly Met 


Lys 


Lys 


Trp 


Pro Arg 


Thr 


Pro 


Lys 


Glu Glu 










1085 








1090 








1095 




Ala 


Gin 


Ser 


Leu Glu 


Asp 


Leu 


Ala 


Gly Phe 


Lys 


Glu 


Leu 


Phe Gin 










1100 








1105 








1110 




Thr 


Pro 


Gly 


Pro Ser 


Glu 


Glu 


Ser 


Met Thr 


Asp 


Glu 


Lys 


Thr Thr 










1115 








1120 








1125 




Lys 


He 


Ala 


Cys Lys 


Ser 


Pro 


Pro 


Pro Glu 


Ser 


Val 


Asp 


Thr Pro 










1130 








1135 








1140 




Thr 


Ser 


Thr 


Lys Gin 


Trp 


Pro 


Lys 


Arg Ser 


Leu 


Arg 


Lys 


Ala Asp 










1145 








1150 








1155 




Val 


Glu 


Glu 


Glu Phe 


Leu 


Ala 


Leu 


Arg Lys 


Leu 


Thr 


Pro 


Ser Ala 










1160 








1165 








1170 




Glv 


Lys 


Ala 


Met Leu 


Thr 


Pro 


Lys 


Pro Ala Gly 


Glv 


Asp 


Glu Lys 










1175 








1180 








1185 


^ 


Asp 


He 


Lys 


Ala Phe 


Met 


Glv 


Thr 


Pro Val 


r«1 to 

(j±n 


Lys 


Leu 


Asp Leu 










1190 








1195 








1200 




Ala 


Gly 


Thr 


Leu Pro 


Gly 


Ser 


Lys 


Arg Gin 


Leu 


Gin 


Thr 


Pro Lys 










1205 








1210 








1215 




Glu 


Lys 


Ala 


Gin Ala 


Leu 


Glu 


Asp 


Leu Ala 


Gly 


Phe 


Lys 


Glu Leu 










1220 
















1230 




Phe 


Gin 


Thr 


Pro Gly 


His 


Thr 


Glu 


1 n T ■> 
blU JjcU 


Val 


Ala 


Ala 


Gly Lys 










1235 








1 O/l A 

lz4U 








1245 




Thr 


Thr 


Lys 


He Pro 


Cys 


Asp 


Ser 


Pro Gin 


Ser 


Asp 


Pro 


Va 1 Asp 


*0 








1250 








1255 








1260 




Thr 


Pro 


Thr 


Ser Thr 


Lys 


Gin 


Arg 


Pro Lys 


Arg 


Ser 


He 


Arg Lys 


H 








1265 








1270 








1275 




Ala 


Asp 


Val 


Glu Gly 


Glu 


Leu 


Leu 


Ala Cys 


Arg 


Asn 


Leu 


Met Pro 










1280 








1285 








1290 




Ser 


Ala 


Glv 


Lys Ala 


Met 


His 


Thr 


Pro Lys 


Pro 


Ser 


Val 


Gly Glu 


Q 








1295 








1300 








1305 




Glu 


Lys 


Asp 


He He 


He 


Phe 


Val 


Gly Thr 


Pro 


Val 


Gin 


Lys Leu 










1310 








1315 








1320 




Asp 


Leu 


Thr 


Glu Asn 


Leu 


Thr 


Glv 


Ser Lys 


Arg 


Arg 


Pro 


Gin Thr 










1325 








1330 








1335 




Pro 


Lys 


Glu 


Glu Ala 


Gin 


Ala 


Leu 


Glu Asp 


Leu 


Thr 


Glv 


Phe Lys 










1340 








1345 








1350 




Glu 


Leu 


Phe 


Gin Thr 


Pro 


Glv 


His 


Thr Glu 


Glu 


Ala 


Val 


Ala Ala 










1355 








1360 








1365 




Glv 


Lys 


Thr 


Thr Lys 


Met 


Pro 


Cys 


Glu Ser 


Ser 


Pro 


Pro 


Glu Ser 










1370 








1375 








1380 




Ala 


Asp 


Thr 


Pro Thr 


Ser 


Thr 


Arg 


Arg Gin 


Pro 


Lys 


Thr 


Pro Leu 










1385 








1390 








1395 




Glu 


Lys 


Arg 


Asp Val 


Gin 


Lys 


Glu 


Leu Ser 


Ala 


Leu 


Lys 


Lys Leu 










1400 








1405 








1410 




Thr 


Gin 


Thr 


Ser Gly 


Glu 


Thr 


Thr 


His Thr 


Asp 


Lys 


Val 


Pro Gly 










1415 








1420 








1425 




Gly 


Glu 


Asp 


Lys Ser 


He 


Asn 


Ala 


Phe Arg 


Glu 


Thr 


Ala 


Lys Gin 










1430 








1435 








1440 




Lys 


Leu 


Asp 


Pro Ala 


Ala 


Ser 


Val 


Thr Gly 


Ser 


Lys 


Arg 


His Pro 










1445 








1450 








1455 
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Lys 


Thr 


Lys 


Glu Lys 


Ala 


Gin 


Pro 


Leu Glu 


Asp 


Leu 


Ala 


Gly Trp 










1460 








1465 








1470 




Lys 


Glu 


Leu 


Phe Gin 


Thr 


Pro 


Val 


Cys Thr 


Asp 


Lys 


Pro 


Thr Thr 










1475 








1480 








1485 




His 


Glu 


Lys 


Thr Thr 


Lys 


He 


Ala 


Cys Arg 


Ser 


Gin 


Pro 


Asp Pro 










1490 








1495 








1500 




Val 


Asp 


Thr 


Pro Thr 


Ser 


Ser 


Lys 


Pro Gin 


Ser 


Lys 


Arg 


Ser Leu 










1505 








1510 








1515 




Arg 


Lys 


Val 


Asp Val 


Glu 


Glu 


Glu 


Phe Phe 


Ala 


Leu 


Arg 


Lys Arg 










1520 








1525 








1530 




Thr 


Pro 


Ser 


Ala Gly 


Lys 


Ala 


Met 


His Thr 


Pro 


Lys 


Pro 


Ala Val 










1535 








1540 








1545 




Ser 


Gly 


Glu 


Lys Asn 


He 


Tyr 


Ala 


Phe Met 


Gly 


Thr 


Pro 


Val Gin 










1550 








1555 








1560 




Lys 


Leu 


Asp 


Leu Thr 


Glu 


Asn 


Leu 


Thr Gly 


Ser 


Lys 


Arg 


Arg Leu 










1565 








1570 








1575 




Gin 


Thr 


Pro 


Lys Glu 


Lys 


Ala 


Gin 


Ala Leu 


Glu 


Asp 


Leu 


Ala Gly 










1580 








1585 








1590 




Phe 


Lys 


Glu 


Leu Phe 


Gin 


Thr 


Arg 


Gly His 


Thr 


Glu 


Glu 


Ser Met 










1595 








1600 








1605 


.-=58. 


Thr 


Asn 


Asp 


Lys Thr 


Ala 


Lys 


Val 


Ala Cys 


Lys 


Ser 


Ser 


Gin Pro 










1610 








1615 








1620 




Asp 


Leu 


Asp 


Lys Asn 


Pro 


Ala 


Ser 


Ser Lys 


Arg 


Arg 


Leu 


Lys Thr 










1625 








1630 








1635 


1:4s 


Ser 


Leu 


Gly 


Lys Val 


Gly 


Val 


Lys 


Glu Glu 


Leu 


Leu 


Ala 


Val Gly 










1640 








1645 








1650 




Lvs 


Leu 


Thr 


Gin Thr 


Ser 


Gly 


Glu 


Thr Thr 


His 


Thr 


His 


Thr Glu 










1655 








1660 








1665 




Pro 


Thr 


Gly 


Asp Gly 


Lys 


Ser 


Met 


Lys Ala 


Phe 


Met 


Glu 


Ser Pro 










1670 








1675 








1680 




Lvs 


Gin 


lie 


Leu Asp 


Ser 


Ala 


Ala 


Ser Leu 


Thr 


Gly 


Ser 


Lys Arg 










1685 








1690 








1695 




Gin 


Leu 


Arg 


Thr Pro 


Lys 


Gly 


Lys 


Ser Glu 


Val 


Pro 


Glu 


Asp Leu 










1700 








1705 








1710 




Ala 


Gly 


Phe 


lie Glu 


Leu 


Phe 


Gin 


Thr Pro 


Ser 


His 


Thr 


Lys Glu 


M 








1715 








1720 








1725 




Ser 


Met 


Thr 


Asn Glu 


Lys 


Thr 


Thr 


Lys Val 


Ser 


Tyr 


Arg 


Ala Ser 










1730 








1735 








1740 




Gin 


Pro 


Asp 


Leu Val 


Asp 


Thr 


Pro 


Thr Ser 


Ser 


Lys 


Pro 


Gin Pro 










1745 








1750 








1755 




Lys 


Arg 


Ser 


Leu Arg 


Lys 


Ala 


Asp 


Thr Glu 


Glu 


Glu 


Phe 


Leu Ala 










1760 








1765 








1770 




Phe 


Arg 


Lys 


Gin Thr 


Pro 


Ser 


Ala 


Gly Lys 


Ala 


Met 


His 


Thr Pro 










1775 








1780 








1785 




Lys 


Pro 


Ala 


Val Gly 


Glu 


Glu 


Lys 


Asp He 


Asn 


Thr 


Phe 


Leu Gly 










1790 








1795 








1800 




Thr 


Pro 


Val 


Gin Lys 


Leu 


Asp 


Gin 


Pro Gly 


Asn 


Leu 


Pro 


Gly Ser 










1805 








1810 








1815 




Asn 


Arg 


Arg 


Leu Gin 


Thr 


Arg 


Lys 


Glu Lys 


Ala 


Gin 


Ala 


Leu Glu 










1820 








1825 








1830 




Glu 


Leu 


Thr 


Gly Phe 


Arg 


Glu 


Leu 


Phe Gin 


Thr 


Pro 


Cys 


Thr Asp 










1835 








1840 








1845 




Asn 


Pro 


Thr 


Thr Asp 


Glu 


Lys 


Thr 


Thr Lys 


Lys 


He 


Leu 


Cys Lys 










1850 








1855 








1860 




Ser 


Pro 


Gin 


Ser Asp 


Pro 


Ala 


Asp 


Thr Pro 


Thr 


Asn 


Thr 


Lys Gin 










1865 








1870 








1875 
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Arg 


Pro 


Lys 


Arg Ser 








1880 


Leu 


Ala 


Phe 


Arg Lys 








1895 


Thr 


Pro 


Lys 


Ala Ala 








1910 


Val 


Gly 


Thr 


Pro Val 








1925 


Gly 


Ser 


Lys 


Arg Arg 








1940 


Leu 


Glu 


Asp 


Leu Ala 








1955 


His 


Thr 


Glu 


Glu Ser 








1970 


Cys 


Lys 


Ser 


Pro Gin 








1985 


Lys 


Gin 


Arg 


Leu Lys 








2000 


Glu 


Val 


Leu 


Pro Val 








2015 


Thr 


Gin 


Thr 


His Arg 








2030 


Ala 


Phe 


Lys 


Glu Ser 








2045 


Glv 


Thr 


Glv 


Met Glu 








2060 


Gin 


Ser 


Leu 


Glu Asp 








2075 


Pro 


Asp 


His 


Thr Glu 








2090 


lie 


Ala 


Cys 


Lys Ser 








2105 


Ser 


Thr 


Arg 


Arg Arg 








2120 


Val 


Glu 


Glu 


Leu Ser 








2135 


Thr 


Asp 


Lvs 


Val Pro 








2150 


Arg 


Glu 


Thr 


Ala Lys 








2165 


Gly 


Ser 


Lys 


Arg Gin 








2180 


Leu 


Glu 


Asp 


Leu Ala 








2195 


Cys 


Thr 


Asp 


Lys Pro 








2210 


Cys 


Arg 


Ser 


Pro Gin 








2225 


Lys 


Pro 


Gin 


Ser Lys 








2240 


Glu 


Ser 


Leu 


Ala Leu 








2255 


Met 


Asp 


Thr 


Pro Lys 








2270 


Ala 


Phe 


Met 


Gly Thr 








2285 



Leu 


Lys 


Lys 


Ala Asp 
1885 


Leu 


Thr 


Pro 


Ser Ala 
1900 


Val 


Gly 


Glu 


Glu Lys 
1915 


Glu 


Lys 


Leu 


Asp Leu 
1930 


Pro 


Gin 


Thr 


Pro Lys 
1945 


Gly 


Phe 


Lys 


Glu Leu 
1960 


Met 


Thr 


Asp 


Asp Lys 
1975 


Pro 


Asp 


Pro 


Val Lys 
1990 


lie 


Ser 


Leu 


Gly Lys 
2005 


Gly 


Lys 


Leu 


Thr Gin 
2020 


Glu 


Thr 


Ala 


Gly Asp 
2035 


Ala 


Lys 


Gin 


Met Leu 
2050 


Arg 


Trp 


Pro 


Arg Thr 
2065 


Leu 


Ala 


Gly 


Phe Lys 
2080 


Glu 


Ser 


Thr 


Thr Asp 
2095 


Pro 


Pro 


Pro 


Glu Ser 
2110 


Pro 


Lys 


Thr 


Pro Leu 
2125 


Ala 


Leu 


Lys 


Gin Leu 
2140 


Gly 


Asp 


Glu 


Asp Lys 
2155 


Gin 


Lys 


Leu 


Asp Pro 
2170 


Pro 


Arg 


Thr 


Pro Lys 
2185 


Gly 


Leu 


Lys 


Glu Leu 
2200 


Thr 


Thr 


His 


Glu Lys 
2215 


Pro 


Asp 


Pro 


Val Gly 
2230 


Arg 


Ser 


Leu 


Arg Lys 
2245 


Arg 


Lys 


Arg 


Thr Pro 
2260 


Pro 


Ala 


Gly 


Gly Asp 
2275 


Pro 


Val 


Gin 


Lys Leu 
2290 



Val 


Glu 


Glu 


Glu Phe 








1890 


Gly 


Lys 


Ala 


Met His 








1905 


Asp 


lie 


Asn 


Thr Phe 








1920 


Leu 


Gly Asn 


Leu Pro 








1935 


Glu 


Lys 


Ala 


Lys Ala 








1950 


Phe 


Gin 


Thr 


Pro Gly 








1965 


He 


Thr 


Glu 


Val Ser 








1980 


Thr 


Pro 


Thr 


Ser Ser 








1995 


Val 


Gly Val 


Lys Glu 








2010 


Thr 


Ser Gly Lys Thr 








2025 


Gly 


Lys 


Ser 


He Lys 








2040 


Asp 


Pro 


Ala 


Asn Tyr 








2055 


Pro 


Lys 


Glu 


Glu Ala 








2070 


Glu 


Leu 


Phe 


Gin Thr 








2085 


Asp 


Lys 


Thr 


Thr Lys 








2100 


Met 


Asp 


Thr 


Pro Thr 








2115 


Gly 


Lys 


Arg Asp He 








2130 


Thr 


Gin 


Thr 


Thr His 








2145 


Gly 


He 


Asn 


Val Phe 








2160 


Ala 


Ala 


Ser 


Val Thr 








2175 


Gly 


Lys 


Ala 


Gin Pro 








2190 


Phe 


Gin 


Thr 


Pro He 








2205 


Thr 


Thr 


Lys 


He Ala 








2220 


Thr 


Pro 


Thr 


He Phe 








2235 


Ala 


Asp 


Val 


Glu Glu 








2250 


Ser 


Val 


Gly Lys Ala 








2265 


Glu 


Lys 


Asp 


Met Lys 








2280 


Asp 


Leu 


Pro 


Gly Asn 








2295 
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Leu 


Pro 


Gly 


Ser Lys 








2300 


Gin 


Ala 


Leu 


Glu Asp 








2315 


Pro 


Gly 


Thr 


Asp Lys 








2330 


Ala 


Cys 


Lys 


Ser Pro 








2345 


Thr 


Lys 


Gin 


Arg Pro 








2360 


Glu 


Glu 


Phe 


Leu Ala 








2375 


Ala 


Met 


Asp 


Thr Pro 








2390 


Asn 


Thr 


Phe 


Val Glu 








2405 


Asn 


Leu 


Pro 


Gly Ser 








2420 


Ala 


Glu 


Ala 


Leu Glu 








2435 


Thr 


Pro 


Gly 


His Thr 








2450 


Glu 


Val 


Ser 


Cys Lys 








2465 


Arg 


Ser 


Ser 


Lys Gin 








2480 


Met 


Lys 


Glu 


Glu Pro 








2495 


Gly 


Glu 


Thr 


Thr Gin 








2510 


Ser 


He 


Lys 


Ala Phe 








2525 


Ala 


Ala 


Ser 


Val Thr 








2540 


Glu 


Lys 


Ala 


Arg Ala 








2555 


Phe 


Ser 


Ala 


Pro Gly 








2570 


Asn 


Thr 


Lys 


He Pro 








2585 


Thr 


Ala 


Thr 


Ser Thr 








2600 


Glu 


Val 


Lys 


Glu Glu 








2615 


Ser 


Gly 


Gin 


Ser Thr 








2630 


Glu 


Gly 


He 


Lys Val 








2645 


Pro 


Val 


Glu 


Glu Glu 








2660 


Glu 


Lys 


Ala 


Gin Pro 








2675 


Ser 


Glu 


Thr 


Ser Gly 








2690 


Ala 


Thr 


Lys 


He Pro 








2705 



Arg 


Trp 


Pro 


Gin Thr 








2305 


Leu 


Ala 


Gly 


Phe Lys 








2320 


Pro 


Thr 


Thr 


Asp Glu 








2335 


Gin 


Pro 


Asp 


Pro Val 








2350 


Lys 


Arg 


Asn 


Leu Arg 








2365 


Leu 


Arg 


Lys 


Arg Thr 








2380 


Lys 


Pro 


Ala 


Val Ser 








2395 


Thr 


Pro 


Val 


Gin Lys 








2410 


Lys 


Arg 


Gin 


Pro Gin 








2425 


Asp 


Leu 


Val 


Gly Phe 








2440 


Glu 


Glu 


Ser 


Me t Thr 








2455 


Ser 


Pro 


Gin 


Pro Glu 








2470 


Arg 


Leu 


Lys 


He Pro 








2485 


Leu 


Ala 


Val 


Ser Lys 








2500 


Thr 


His 


Thr 


Glu Pro 








2515 


Lvs 


Glu 


Ser 


Pro Lys 








2530 


Gly 


Ser 


Arg 


Arg Gin 








2545 


Leu 


Glu 


Asp 


Leu Val 








2560 


His 


Thr 


Glu 


Glu Ser 








2575 


Cys 


Lys 


Ser 


Pro Pro 








2590 


Lys 


Arg 


Cys 


Pro Lys 








2605 


Leu 


Ser 


Ala 


Val Glu 








2620 


His 


Thr 


His 


Lys Glu 








2635 


Leu 


Lys 


Gin 


Arg Ala 








2650 


Pro 


Ser 


Arg 


Arg Arg 








2665 


Leu 


Glu 


Asp 


Leu Ala 








2680 


His 


Thr 


Gin 


Glu Ser 








2695 


Cys 


Glu 


Ser 


Pro Pro 








2710 



Pro 


Lys 


Glu 


Lys Ala 








2310 


Glu 


Leu 


Phe 


Gin Thr 








2325 


Lys 


Thr 


Thr 


Lys He 








2340 


Asp 


Thr 


Pro 


Ala Ser 








2355 


Lys 


Ala 


Asp 


Val Glu 








2370 


Pro 


Ser 


Ala 


Gly Lys 








2385 


Asp 


Glu 


Lys 


Asn He 








2400 


Leu 


Asp 


Leu 


Leu Gly 








2415 


Thr 


Pro 


Lys 


Glu Lys 








2430 


Lys 


Glu 


Leu 


Phe Gin 








2445 


Asp 


Asp 


Lys 


He Thr 








2460 


Ser 


Phe 


Lys 


Thr Ser 








2475 


Leu 


Val 


Lys 


Val Asp 








2490 


Leu 


Thr 


Arg 


Thr Ser 








2505 


Thr 


Gly Asp 


Ser Lys 








2520 


Gin 


He 


Leu 


Asp Pro 








2535 


Leu 


Arg 


Thr 


Arg Lys 








2550 


Asp 


Phe 


Lys 


Glu Leu 








2565 


Met 


Thr 


He 


Asp Lys 








2580 


Pro 


Glu 


Leu 


Thr Asp 








2595 


Thr 


Arg 


Leu 


Arg Lys 








2610 


Arg 


Leu 


Thr 


Gin Thr 








2625 


Pro 


Ala 


Ser Gly Asp 








2640 


Lys 


Lys 


Lys 


Pro Asn 








2655 


Pro 


Arg 


Ala 


Pro Lys 








2670 


Gly 


Phe 


Thr 


Glu Leu 








2685 


Leu 


Thr Ala Gly Lys 








2700 


Leu 


Glu 


Val 


Val Asp 








2715 
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Thr 


Thr 


Ala 


Ser Thr 








2720 


Val 


Gin 


Val 


Lys Glu 








2735 


Ser 


Gly 


Glu 


Thr Thr 








2750 


Lys 


Gly 


He 


Lys Ala 








2765 


Pro 


Ala 


Ala 


Ser Val 








2780 


Arg 


Glu 


Ser 


Ala Gin 








2795 


Pro 


Ala 


Ala 


Gly His 








2810 


Thr 


Lys 


He 


Pro Cys 








2825 


Thr 


Ser 


Ser 


Lys Arg 








2840 


Val 


Lys 


Glu 


Glu Leu 








2855 


Glv 


Glu 


Thr 


Thr His 








2870 


Gly 


Thr 


Lys 


Ala Phe 








2885 


Glu 


Asp 


Val 


He Gly 








2900 


Lvs 


Ala 


Gin 


Pro Leu 








2915 


Gin 


Thr 


Pro 


Gly His 








2930 


Ser 


Phe 


Thr 


Ser Ala 








2945 


Leu 


Lys 


He 


Ser Arg 








2960 


Val 


Gly 


Asp 


Val Val 








2975 


Lvs 

-1-1 JJ u 


Ser 


Asn 


Thr Ser 








2990 


Gly 


Lys 


Asp 


Gly Ser 








3005 


Pro 


Ala 


Pro 


Glu Glu 








3020 


Gin 


Arg 


Val 


Ala Pro 








3035 


Val 


He 


Met 


Lys Arg 








3050 


Pro 


Ala 


Glu 


Glu Leu 








3065 


Glu 


His 


Lys 


Leu Gin 








3080 


Leu 


Arg 


Ser 


Arg Arg 








3095 


Thr 


Glu 


Val 


Phe Val 








3110 


Glu 


Lys 


Lys 


Pro Met 








3125 



Lys 


Arg 


His 


Leu Arg 








2725 


Glu 


Pro 


Ser 


Ala Val 








2740 


Asp 


Ala 


Asp 


Lys Glu 








2755 


Leu 


Lys 


Glu 


Ser Ala 








2770 


Thr 


Gly 


Ser 


Arg Arg 








2785 


Ala 


He 


Glu 


Asp Leu 








2800 


Thr 


Glu 


Glu 


Ser Met 








2815 


Lys 


Ser 


Ser 


Pro Glu 








2830 


Arg 


Pro 


Arg 


Thr Arg 








2845 


Leu 


Ala 


Val 


Gly Lys 








2860 


Thr 


Asp 


Lys 


Glu Pro 








2875 


Lys 


Gin 


Pro 


Ala Lys 








2890 


Ser 


Arg 


Arg 


Gin Pro 








2905 


Glu 


Asp 


Leu 


Ala Ser 








2920 


Thr 


Glu 


Glu 


Leu Ala 








2935 


Pro 


Lvs 


Gin 


Thr Pro 








2950 


Arg 


Val 


Leu 


Arg Ala 








2965 


Ser 


Thr 


Arg 


Asp Pro 








2980 


Leu 


Pro 


Pro 


Leu Pro 








2995 


Val 


Thr 


Gly 


Thr Lys 








3010 


He 


Val 


Glu 


Glu Leu 








3025 


Arg 


Ala 


Arg 


Gly Lys 








3040 


Ser 


Leu 


Arg 


Thr Ser 








3055 


Asn 


Ser 


Asn 


Asp Met 








3070 


Asp 


Ser 


Val 


Pro Glu 








3085 


Gin 


Asn 


Lys 


Thr Glu 








3100 


Leu 


Ala 


Glu 


Arg He 








3115 


Lys 


Thr 


Ser 


Pro Glu 








3130 



Thr 


Arg 


Val 


Gin Lys 








2730 


Lys 


Phe 


Thr 


Gin Thr 








2745 


Pro 


Ala 


Gly 


Glu Asp 








2760 


Lys 


Gin 


Thr 


Pro Ala 








2775 


Arg 


Pro 


Arg 


Ala Pro 








2790 


Ala 


Gly 


Phe 


Lys Asp 








2805 


Thr 


Asp 


Asp 


Lys Thr 








2820 


Leu 


Glu 


Asp 


Thr Ala 








2835 


Ala 


Gin 


Lvs 


Val Glu 








2850 


Leu 


Thr 


Gin 


Thr Ser 








2865 


Val 


Glv 


Glu 


Gly Lys 








2880 


Arg 


Lys 


Leu 


Asp Ala 








2895 


Arg 


Ala 


Pro 


Lys Glu 








2910 


Phe 


Gin 


Glu 


Leu Ser 








2925 


Asn 


Glv 


Ala 


Ala Asp 








2940 


Asp 


Ser 


Glv 


Lys Pro 








2955 


Pro 


Lys 


Val 


Glu Pro 








2970 


Val 


Lys 


Ser 


Gin Ser 








2985 


Phe 


Lys 


Arg 


Gly Gly 








3000 


Arg 


Leu 


Arg 


Cys Met 








3015 


Pro 


Ala 


Ser 


Lys Lys 








3030 


Ser 


Ser 


Glu 


Pro Val 








3045 


Ala 


Lys 


Arg 


He Glu 








3060 


Lys 


Thr 


Asn 


Lys Glu 








3075 


Asn 


Lys 


Gly 


He Ser 








3090 


Ala 


Glu 


Gin 


Gin He 








3105 


Glu 


He 


Asn 


Arg Asn 








3120 


Met 


Asp 


He 


Gin Asn 








3135 
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Pro 


Asp 


Asp 


Gly Ala Arg 


Lys 


Pro 








3140 








Glu 


Asn 


Lys 


Arg Cys 
3155 


Leu 


Arg 


Ser 


Gin 


Pro 


Lys 


Val Ala 
3170 


Glu 


Glu 


Ser 


Val 


Leu 


Met 


Gin Asn 
3185 


Gin 


Lys 


Gly 


Asp 


Ser 


Met 


Cys Leu 


Arg 


Ser 


Arg 






3200 








Ala 


Ser 


Thr 


Leu Glu 
3215 


Ser 


Lys 


Ser 


Val 


Lys 


Arg 


Cys Ala 
3230 


Glu 


Asn 


Pro 


Cys 


Val 


Lys 


Lys He 
3245 


Arg 


Thr 


Arg 


He 















He Pro 


Arg 


Asp 


Lys 


Val 1 I IX 


3145 








J> 1 D U 


Ala Arg 


Gin 


Asn 


Glu 


Ser Ser 


3160 










Gly Gly 


Gin 


Lys 


Ser 


I\±cL J-fyb 


3175 








t i on 


Lys Gly 


Glu Ala Gly 


Asn Ser 


3190 










Lys Thr 


Lys 


Ser 


Gin 


Pro Ala 


3205 








3210 


Val Gin 


Arg 


Val 


Thr 


Arg Ser 


3220 








3225 


Lys Lys 


Ala 


Glu 


Asp 


Asn Val 


3235 








3240 


Ser His 


Arg 


Asp 


Ser 


Glu Asp 


3250 








3255 
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<400> 22 

ccgctcgagg gcgtctccgg ctgctcccat 
ctgctgtgcc cgcgctgtcg ccgctgctac 
agctggtgat tggagccctg cggagagctc 
ctgccccgtg agtcccatag ttgctgcagg 
gtcatcccct tggggctgct gttcctggtc 
gtcactctct tagaggagct gctcagcaaa 
cgcagagcca tccccaggga ggacaaggag 
ggccaggtgc agcctcaggc ctccaacatg 
aagtctgctg cagcgtgggc cagtcagtgc 
gtgtccatcg ggcagaacct gggcgctcac 
gtgcagtcct ggtatgacga ggtgaaggac 
ccctggtgtc cagagaggtg ctcggggcct 
gccaccacca acaagatcgg ttgtgctgtg 
gaagtttggg agaacgcggt ctactttgtc 
ggagaagccc cctacaagaa tggccggccc 
agctgcagga acaacttgtg ttaccgagaa 
gagatgaatg aggtggaaac ggctcccatt 
agggtgatga gacccaccaa gcccaagaaa 
gtcagatgtg acaccaagat gaaggacagg 
tgcccagcag gctgcctgaa ccacaaggcg 
tcgtctagca tatgccgcgc cgccatccac 
gtggatatca ccaggaaccg ggaaggtctc 
tgcagtccct cagcaaatac aaaccttcca 



tgagctgtct gctcgctgtg cccgctgtgc 60 
cgcgtctgct ggacgcggga gacgccagcg 120 
aagcgcccag ctctgcccca ggagcccagg 180 
agtggagcca tgagctgcgt cctgggtggt 240 
tgcggatccc aaggctacct cctgcccaac 300 
taccagcaca acgagtctca ctcccgggtc 3 60 
gagatcctca tgctgcacaa caagcttcgg 420 
gagtacatga cctgggatga cgaactggag 480 
atctgggagc acgggcccac cagtctgctg 540 
tggggcaggt atcgctctcc ggggttccat 600 
tacacctacc cctacccgag cgagtgcaac 660 
atgtgcacgc actacacaca gatagtttgg 720 
aacacctgcc ggaagatgac tgtctgggga 780 
tgcaattatt ctccaaaggg gaactggatt 840 
tgctctgagt gcccacccag ctatggaggc 900 
gaaacctaca ctccaaaacc tgaaacggac 9 60 
cctgaagaaa accatgtttg gctccaaccg 1020 
acctctgcgg tcaactacat gacccaagtc 1080 
tgcaaagggt ccacgtgtaa caggtaccag 1140 
aagatctttg gaactctgtt ctatgaaagc 1200 
tacgggatcc tggatgacaa gggaggcctg 12 60 
ccttcttcgt gaagtctgag agacccggcg 1320 
gctcattcat ggtgtcaaaa gtgaaagtgc 1380 
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aggatttgga 
actgcccaag 
tgtttggaac 
gagtcatcag 
cctacgtggg 
gaaaggcctt 
cgtcttcagg 
ggagagtcag 
tgaggtgaca 
cctggtgcct 
agatctgagc 
ctgttggtgg 
acaattgtga 
aggaatgaag 
aggaaaatgg 
cgggtatgag 
cccccttcaa 
ttcagcagtc 
cctgttttct 
ccccctaccc 
ccaggacttt 
aaggttccac 
ttaaaaaatg 
cgtgggagga 
tatgaaaccg 
ttcctgtttt 
accctggctg 
aaatgaagta 
ccaccgggcc 
tttcttaggt 
aattctacct 
gaatctgaag 
aaaagcagtt 
attgtagtct 
gaattcggtc 
gggtgctggg 
agatcgccct 
cttccaaagc 
ttaaaaataa 
gaaagtcctt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ttttgaaact 
gtccctagca 
cctgtgttta 
atgaacattt 
ttctcatatt 
aaaatgatgt 
ttgcatgaac 
atgttcctgt 
aaaccatc 



ctgctacacg 
aatccattgt 
caacatctat 
caacgagagt 
ctcgctcagg 
ccggatcttt 
agggcttcgg 
gaaacttcct 
tctc&tcccc 
gatcctgctg 
tgtctcttaa 
aggaagttga 
agcattcacg 
tagaaggtag 
ttttaatgtt 
agaccccggc 
tggccgcatt 
acttcagaga 
gccgtgacct 
gttgtggctc 
tctttgcaag 
tgagacgaga 
acaattaaat 
atggagtctt 
tctgtggcct 
cgtgaaacga 
ccatcactct 
cccttttgta 
agccaataga 
gaaagaacta 
gggcacctag 
gtaaataggt 
caactcttag 
agtcgtaatt 
agcctgtcag 
tgctctgctg 
gtggggtttg 
atcccactca 
agtccccggg 
gcccagagca 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnncatgc 
ggaatatttg 
ccacctctcc 
aaaagatctt 
tcggcttcct 
gtctgtaggc 
attttgctac 
aggggccacg 
aacatatctt 



accgttgctc 
ccggcacact 
gcagatacct 
gggggtgacg 
aatggagttc 
gctgtcaggc 
ggttttgctt 
ttgactgatg 
tcactgaagc 
gggcctgggg 
aggggacagt 
tttcaacctc 
gcgtcggaag 
ttatttaaaa 
tgctggtcag 
tccgccctgg 
caggatggct 
tgtatcttgt 
ttggtcccat 
ccaccctgcc 
cgaacctgtt 
tgtctgagaa 
gtgcagattc 
tggtacattc 
catgacagcg 
ctcttgccaa 
ataaaagtgc 
aatagcattt 
tcactttggt 
gcagaaagtc 
gtgatgcctt 
ttaaaacaaa 
cttgactgag 
cataggtact 
gtcgtgagtc 
ctggactttt 
cagaattagt 
agggagactt 
ttccttaatg 
ggacctggcn 
nnnnnnnnnn 
nnnnnnnnnn 
ccggccatgg 
tcttcagaaa 
tgtgtgtgga 
gtaccaagcc 
taggagtttt 
tcactcagcc 
ttcctgtgta 
ttgttgcaat 
ttatgaacaa 



agctgtgccc 
gcaaagacga 
caagcatctg 
tggacgtgat 
agtctgaaag 
agtgaatttc 
ttatttttat 
ttcagtgtcc 
aacagcatcc 
gtctccatct 
tgcccaaaat 
cctgccaaaa 
aggccttttg 
ataaaaaaca 
acagacaaat 
cacgtgtcct 
ctatacacag 
ctttgtcagg 
tgaggactaa 
tcggactggt 
tgaagcccaa 
caaccaaaga 
cccacgcacc 
ctcaccgagg 
agagatggga 
acgttcccga 
ttcatgagcc 
ttttgcagaa 
gaatgctagt 
aaaaactaag 
ctttctttga 
acaaaaaccc 
ctaaaattca 
gactcctcag 
cagttaccac 
gtggctgtgt 
gaagggtcca 
gaaacttcca 
cctccttcac 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
acctggctgt 
atggaaacaa 
atagaggccc 
aacggcgttc 
gccctaccgt 
cgcagtttat 
caaagtttta 
tgtttcagta 
atctgaacaa 



gtttgaaaag 
accttcctac 
caagacagcc 
gcccgtggat 
cctggggact 
cagcaccagg 
tttgtcattg 
atcactttgt 
caaggtgctc 
ggacgtcctc 
gttccttgct 
gaacaaacca 
agcaagcgcc 
cagtccgtcc 
gggctagagt 
tgctggcggc 
cagtgctggt 
cccttcgtct 
ggatcgggac 
ttacgtgtcc 
gtcttaactc 
aggcctgctc 
cgatgaccta 
ttagcagctc 
atacactaga 
ggcgccaagg 
cagaccaaaa 
ggtgaaaatt 
ttcaaatttg 
atactgtaga 
ttgcctttct 
acccctttaa 
caggactacg 
ccccaaatgt 
caaacatctg 
ctgtgtctgc 
ggacgatccc 
gtgtgagttg 
tgggccttcc 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ctttatcatc 
gactataaat 
ctcgtgctac 
ctggctctcc 
attccaaagc 
gtgtgtgctt 
ttgtaaatgt 
gaactggttt 
tttgtgaaat 



ccagcaactc 
tgggctccgg 
gtgcacgcgg 
aaaaagaaga 
cctcgggatg 
ggagaagggg 
cggggtatat 
ggcctgtggg 
agccggactc 
tctcctttag 
atgtgttctt 
tttgaagctc 
aatgagtttc 
ctaccaatag 
aagagggctg 
ccgccacagg 
ttatgtagag 
tcatggccca 
cctttcttta 
tggttcacac 
ctggtctcgt 
tttgctgctt 
ttttttcagc 
agtttgtggt 
aggatctctt 
agtgtagtac 
gcccacagtg 
ccactctcta 
attcaaaata 
ctggacaaga 
aataaatgca 
ggagttggta 
tgctttgtgc 
cggagaggaa 
ggaaacttct 
aagataaatt 
agtgggctcg 
accccatcat 
tagcaggata 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
cccacaaaca 
gataagccct 
caacacttac 
tgcccacagg 
gtgtgctggt 
ttttctatga 
tttttgtgct 
gatttctaaa 
aaaacattga 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4448 



<210> 23 
<211> 110 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 238349.4c 

<400> 23 

cggcacgagg taaatgtttt ttgtgctttg catgaacagg ggccacgttg ttgcaattgt 60 
ttcagtagaa ctggtttgat ttctaaaatg ttcctgtaac atatctttta 110 

<210> 24 

<211> 1228 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 402917.3c 

<400> 24 

gaggagacag tgtccaggat 
cctgaggcgg accgcttctt 
acagaggctc ccgcctcccc 
ccttcacttg aagacacaag 
taccctgggc ctggtggcag 
ctcttcatct cccaggtgac 
gacgtgattc tggaagtgaa 
cagcagctgc ctgaggctga 
ggcttggaag cctggattcc 
ctgtagagca cccctgcttg 
gcctgaggtg gtgaaggcag 
ccgatcacag gctggcccag 
gtgtggttgg aggcctcaga 
tgggagtttt agagagctgt 
tgaagccatc tggacctttt 
ttggagacca gctatgcctg 
ggtcaccgtt gcatttgtta 
gtgttggtgg gggtaagggg 
gtgggatgcg gctcctgcag 
cactgaatct cagggataat 
ctaacaatat acaacaacaa 

<210> 25 
<211> 1216 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 406330.1 

<400> 25 

gttctttgta cctgtaggtc tatgatgtcc aaacttaaca gatcacatgc ccctcttaga 60 

agaaatatga gcatgctccc tcatgcagat agtatacaca tcataaacaa agagtagaac 120 

tttaaaagaa ggtaaataat catacacaga aatcctaaca ttatattccc aaatctcaaa 180 

agatctcctg tgcacctgac tttggagacg atgctttagg taaaaagctt aaacattgcc 240 



ccaggggcag ggctcctgtg 
cagcatggtt cgcctgtccc 
ccagggcagc agctcagcct 
cgtgccttct gtccctcttg 
ctatggcttc cgactcagtt 
tccaggaggc tcagctgccc 
cgggtatcct gttgggggac 
gccacccctc tgcctgaagc 
ccctggggct gcagaggact 
gtacagacat actcaggggc 
gatgctctct ctaagccaga 
gtgctccctc ccttcctgca 
caggtccctg aaggagtctg 
gtcccaagga tgaaggtgtg 
ctagatatga ctccaggacc 
ccctctgtgg gtgccttagc 
tagaaatggc cattcgccat 
cagtggtgtg aagggaccaa 
gagagaggtt gagacctggt 
gggtcaaccc agaactgaga 
atccatat 



tctccctcac tgtcgtcgac 60 
cactcctctt cttggagaac 120 
cactggttga gacagaggac 180 
gctcccgaca gtgcttcctg 240 
gtgtggccag tgggcctcgt 3 00 
gggctgggct gcaagtggga 3 60 
agaatgacct ggagaggctt 420 
tggcagccag gtctctgcgg 480 
gggctctggc ctcggatcta 540 
taccgtgtct tcactctcca 600 
ccagagggac tcagacacca 660 
ggcccacctg ccagcagagg 720 
aggctccaga ggatgtcata 780 
gctgtgggtc tggctaggat 840 
cttgagtgta atgcaaaaat 900 
attgcgggag ggtggtgctt 960 
aaatctgact gcctgtgttt 1020 
aagggcctca ggctcaaggg 1080 
caaatttatt tcctatcaat 1140 
tgtctgtatg acagccactc 1200 

1228 
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ttatattgga 
agtcagtgta 
gaactcccag 
acctctttcg 
aaggcaaacc 
cattaaacta 
tcaagctgat 
ccaagccatc 
ctagaaagag 
aataaaacca 
ttcaaataac 
tccctgtctg 
ggtccaggag 
gatgctgctg 
ggatagattg 
ttggaatttg 
taaaagaaag 



tcaggaaccc 
ctctgagtcc 
tcatgttggt 
gaaatgattg 
aatttgttct 
attaaactga 
gaagttaagc 
tggcccaaca 
aaaaagccct 
gaaagaggaa 
cctgaatcag 
tctgtctctc 
atgaggctgg 
agcacatctc 
ttttagagtt 
cttagccttt 
atgctg 



ttacagtaga 
tcattgttca 
accctggaca 
agagcagcct 
gtgcaacaaa 
tgggtatcat 
acaaccatgt 
tacgcactgg 
cttcaatccc 
taaaatgatt 
aggcagagac 
ttttgctctc 
ataggagagg 
ttcatgcgca 
attttgtgtc 
aataggcttg 



gggtccagtc 
gaaaagcacc 
gtgcctaact 
cttgaatgct 
ctcaaaatgt 
gcttctactc 
tcttgagcag 
gcattgggta 
cataatgctt 
aagtgcttga 
ctcctgatgt 
tcattcccag 
aaaaggcttg 
gtccccaggt 
ctttaaaaaa 
tgtaatttcc 



ttctagtggg 
tcttgaagaa 
ccttacagaa 
taaatgatca 
ggaccagttc 
catggtgaac 
ctgaattggc 
agggactcca 
ctttcctctt 
ggccaaatga 
cttggtttcc 
gcactctctt 
agtctggata 
atctgatgat 
atcccattta 
tgctcctcca 



tttaatgttt 
ctgacttcct 
gggagtgaaa 
aggagggaga 
cctcagccct 
tgaagcagag 
tgccaagagt 
gaagcagcag 
aatgtctcaa 
gttcccttga 
atcaaagtcc 
ttggtttgtg 
atttgtataa 
gttctgaaat 
tgcaatttac 
gtacaataaa 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1216 



<210> 26 

<211> 935 

<212> DMA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2516070CB1 



<400> 26 

ccctggctgc 

aggtccccca 

gacggggagc 

tcgagtgaag 

tgtgtcccag 

ctgggacagc 

ggagttctgg 

tctggaggag 

ggaggagatg 

cgcgcgccag 

cgaccgcgcg 

gctgcgccag 

ggccgagtac 

tgcgctcgag 

cctgagcgct 

ccccccttcc 



agacataaat 
cggcccttca 
caggctcggc 
gacctggcca 
tttgaaggct 
gtgacctcca 
gataacctgg 
gtgaaggcca 
gagctctacc 
aagctgcacg 
cgcgcccatg 
cgcttggctg 
cacgccaagg 
gacctccgcc 
ctcgaggagt 
cggtgctcag 



aggccctgca 
ggatgaaagc 
atttctggca 
ctgtgtacgt 
ccgccttggg 
ccttcagcaa 
aaaaggagac 
aggtgcagcc 
gccagaaggt 
agctgcaaga 
tggcacgcgt 
cgcgccttga 
ccaccgagca 
aaggcctgct 
acactaagaa 
aataaacgtt 



agagctggct 
tgcggtgctg 
gcaagatgaa 
ggatgtgctc 
aaaacagcta 
gctgcgcgaa 
agagggcctg 
ctacctggac 
ggagccgctg 
gaagctgagc 
gcgcacgcat 
ggctctcaag 
tctgagcacg 
gcccgtgctg 
gctcaacacc 
tcgca 



gcttagagac 
accttggccg 
cccccccaga 
aaagacagcg 
aacctaaagc 
cagctcggcc 
aggcaggaga 
gacttccaga 
cgcgcagagc 
ccactgggcg 
ctggccccct 
gagaacggcg 
ctcagcgaga 
gagagcttca 
cagtgaggcg 



tgcgagaagg 60 
tgctcttcct 120 
gcccctggga 180 
gcagagacta 240 
tccttgacaa 300 
ctgtgaccca 360 
tgagcaagga 42 0 
agaagtggca 480 
tccaagaggg 540 
aggagatgcg 600 
acagcgacga 660 
gcgccagact 720 
aggctaagcc 780 
aggtcagctt 840 
cccgccgccg 900 
935 



<210> 27 

<211> 267 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2516070CD1 



<400> 27 

Met Lys Ala Ala Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly 
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1 








5 










10 










15 


Ser 


Gin 


Ala 


Arg 


His 
20 


Phe 


Trp 


Gin 


Gin 


Asp 
25 


Glu 


Pro 


Pro 


Gin 


Ser 
30 


Pro 


Trp 


Asp 


Arg 


Val 
35 


Lys 


Asp 


Leu 


Ala 


Thr 
40 


Val 


Tyr 


Val 


Asp 


Val 
45 


Leu 


Lys 


Asp 


Ser 


Gly 


Arg 


Asp 


Tyr 


Val 


Ser 


Gin 


Phe 


Glu Gly 


Ser 










50 










55 










60 


Ala 


Leu 


Gly 


Lys 


Gin 
65 


Leu 


Asn 


Leu 


Lys 


Leu 
70 


Leu 


Asp 


Asn 


Trp 


Asp 
75 


Ser 


Val 


Thr 


Ser 


Thr 
80 


Phe 


Ser 


Lys 


Leu 


Arg 
85 


Glu 


Gin 


Leu 


Gly 


Pro 
90 


Val 


Thr 


Gin 


Glu 


Phe 
95 


Trp 


Asp 


Asn 


Leu 


Glu 
100 


Lys 


Glu 


Thr 


Glu 


Gly 
105 


Leu 


Arg 


Gin 


Glu 


Met 
110 


Ser 


Lys 


Asp 


Leu 


Glu 
115 


Glu 


Val 


Lys 


Ala 


Lys 
120 


Val 


Gin 


Pro 


Tyr 


Leu 
125 


Asp 


Asp 


Phe 


Gin 


Lys 
130 


Lys 


Trp 


Gin 


Glu 


Glu 
135 


Met 


Glu 


Leu 


Tyr 


Arg 
140 


Gin 


Lys 


Val 


Glu 


Pro 
145 


Leu 


Arg 


Ala 


Glu 


Leu 
150 


Gin 


Glu 


Gly Ala 


Arg 


Gin 


Lys 


Leu 


His 


Glu 


Leu 


Gin 


Glu 


Lys 


Leu 










155 










160 










165 


Ser 


Pro 


Leu 


Gly Glu 


Glu 


Met 


Arg 


Asp 


Arg 


Ala 


Arg 


Ala 


His 


Val 










170 










175 










180 


Ala 


Arg 


Val 


Arg 


Thr 


His 


Leu 


Ala 


Pro 


Tyr 


Ser 


Asp 


Glu 


Leu 


Arg 








185 










190 










195 


Gin 


Arg 


Leu 


Ala 


Ala 


Arg 


Leu 


Glu 


Ala 


Leu 


Lys 


Glu Asn Gly Gly 








200 










205 










210 


Ala 


Arg 


Leu 


Ala 


Glu 
215 


Tyr 


His 


Ala 


Lys 


Ala 
220 


Thr 


Glu 


His 


Leu 


Ser 
225 


Thr 


Leu 


Ser 


Glu 


Lys 
230 


Ala 


Lys 


Pro 


Ala 


Leu 
235 


Glu 


Asp 


Leu 


Arg 


Gin 
240 


Gly 


Leu 


Leu 


Pro 


Val 


Leu 


Glu 


Ser 


Phe 


Lys 


Val 


Ser 


Phe 


Leu 


Ser 








245 










250 










255 


Ala 


Leu 


Glu 


Glu 


Tyr 
260 


Thr 


Lys 


Lys 


Leu 


Asn 
265 


Thr 


Gin 









<210> 28 

<211> 1656 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 167507CB1 



<400> 28 

cctagcagag 

accagtgccc 

tcaaattcag 

gggagattgt 

aagtttaacc 

agctgtggat 

attgtaccgc 

gtacgaaatc 

gtacaaggat 

cagtacgaaa 

ggtgacagcc 



ccatttaacc 
tgagttctga 
tatcccagtt 
tagatcatga 
caggaatcac 
gctgctctga 
ataactgaag 
aaggaggggg 
gctgcaaaag 
ttctccgtgg 
cagtacgact 



tttgggaaca 
ggcagagagg 
ggctcttgat 
aactaattac 
agtccgagga 
agaaatataa 
ccactaagac 
attgtcctgt 
cagccactgg 
ctacccagac 
gcctcggctg 



aggcaactag 
aggacagaag 
tcttggtgaa 
catccttttc 
aattgactgc 
cagtcaaaac 
ggttggctct 
tcaaagtggc 
agaatgcacg 
ctgccagatt 
tgtgcatcct 



cgtctggcag 
aaacaagagg 
accatccctc 
ctctgctcca 
aatgacaagg 
caaagtaaca 
gacacgtttt 
aaaacctggc 
gcaaccgtgg 
actccagccg 
atatcaacgc 



caggaatcca 60 
ctggagattg 120 
agctcctaga 180 
ggctgctact 240 
atttatttaa 300 
accagtttgt 360 
attccttcaa 420 
aggactgtga 480 
ggaagaggag 540 
agggccctgt 600 
agagcccaga 660 
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cctggagccc attctgagac acggcattca gtactttaac aacaacactc aacattcctc 720 
cctcttcatg cttaatgaag taaaacgggc ccaaagacag gtggtggctg gattgaactt 780 
tcgaattacc tactcaattg tgcaaacgaa ttgttccaaa gagaattttc tgttcttaac 840 
tccagactgc aagtcccttt ggaatggtga taccggtgaa tgtacagata atgcatacat 900 
cgatattcag ctacgaattg cttccttctc acagaactgt gacatttatc cagggaagga 960 
ttttgtacaa ccacctacca agatttgcgt gggctgcccc agagatatac ccaccaacag 1020 
cccagagctg gaggagacac tgactcacac catcacaaag cttaatgcag agaataacgc 1080 
aactttctat ttcaagattg acaatgtgaa aaaagcaaga gtacaggtgg tggctggcaa 1140 
gaaatatttt attgacttcg tggccaggga aaccacatgt tccaaggaaa gtaatgaaga 1200 
gttgaccgaa agctgtgaga ccaaaaaact tggccaaagc ctagattgca acgctgaagt 12 60 
ttatgtggta ccctgggaga aaaaaattta ccctactgtc aactgtcaac cactgggaat 1320 
gatctcactg atgaaaaggc ctccaggttt ttcacctttc cgatcatcac gaatagggga 1380 
aataaaagaa gaaacaacta gtcacctaag gtcctgcgag tacaagggtc gacccccaaa 1440 
ggcaggggca gagccagcat ctgagaggga ggtctcttga ccaatgggca gaatcttcac 1500 
tccaggcaca tagccccaac cacctctgcc agcaaccttg agaggaagga caagaagaaa 156 0 
gatgggatag aatttaaata gagaagaatg ccattttatc actctgcctc tgggtgaaat 1620 
aaagatcagt cttgatgttc taaaaaaaaa aaaaaa 1656 

<210> 29 
<211> 427 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 167507CD1 

<400> 29 



Met 


Lys 


Leu 


He 


Thr 


He 


Leu 


Phe 


Leu 


Cys 


Ser 


Arg 


Leu 


Leu 


Leu 


1 






5 










10 










15 


Ser 


Leu 


Thr 


Gin 


Glu 


Ser 


Gin 


Ser 


Glu 


Glu 


He 


Asp 


Cys 


Asn 


Asp 










20 










25 










30 


Lys 


Asp 


Leu 


Phe 


Lys 


Ala 


Val 


Asp 


Ala 


Ala 


Leu 


Lys 


Lys 


Tyr 


Asn 






35 










40 










45 


Ser 


Gin 


Asn 


Gin 


Ser 


Asn 


Asn 


Gin 


Phe 


Val 


Leu 


Tyr 


Arg 


He 


Thr 










50 










55 










60 


Glu 


Ala 


Thr 


Lys 


Thr 


Val 


Gly 


Ser 


Asp 


Thr 


Phe 


Tyr 


Ser 


Phe 


Lys 










65 










70 










75 


Tyr 


Glu 


He 


Lys 


Glu 


Gly Asp 


Cys 


Pro 


Val 


Gin 


Ser 


Gly 


Lys 


Thr 








80 










85 










90 


Trp 


Gin 


Asp 


Cys 


Glu 


Tyr 


Lys 


Asp 


Ala 


Ala 


Lys 


Ala 


Ala 


Thr 


Gly 








95 










100 










105 


Glu 


Cys 


Thr 


Ala 


Thr 


Val 


Gly 


Lys 


Arg 


Ser 


Ser 


Thr 


Lys 


Phe 


Ser 








110 










115 










120 


Val 


Ala 


Thr 


Gin 


Thr 


Cys 


Gin 


He 


Thr 


Pro 


Ala 


Glu Gly 


Pro 


Val 










125 










130 










135 


Val 


Thr 


Ala 


Gin 


Tyr 


Asp 


Cys 


Leu Gly Cys 


Val 


His 


Pro 


He 


Ser 










140 










145 










150 


Thr 


Gin 


Ser 


Pro 


Asp 


Leu 


Glu 


Pro 


He 


Leu 


Arg 


His 


Gly 


He 


Gin 










155 










160 










165 


Tyr 


Phe 


Asn 


Asn 


Asn 


Thr 


Gin 


His 


Ser 


Ser 


Leu 


Phe 


Met 


Leu 


Asn 








170 










175 










180 


Glu 


Val 


Lys 


Arg 


Ala 


Gin 


Arg 


Gin 


Val 


Val 


Ala 


Gly Leu 


Asn 


Phe 








185 










190 










195 


Arg 


He 


Thr 


Tyr 


Ser 


He 


Val 


Gin 


Thr 


Asn 


Cys 


Ser 


Lys 


Glu 


Asn 






200 










205 










210 



40 



PA-0035 US 

Phe Leu Phe Leu Thr Pro Asp Cys Lys Ser Leu Trp Asn Gly Asp 

215 220 225 

Thr Gly Glu Cys Thr Asp Asn Ala Tyr He Asp He Gin Leu Arg 

230 235 240 

He Ala Ser Phe Ser Gin Asn Cys Asp He Tyr Pro Gly Lys Asp 

245 250 255 

Phe Val Gin Pro Pro Thr Lys He Cys Val Gly Cys Pro Arg Asp 

260 265 270 

He Pro Thr Asn Ser Pro Glu Leu Glu Glu Thr Leu Thr His Thr 

275 280 285 

He Thr Lys Leu Asn Ala Glu Asn Asn Ala Thr Phe Tyr Phe Lys 

290 295 300 

He Asp Asn Val Lys Lys Ala Arg Val Gin Val Val Ala Gly Lys 

305 310 315 

Lys Tyr Phe He Asp Phe Val Ala Arg Glu Thr Thr Cys Ser Lys 

320 325 330 

Glu Ser Asn Glu Glu Leu Thr Glu Ser Cys Glu Thr Lys Lys Leu 

335 340 345 

Gly Gin Ser Leu Asp Cys Asn Ala Glu Val Tyr Val Val Pro Trp 

350 355 360 

Glu Lys Lys He Tyr Pro Thr Val Asn Cys Gin Pro Leu Gly Met 

365 370 375 

He Ser Leu Met Lys Arg Pro Pro Gly Phe Ser Pro Phe Arg Ser 

380 385 390 

Ser Arg He Gly Glu He Lys Glu Glu Thr Thr Ser His Leu Arg 

395 400 405 

Ser Cys Glu Tyr Lys Gly Arg Pro Pro Lys Ala Gly Ala Glu Pro 

410 415 420 

Ala Ser Glu Arg Glu Val Ser 

425 

<210> 30 

<2U> 617 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3860413CB1 

<400> 30 

gcccagccca ggaacgcggg cggtgcggac tcagcgggcc gggtgcaggc gcggactggg 6 0 
cctctgcgcc cggcccgacc tccgtctata aatagagcag ccagttgcag ggctccattc 12 0 
tgctttccaa ctgcctgact gcttgttcgt ctcactggtg tgagctccag catccccttt 180 
gctataaaca ctgcttgccg cgctgcactc caccacgcct cctccaagtc ccagcgaacc 240 
cgcgtgcaac ctgtcccgac tctagccgcc tcttcagctc gccatggatc ccaactgctc 3 00 
ctgcgccgcc ggtgactcct gcacctgcgc cggctcctgc aaatgcaaag agtgcaaatg 3 60 
cacctcctgc aagaaaagct gctgctcctg ctgccctgtg ggctgtgcca agtgtgccca 420 
gggctgcatc tgcaaagggg cgtcggacaa gtgcagctgc tgcgcctgat gctgggacag 480 
ccccgctccc agatgtaaag aacgcgactt ccacaaacct ggatttttta tgtacaaccc 540 
tgaccgtgac cgtttgctat attccttttt ctatgaaata atgtgaatga taataaaaca 600 
gctttgactt gaaaaaa 617 

<210> 31 

<211> 61 

<212> PRT 

<213> Homo sapiens 



41 



PA-0035 US 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3860413CD1 



<400> 31 



Met Asp Pro 


Asn 


Cys 


Ser 


Cys Ala Ala 


Gly Asp 


Ser 


Cys 


Thr 


Cys 


1 




5 






10 








15 


Ala Gly Ser 


Cys 


Lys 


Cys 


Lys Glu Cys 


Lys Cys 


Thr 


Ser 


Cys 


Lys 






20 






25 








30 


Lys Ser Cys 


Cys 


Ser 


Cys 


Cys Pro Val 


Gly Cys 


Ala 


Lys 


Cys 


Ala 






35 






40 








45 


Gin Gly Cys 


He 


Cys 


Lys 


Gly Ala Ser 


Asp Lys 


Cys 


Ser 


Cys 


Cys 






50 






55 








60 



Ala 

<210> 32 

<211> 1629 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc^feature 

<223> Incyte ID No: 3393861CB1 



<400> 32 

gatggtttct 

gtgtgttttt 

ccgtggtcat 

accgcccatc 

gaaagtagaa 

ggtgttgtgt 

cagaaatagt 

ttcctttcag 

agataatgaa 

agatgagact 

aaacctgaga 

tcgcacccca 

aattatcagg 

caaaccgtat 

gaaccgtcaa 

tggaaatgtt 

gcttggaaat 

aatggaggac 

tgaagccaac 

catggatgga 

gttcttcagc 

gtgttctaaa 

cggcagatac 

tggtgtagta 

gatcaggccc 

gtgacaacat 

aaactctcaa 

aataagcaa 



tggagcttcc 
ctagttaagt 
cgaccccttg 
agtggaggtg 
agaaaagccc 
cctacaggat 
gttgatgagt 
tacatgtatt 
aatgtagtca 
gtgaatagca 
agcaaaatac 
tgcactgtca 
aaaggaggtg 
agagtatact 
gacggtagtt 
gcaaccaaca 
gataaaatta 
tggaaaggag 
aaataccaga 
gcatctcagc 
acgtatgaca 
gaagacggtg 
tactggggtg 
tggatgaatt 
ttcttcccac 
ttttgtacat 
gcagacgtga 



acaaacttaa 
cccaaggtgt 
acaagaagag 
gctatcgggc 
ctgatgctgg 
gtcagttgca 
taaataacaa 
tgctgaaaga 
atgagtactc 
atatcccaac 
aaaagttaga 
gttgcaatat 
aaacatctga 
gtgacatgaa 
ttgactttgg 
cagatgggaa 
gccagcttac 
acaaagtaaa 
tctcagtgaa 
tgatgggaga 
gagacaatga 
gtggatggtg 
gacagtacac 
ggaaggggtc 
agcaatagtc 
tatgttattg 
gtgtgacttt 



aaccatgaaa 
caacgacaat 
agaagaggct 
tcgtccagcc 
aggctgtctt 
agaggctttg 
tgtggaagct 
cctgtggcaa 
ctcagaactg 
taaccttcgt 
atctgatgtc 
tcctgtggtg 
aatgtatctc 
tacagaaaat 
caggaaatgg 
gaattactgt 
caggatggga 
ggctcactat 
caaatataga 
aaacaggacc 
cggctggtta 
gtataataga 
ctgggacatg 
atggtactca 
cccaatacgt 
gaattttctt 
ttgaaaaaag 



catctattat 
gaggagggtt 
cccagcctga 
aaggcagctg 
cacgctgacc 
ctacaacagg 
gtttcccaga 
aagaggcaga 
gaaaagcacc 
gtgcttcgtt 
tcagctcaaa 
tctggcaaag 
attcaacctg 
ggaggatgga 
gatccatata 
ggcctaccag 
cccacagaac 
ggaggattca 
ggaacagccg 
atgaccattc 
acatcagatc 
tgtcatgcag 
gcaaagcatg 
atgaagaaga 
agatttttgc 
tcatacatta 
tataggataa 



tgctactatt 
tcttcagtgc 
ggcctgcccc 
ccactcaaaa 
cagacctggg 
aaaggccaat 
cctcctcttc 
agcaagtaaa 
aattatatat 
caatcctgga 
tggaatattg 
aatgtgagga 
acagttctgt 
cagtgattca 
aacagggatt 
gtgaatattg 
ttttgataga 
ctgtacagaa 
gtaatgccct 
acaacggcat 
ccagaaaaca 
ccaatccaaa 
gcacagatga 
tgagtatgaa 
tcttctgtat 
tattcctcta 
attacattaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1629 



<210> 33 
<211> 488 



42 



PA-0035 US 



<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3393861CD1 

<400> 33 





Met 


Val 


Ser 


Trp 


Ser 


Phe 


His 


Lys 


Leu 


Lys 


Thr 


Met 


Lys 


His 


Leu 




1 








5 










10 










15 




Leu 


Leu 


Leu 


Leu 


Leu 


Cys 


Val 


Phe 


Leu 


Val 


Lys 


Ser 


Gin 


Gly Val 












20 










25 










30 




Asn 


Asp 


Asn 


Glu 


Glu 
35 


Glv 


Phe 


Phe 


Ser 


Ala 
40 


Arg 


Glv 


His 


Arg 


Pro 
45 




Leu 


Asp 


Lys 


Lys 


Arg 
50 


Glu 


Glu 


Ala 


Pro 


Ser 
55 


Leu 


Arg 


Pro 


Ala 


Pro 
60 






Pro 


He 


Ser 


Gly 

6S 

U -J 


Gly 


Gly 


±y x 


Arg 


Ala 
70 


Arg 


Pro 


Ala 


T ,\7c; 
■i-iy o 


A "I Pi 

75 




Al Pi 


Ala 


Thr 


Gin 


T a;q 
j-t_y o 

o u 


Lys 


Val 


Glu 


Arg 


Lys 
85 


Ala 


Pro 


Asp 


Ala 


Gly 
90 








T ,pi i 
JjdU 


Hi 


Al 






A crr^i 


Leu 


Q]_y 


Val 


Leu 


Cys 


Pro 


Thr 












95 










100 










105 




vjj -L_y 




Crl n 

Vj JLJ.1 


J-jtr U. 






Al Pi 


T .(=17 1 
J—iC; U. 


JJCU 


Gin 


Gin 


Glu 


Arg 


Pro 


He 












110 










115 










_L Zi U 






A Q Tl 


Ser 


Val 


Asp 


Glu 


Leu 


Asn 


Asn 


Asn 


Val 


Glu 


Ala 


Val 


Ser 












125 










130 










135 








OCJ. 


Ser 


Ser 


Ser 


Phe 


Gin 




Met 


±yx 


Leu 


Leu 


Lys 


Asp 












140 










145 














Leu 


Tt~ti 
±s.y> 


Gin 


Lys 


Arg 


Gin 


Lys 


Gin 


Val 


Lys 


Asp 


Asn 


Glu 


Asn 


Val 












155 










160 










165 




V CX -L 


A QTl 


m n 

\JT-L u. 


xyj. 


oci 


Ser 


Glu 


Leu 


Glu 


Lys 


His 


Gin 


Leu 


Tyr 


He 












170 










175 










180 






ulU 


X 11X. 


Val 


Asn 
185 


OCX 


Asn 


Tl ^ 

-L J- 


Pro 


Thr 
190 


Asn 


Leu 


Arg 


Val 


Leu 
195 






Ser 


He 


Leu 


Glu 


Asn 


Leu 


Atct 


Ser 


Lys 


He 


Gin 


Lys 


Leu 


Glu 












200 










205 










210 




Ser 


Asp 


Val 


Ser 


Ala 


Gin 


Met 


Glu 


Tvr 


Cys 


Arg 


Thr 


Pro 


Cys 


Thr 












215 










220 










225 




Val 


Ser 


Cys 


Asn 


He 
230 


Pro 


Val 


Val 


Ser 


Gly 
235 


Lys 


Glu 


Cys 


Glu 


Glu 
240 




He 


He 


Arg 


Lys 


Gly 
245 


Gly 


Glu 


Thr 


Ser 


Glu 
250 


Met 


Tyr 


Leu 


He 


Gin 
255 




Pro 


Asp 


Ser 


Ser 


Val 
260 


Lys 


Pro 


Tyr 


Arg 


Val 
265 


Tyr 


Cys 


Asp 


Met 


Asn 
270 




Thr 


Glu 


Asn 


Gly 


Gly 
275 


Trp 


Thr 


Val 


He 


Gin 
280 


Asn 


Arg 


Gin 


Asp 


Gly 
285 




Ser 


Phe 


Asp 


Phe 


Gly 
290 


Arg 


Lys 


Trp 


Asp 


Pro 
295 


Tyr 


Lys 


Gin 


Gly 


Phe 
300 




Gly 


Asn 


Val 


Ala 


Thr 


Asn 


Thr 


Asp 


Gly 


Lys 


Asn 


Tyr 


Cys 


Gly Leu 












305 










310 










315 




Pro 


Gly 


Glu 


Tyr 


Trp 
320 


Leu 


Gly 


Asn 


Asp 


Lys 
325 


He 


Ser 


Gin 


Leu 


Thr 
330 




Arg 


Met 


Gly 


Pro 


Thr 
335 


Glu 


Leu 


Leu 


He 


Glu 
340 


Met 


Glu 


Asp 


Trp 


Lys 
345 




Gly 


Asp 


Lys 


Val 


Lys 
350 


Ala 


His 


Tyr 


Gly 


Gly 
355 


Phe 


Thr 


Val 


Gin 


Asn 
360 



43 
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Glu 


Ala 


Asn 


Lys Tyr 
365 


Gin 


He 


Ser 


Val 


Asn 
370 


Lys Tyr 


Arg 


Gly 


Thr 
375 


Ala 


Gly 


Asn 


Ala Leu 
380 


Met 


Asp 


Gly 


Ala 


Ser 
385 


Gin Leu 


Met 


Gly 


Glu 
390 


Asn 


Arg 


Thr 


Met Thr 
395 


He 


His 


Asn 


Gly 


Met 
400 


Phe Phe 


Ser 


Thr 


Tyr 
405 


Asp 


Arg 


Asp 


Asn Asp 
410 


Gly 


Trp 


Leu 


Thr 


Ser 
415 


Asp Pro 


Arg 


Lys 


Gin 
420 


Cys 


Ser 


Lys 


Glu Asp 
425 


Glv 


Glv 


Glv 


TriD 


TrD 
430 


Tyr Asn 


Arg 


Cys 


His 
435 


Ala 


Ala 


Asn 


Pro Asn 
440 


Gly 


Arg 


Tyr 


Tyr 


Trp 
445 


Gly Gly 


Gin 


Tyr 


Thr 
450 


Trp 


Asp 


Met 


Ala Lys 
455 


His 


Gly 


Thr 


Asp 


Asp 
460 


Gly Val 


Val 


Trp 


Met 
465 


Asn 


Trp 


Lys 


Gly Ser 
470 


Trp 


Tyr 


Ser 


Met 


Lys 
475 


Lys Met 


Ser 


Met 


Lys 
480 


He 


Arg 


Pro 


Phe Phe 
485 


Pro 


Gin 


Gin 















<210> 34 
<211> 852 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 2517374CB1 

<400> 34 

agacacagag taaacttttg 
actgcaccct gcagccacca 
gctgtcctgg gttcttacag 
gtgtgccaac ctagtaccgg 
gtggttttat atcgcatcgg 
ccaagcaacc ttcttttact 
gtaccagacc cgacaggacc 
aaatgggacc atctccagat 
cagggacacc aagacctaca 
gtctgtctat gctgacaagc 
tctcgactgc ttgcgcattc 
gtgtgagcca ctggagaagc 
gcaggacaca gccttggttc 
catgtgtacc tcagcttttt 
taaaaaaaaa aa 

<210> 35 
<211> 201 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 2517374CD1 

<400> 35 

Met Ala Leu Ser Trp Val Leu Thr Val Leu Ser Leu Leu Pro Leu 
15 10 15 



ctgggctcca agtgaccgcc 
gcactgcctg gctccacgtg 
tcctgagcct cctacctctg 
tgcccatcac caacgccacc 
cctttcgaaa cgaggagtac 
tcacccccaa caagacagag 
agtgcatcta taacaccacc 
acgtgggagg ccaagagcat 
tgcttgcttt tgacgtgaac 
cagagacgac caaggagcaa 
ccaagtcaga tgtcgtgtac 
agcacgagaa ggagaggaaa 
aggacagaga cttgggggcc 
ccctcacttg catcaataaa 



catagtttat tataaaggtg 60 
cctcctggtc tcagtatggc 120 
ctggaagccc agatcccatt 180 
ctggaccgga tcactggcaa 240 
aataagtcgg ttcaggagat 300 
gacacgatct ttctcagaga 3 60 
tacctgaatg tccagcggga 420 
ttcgctcact tgctgatcct 480 
gatgagaaga actgggggct 540 
ctgggagagt tctacgaagc 600 
accgattgga aaaaggataa 660 
caggaggagg gggaatccta 720 
atcctgcccc tccaacccga 780 
gcttctgtgt ttggaacagc 840 

852 



44 



PA- 003 5 US 



Leu Glu Ala Gin lie Pro Leu Cys 
20 

lie Thr Asn Ala Thr Leu Asp Arg 
35 

lie Ala Ser Ala Phe Arg Asn Glu 
50 

Glu lie Gin Ala Thr Phe Phe Tyr 
65 

Asp Thr lie Phe Leu Arg Glu Tyr 
80 

lie Tyr Asn Thr Thr Tyr Leu Asn 
95 

lie Ser Arg Tyr Val Gly Gly Gin 
110 

lie Leu Arg Asp Thr Lys Thr Tyr 
125 

Asp Glu Lys Asn Trp Gly Leu Ser 
140 

Thr Thr Lys Glu Gin Leu Gly Glu 
155 

Leu Arg lie Pro Lys Ser Asp Val 
170 

Asp Lys Cys Glu Pro Leu Glu Lys 
185 

Gin Glu Glu Gly Glu Ser 
200 

<210> 36 

<211> 483 

<212> DNA 

<213> Homo sapiens 



Ala 


Asn 


Leu 


Val 


Pro 


Val 


Pro 




25 










30 


lie 


Thr 


Gly Lys 


Tro 


Phe 


Tvr 




40 










45 


Glu 


Tvr 


Asn 


Lys 


Ser 


Val 


Gin 




55 










60 


Phe 


Thr 


Pro 


Asn 


Lys 


Thr 


Glu 




70 










75 


Gin 


Thr 


Arg 


Gin 


Asp 


Gin 


Cys 




85 










90 


Val 


Gin 


Arg 


Glu 


Asn 


Gly 


Thr 




100 










105 


VJJ-L U. 


XI _L O 


Phe 


Ala 




T .(Oi i 

J-J" Li 


Leu 




115 

J- J r 










120 


l v lcr L 


Leu 


Ala 


Phe 




V Ci JL 


Asn 




130 










135 


Val 


Tyr 


Ala 


Asp 


Lys 


Pro 


Glu 




145 










150 


Phe 


Tyr 


Glu 


Ala 


Leu 


Asp 


Cys 




160 










165 


Val 


Tyr 


Thr 


Asp 


Trp 


Lys 


Lys 




175 










180 


Gin 


His 


Glu 


Lys 


Glu 


Arg 


Lys 




190 










195 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 030850.7 



<400> 36 

ctggatggag 

agtgtggcac 

gagttcctgg 

gcagcaaacc 

tatcacatta 

atgttcttgt 

gatgccaaag 

ctgtgcggct 

tec 



caggaaaaac 
ccacccaagg 
agaatcacag 
cagtacttcc 
cagatatcca 
ttggaaccta 
acttgattgc 
cacgactgag 



cagtgtcctg 
tttccatgea 
ccgattacct 
tctggttgtg 
tgaagctttg 
cctgactaag 
acagctggct 
atgtcatcag 



cactctctag 
gtttgeatea 
gaagecaaga 
tttgeaaaca 
gcattatctg 
aatggctcag 
gcagatgtgc 
tgttgaatgg 



cttcaaacag 
acactgaaga 
aataccttca 
aacaggatct 
aagtgggaaa 
agataccctc 
agtgaccagg 
caggcttgaa 



agtccagcac 60 
cagecagatg 120 
tcagctaatt 180 
tgaagcagee 240 
tgacaggaag 3 00 
caccatgcaa 360 
actcagccca 420 
gecaaaggtt 480 
483 



<210> 37 

<211> 567 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 237416.12c 



<220> 



PA-0035 US 



<221> unsure 

<222> 33, 483, 500 

<223> a, t, c, g, or other 



<400> 37 

tgaataaaaa cttaactaac aatcacgtaa 
cttgtttctt ctccccaaca gtgaatcatc 
cctttcacgt cttactactc tccaaatcgg 
aggggttcct ctacagcttt cctaggaggt 
aataacaaat aagaatataa atttaataaa 
aattttaaga taaaatgttc agggctaaaa 
ttccagctct gacagtctat tcaaacatgc 
aaaaatgaag caaataaccc atctacatca 
ccnaattttc ccccaaatcn gccacttgtt 
acataccccc accatgggtg ctccatc 



ggntctcata ggtgacaacc agttactttt 60 
aaggccatgg tgcttaaaca caagtgtatt 120 
agtccatcac ttcacttcag ttattcatta 180 
tgtatagtct tctgattgga agctgatata 240 
tgaaataaac taaggcattt ggtaatgttt 300 
ctaaaggtgc cagagatgtt aatgaaagag 3 60 
tgaatattct tgattatata cactgatttg 420 
aatagtaaac acattctctc atttgtttat 480 
acactggctg gtgggaaaat gctgtcacca 540 

567 



<210> 38 
<211> 1003 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 237416.14 



<400> 38 

atagcatttt acctaaagta gaacttcttt 
catttgtttt ttttataagg aagctatctc 
tccctttcgt cactttgctc atgtactgta 
gaagcagtga aaaaggcaac tcagaaagct 
ctatctgagt attttcttta gtttgttagc 
gggagtgatg tggagaaaga gactgagctt 
atggagtagt ggggacaaat tctggcacat 
gaggatggag cacccatggt gggggtatgt 
aacaagtggc tgatttgggg gaaagatggc 
tgatgtagat gggttatttg cttcattttt 
gcatgtttga atagactgtc agagctggaa 
ttttagccct gaacatttta tcttaaaatt 
tttattaaat ttatattctt atttgttatt 
acctcctagg aataactgaa gtgaagtgat 
aaaggaatac acttgtgttt aagcaccatg 
acaagaaaag taactggttg tcacctatga 
attcaaagca gctgtaattt agttactaca 



tataattgga gccaccacgg ccagccttct 60 
ttcttccctc cccaactagg gtattctttt 120 
ttccttcaac ttcattaatg aatccatttg 180 
aagaagaaat agatagagga atactcagag 240 
tctttggagc tttgaaactg gaaagaccca 300 
gtaagacaca ggagcagtga gctaagggag 3 60 
tctgtctaca ctctgggtag atagaggagg 42 0 
tggtgacagc attttcccac cagccagtgt 480 
ataaacaaat gagagaatgt gtttactatt 540 
caaatcagtg tatataatca agaatattca 600 
ctctttcatt aacatctctg gcacctttag 660 
aaacattacc aaatgcctta gtttatttca 720 
tatatcagct tccaatcaga agactataca 7 80 
ggactccgat ttggagagta gtaagacgtg 840 
gccttgatga ttcactgttg gggagaagaa 900 
gacccttacg tgattgttag ttaagttttt 960 
ataattatga tct 1003 



<210> 39 
<211> 6868 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1269631CB1 



<400> 39 

ccggcccagc ggctctcctg gcctcgcgct gcacattctc tcctggcggc ggcgccacct 60 
gcagtagcgt tcgcccgaac atggcgacac ggagcagcag gagggagtcg cgactcccgt 12 0 
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tcctattcac cctggtcgca ctgctgccgc 
ggctgcacgg cggcagcgcg cccttgcccc 
acccgcgcga gctgcggctg tgggcgcgcg 
agaagccgct ccggaggaaa cggagcgctg 
gacaggttag tctgaatgat tcccacaatc 
gcaacgtgat cgtggccttg gcccgagata 
atgtgtacgt gtcttacgac tatggaaaat 
ttggcttggg aaataggagt gaagctgtta 
acaagcggta catctttgca gacgcttatg 
gcaacactct tcaaggcttt tccatcccat 
aggcctccaa ccttctcttg ggctttgaca 
cagatgactt tggccagacc tggatcatga 
gaattgatcc ctatgacaaa ccaaatacca 
actccactgt cttccgaagt acagatttct 
ttgaggaagt gagagatttt cagcttcggg 
atctcttggg cagtgaacag cagtcttctg 
ccatgagagc agcccagttt gtcacaagac 
cctccgagga ccaggtgttt gtgtgtgtca 
tctcagaggc agaggggctg aagttctccc 
caggaggggc cggcagtgac accttggtga 
tccaccgagt ggaaggattg caaggagtct 
atgaggagaa catgagatcg gtcatcacct 
aggctccagc cttcacggga tatggagaga 
cccttcatct ggctcagcgc ctcagtcagc 
tcctgtccaa ggagtcggct ccaggcctca 
tggctagcaa gacaaacgtg tacatctcta 
ttcctggacc tcactactac acatggggag 
agggcatgga aaccaacgag ctaaaataca 
tcatcttctc tgagaagcca gtgtttgtgt 
gcactgtctt caccatcttt ggctcgaaca 
aggtcaatgc cacggatgcc ttgggagttc 
caccatctga tgagcggggg aatgagtgtt 
ggacccccca tgccacatgc ttcaatggag 
actgctcctg cacccgggag gactatgagt 
tgtcattaga ggtttgtgtt ccagatccgg 
tgccttgccc tgtgggttct acttacagga 
acacttgtag cggaggagat gttgaagcgc 
tggcagaaga gaacgagttc attctgtatg 
tggcctcggg agccaccgag cagttgcctc 
actttgacta tgagcacaac tgtttgtatt 
gcctctgttt gaatggaagc acagggcaag 
tagaagcttt ggcttttgaa cccctcagcc 
aaaagattga ggtagctaat ccagatggcg 
tgcttgatcg tcccagggct ctggtcctcg 
actggggaga cctgaagcct gggatttatc 
acctggtgtc tgaggatgtg aagtggccca 
actggacgga tgcctacctg gagtgcatag 
ctgtcattct ggacaacctc ccgcacccct 
actgggatga ctggtcacag ctcagcatat 
tggagattct ggcaaaccag ctcacggggc 
agaacactgg aagcaatgcc tgtgtgccca 
ccaacaacag tagaagctgc aggtgtccag 
gggacctgat gtgtgactgc cctcagggct 
aagagaacac ctgtcttcgc aaccagtatc 
tttggtggtg tgactttgac aacgactgtg 
ccaccatctg tgacctggac acccagtttc 



ccggagctct ctgcgaagtc tggacgcaga 180 
aggaccgggg cttcctcgtg gtgcagggcg 240 
gggatgccag gggggcgagc cgcgcggacg 300 
ccctgcagcc cgagcccatc aaggtgtacg 3 60 
agatggtggt gcactgggct ggagagaaaa 420 
gcctggcatt ggcgaggccc aagagcagtg 480 
cattcaagaa aatttcagac aagttaaact 540 
tcgcccagtt ctaccacagc cctgcggaca 600 
cccagtacct ctggatcacg tttgacttct 660 
ttcgggcagc tgatctcctc ctacacagta 720 
ggtcccaccc caacaagcag ctgtggaagt 780 
ttcaggaaca tgtcaagtcc ttttcttggg 840 
tctacattga acgacacgaa ccctctggct 900 
tccagtcccg ggaaaaccag gaagtgatcc 960 
acaagtacat gtttgctaca aaggtggtgc 1020 
tccagctctg ggtctccttt ggccggaagc 1080 
atcctattaa tgaatattac atcgcagatg 1140 
gccacagtaa caaccgcacc aatttataca 1200 
tgtccttgga gaacgtgctc tattacagcc 12 60 
ggtattttgc aaatgaacca tttgctgact 1320 
acattgctac tctgattaat ggttctatga 13 80 
ttgacaaagg gggaacctgg gagtttcttc 1440 
aaatcaattg tgagctttcc cagggctgtt 1500 
tcctcaacct ccagctccgg agaatgccca 15 60 
tcatcgccac tggctcagtg ggaaagaact 1620 
gcagtgctgg agccaggtgg cgagaggcac 16 80 
accacggcgg aatcatcacg gccattgccc 1740 
gtaccaatga aggggagacc tggaaaacat 1800 
atggcctcct cacagaacct ggggagaaga 1860 
aagagaatgt ccacagctgg ctgatcctcc 192 0 
cctgcacaga gaatgactac aagctgtggt 1980 
tgctgggaca caagactgtt ttcaaacggc 2 040 
aggactttga caggccggtg gtcgtgtcca 2100 
gtgacttcgg tttcaagatg agtgaagatt 2160 
aattttctgg aaagtcatac tcccctcctg 2220 
gaacgagagg ctaccggaag atttctgggg 2280 
gactggaagg agagctggtc ccctgtcccc 2340 
ctgtgaggaa atccatctac cgctatgacc 2400 
tcaccgggct acgggcagca gtggccctgg 2460 
ggtccgacct ggccttggac gtcatccagc 2520 
aggtgatcat caattctggc ctggagacag 2 580 
agctgcttta ctgggtagat gcaggcttca 2 640 
acttccgact cacaatcgtc aattcctctg 2700 
tgccccaaga gggggtgatg ttctggacag 2760 
ggagcaatat ggatggttct gctgcctatc 2820 
atggcatctc tgtggacgac cagtggattt 2880 
agcggatcac gttcagtggc cagcagcgct 2940 
atgccattgc tgtctttaag aatgaaatct 3000 
tccgagcttc caaatacagt gggtcccaga 3 060 
tcatggacat gaagattttc tacaagggga 312 0 
ggccatgcag cctgctgtgc ctgcccaagg 3180 
aggatgtgtc cagcagtgtg cttccatcag 3240 
atcagctcaa gaacaatacc tgtgtcaaag 3300 
gctgcagcaa cgggaactgt atcaacagca 3360 
gagacatgag cgatgagaga aactgcccta 3 42 0 
gttgccagga gtctgggact tgtatcccac 3480 
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tgtcctataa atgtgacctt gaggatgact 
aaatgcacca gtgccggagt gacgagtaca 
cctgggtatg tgacggggac aacgactgca 
ccatctatca cacctgtgag gcctccaact 
agcggtgggc gtgtgacggg gatacggact 
actgtgagaa gaagtgcaat ggattccgct 
aacattgtga tggtctgcgt gattgctctg 
tctgtacgca cttcatggac tttgtgtgta 
tggtctgtga cggaatcatc cagtgccgcg 
gatgctccca agatcctgag ttccacaagg 
atggagtgtg catcagtttg atttggaagt 
ctgatgaagc caactgcgaa aaccccacag 
ttcggtgtga gaatggccac tgcatcccca 
gtggggactg gtctgatgag aaggattgtg 
ctgggccctc cacgtgtctg cccaattact 
acacctgggt gtgcgacggg taccgagatt 
ccttgcttgc aaacgtcact gctgcctcca 
ttgagttcga atgccaccaa ccgaagacgt 
accaagattg ccaggatggc cgggacgagg 
gcatgagcag ggagttccag tgcgaggacg 
gcgacggctt cctggactgc tcggacgaga 
ctgtgtacaa agtacagaat cttcagtgga 
cctggatgag gcccaaaaaa atgccctctg 
tggttggaga gagcatatgg aagactctgg 
taaaagtctt gaaaccagat accacgtatc 
aggcacacaa caccaatgac tttgtgaccc 
ctcgaaatct ccagctgtca ctccccaggg 
ctcctcccat ccacacccat ggcctcatcc 
gttccaagat gtgggcctcc cagagggctg 
tggtcaacac tctatacacc gtcagagtgg 
ggagcgattc taaatccatt accaccataa 
acattgacag ctatggtgaa aattatctaa 
aggtgaatgg ctatgtggtg aaccttttct 
gaactttgaa cttccgagga agcatattgt 
catcctatga gatttctgcc tgggccaaga 
agcatgttat gaccagaggg gttcgcccac 
accagactgc agtggaatgt acctggaccg 
atgccacgtc ctttcttgac ctctatcgca 
acaaaacggt cattgtcagt aaggatgagc 
cctaccaggg gccatcctct gactacgttg 
caccccgtca cctgcatgtg gttcatacgg 
caccgtatga ctctcctgac caggacttgt 
gaaagactga caggagctac aaagtaaaat 
acaagttgga gcctggcggg aaataccaca 
attccagcat aaaaattacc acagtttcat 
cagaaaatga tcatgttctt ctgttttgga 
atgaaagcag gggctatgag atacacatgt 
ttgggaatac tactgacaat ttctttaaaa 
cgttcaccgt ccaagcaaga tgcctttttg 
tgctgtacga tgagctgggg tctggtgcag 
cggatgttgc tgctgtggtg gtgcccatct 
ggtttgccat cctgtacacg aagcaccgga 
acagccacta cagctccagg ctggggtccg 
aagatgatga agatgcccct atgataactg 
cctgaaagag ctttcctcac tagaaaccaa 
gttgatggtt tattttaaaa gatgcacttt 



gtggagacaa cagtgatgaa agtcattgtg 3540 
actgcagttc cggcatgtgc atccgctcct 3600 
gggactggtc tgatgaagcc aactgtaccg 3 660 
tccagtgccg aaacgggcac tgcatccccc 3720 
gccaggatgg ttccgatgag gatccagtca 3780 
gcccaaacgg cacttgcatc ccatccagca 3 840 
atggctccga tgaacagcac tgcgagcccc 3900 
agaaccgcca gcagtgcctg ttccactcca 3960 
acgggtccga tgaggatgcg gcgtttgcag 4020 
tatgtgatga gttcggtttc cagtgtcaga 4080 
gcgacgggat ggatgattgc ggcgattatt 4140 
aagccccaaa ctgctcccgc tacttccagt 4200 
acagatggaa atgtgacagg gagaacgact 42 60 
gagattcaca tattcttccc ttctcgactc 4320 
accgctgcag cagtgggacc tgcgtgatgg 43 80 
gtgcagatgg ctctgacgag gaagcctgcc 4440 
ctcccaccca acttgggcga tgtgaccgat 4500 
gtattcccaa ctggaagcgc tgtgacggcc 4560 
ccaattgccc cacacacagc accttgactt 4620 
gggaggcctg cattgtgctc tcggagcgct 4680 
gcgatgaaaa ggcctgcagt gatgagttga 4740 
cagctgactt ctctggggat gtgactttga 4800 
catcttgtgt atataatgtc tactacaggg 4860 
agacccacag caataagaca aacactgtat 4920 
aggttaaagt acaggttcag tgtctcagca 4980 
tgaggacccc agagggattg ccagatgccc 5040 
aagcagaagg tgtgattgta ggccactggg 5100 
gtgagtacat tgtagaatac agcaggagtg 5160 
ctagtaactt tacagaaatc aagaacttat 5220 
ctgcggtgac tagtcgtgga ataggaaact 52 80 
aaggaaaagt gatcccacca ccagatatcc 5340 
gcttcaccct gaccatggag agtgatatca 5400 
gggcatttga cacccacaag caagagagga 5460 
cacacaaagt tggcaatctg acagctcata 5520 
ctgacttggg ggatagccct ctggcatttg 5580 
ctgcacctag cctcaaggcc aaagccatca 5640 
gcccccggaa tgtggtttat ggtattttct 5700 
acccgaagag cttgactact tcactccaca 57 60 
agtatttgtt tctggtccgt gtagtggtac 5820 
tagtgaagat gatcccggac agcaggcttc 5880 
gcaaaacctc cgtggtcatc aagtgggaat 5940 
tgtatgcaat tgcagtcaaa gatctcataa 6000 
cccgtaacag cactgtggaa tacaccctta 6060 
tcattgtcca actggggaac atgagcaaag 6120 
tatcagcacc tgatgcctta aaaatcataa 6180 
aaagcctggc tttaaaggaa aagcatttta 6240 
ttgatagtgc catgaatatc acagcttacc 63 00 
tttccaacct gaagatgggt cataattaca 63 60 
gcaaccagat ctgtggggag cctgccatcc 642 0 
atgcatctgc aacgcaggct gccagatcta 6480 
tattcctgat actgctgagc ctgggggtgg 6540 
ggctgcagag cagcttcacc gccttcgcca 6600 
caatcttctc ctctggggat gacctggggg 6660 
gattttcaga tgacgtcccc atggtgatag 672 0 
atggtgtaaa tattttattt gataaagata 6780 
gagttgcaat atgttatttt tatatgggcc 6840 
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aaaaacaaaa aacaaaaaaa aaaaaaaa 6 868 

<210> 40 
<211> 2214 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1269631CD1 

<400> 40 

Met Ala Thr Arg Ser Ser Arg Arg Glu Ser Arg Leu Pro Phe Leu 
15 10 15 

Phe Thr Leu Val Ala Leu Leu Pro Pro Gly Ala Leu Cys Glu Val 
20 25 30 

Trp Thr Gin Arg Leu His Gly Gly Ser Ala Pro Leu Pro Gin Asp 
35 40 45 

Arg Gly Phe Leu Val Val Gin Gly Asp Pro Arg Glu Leu Arg Leu 
50 55 60 

Trp Ala Arg Gly Asp Ala Arg Gly Ala Ser Arg Ala Asp Glu Lys 
65 70 75 

Pro Leu Arg Arg Lys Arg Ser Ala Ala Leu Gin Pro Glu Pro lie 
80 85 90 

Lys Val Tyr Gly Gin Val Ser Leu Asn Asp Ser His Asn Gin Met 
95 100 105 

Val Val His Trp Ala Gly Glu Lys Ser Asn Val lie Val Ala Leu 

110 115 120 

Ala Arg Asp Ser Leu Ala Leu Ala Arg Pro Lys Ser Ser Asp Val 

125 130 135 

Tyr Val Ser Tyr Asp Tyr Gly Lys Ser Phe Lys Lys lie Ser Asp 

140 145 150 

Lys Leu Asn Phe Gly Leu Gly Asn Arg Ser Glu Ala Val lie Ala 

155 160 165 

Gin Phe Tyr His Ser Pro Ala Asp Asn Lys Arg Tyr lie Phe Ala 

170 175 180 

Asp Ala Tyr Ala Gin Tyr Leu Trp lie Thr Phe Asp Phe Cys Asn 

185 190 195 

Thr Leu Gin Gly Phe Ser lie Pro Phe Arg Ala Ala Asp Leu Leu 

200 205 210 

Leu His Ser Lys Ala Ser Asn Leu Leu Leu Gly Phe Asp Arg Ser 

215 220 225 

His Pro Asn Lys Gin Leu Trp Lys Ser Asp Asp Phe Gly Gin Thr 

230 235 240 

Trp lie Met lie Gin Glu His Val Lys Ser Phe Ser Trp Gly lie 

245 250 255 

Asp Pro Tyr Asp Lys Pro Asn Thr lie Tyr lie Glu Arg His Glu 

260 265 270 

Pro Ser Gly Tyr Ser Thr Val Phe Arg Ser Thr Asp Phe Phe Gin 

275 280 285 

Ser Arg Glu Asn Gin Glu Val lie Leu Glu Glu Val Arg Asp Phe 

290 295 300 

Gin Leu Arg Asp Lys Tyr Met Phe Ala Thr Lys Val Val His Leu 

305 310 315 

Leu Gly Ser Glu Gin Gin Ser Ser Val Gin Leu Trp Val Ser Phe 

320 325 330 
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Met 
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He 
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Ser 
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Ser 


Asn 
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Arg 
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370 


Lys 


Phe 


Ser 
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Ser 
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Ala 


Gly 
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Ala 


Thr 


Leu 


He 


Asn 
430 


Val 


He 


Thr 


Phe 


Asp 
445 




A 1 ^ 

111 a. 


it lit; 


Thr 


Gly 
460 


PI n 


Pi \r 


v^y £=> 


OCX 


Leu 
475 


Asn 


Leu 


Pi r> 


Leu 


Arg 
490 


Pro 


\jiy 


Leu 


Tl 0 

ixe 


Tl 0 

xxe 
505 




Lys 


xrir 


Asn 


vdl 

520 


ax y 


Pi T T 
vjX U. 


A 1 3 
riXa. 


Xicu 


ri 0 

535 


Pi 17 

oxy 


Pi W 


Tl 0 
lie 


Tl 0 
11c 


X I IX 

550 


Leu 


T ire* 
Xjyo 


iyr 


OCX 


Tin t~ 
X I IX 

565 


r^iic 


OCi 


pi n 

Ul Li 


Lys 


Pro 
580 




Pi n 
bill 


Lys 


OCX 


X 111 

595 


A cn 
noli 


1 

Veil 


ni 0 


OCX 


T"m 
xxy 

610 


Leu 


Gly 


Val 


Pro 


Cys 
625 


OCX 




\J J- IX 


Arg 


Gly 
640 


Phe 


Lys 


Arg 


Arg 


Thr 
655 


Phe 




Arg 


Pro 


Val 
670 


Asp 


Tyr 


Pi n 
ux u 


L-y 0 


Asp 
685 


Leu 


Glu 


Val 


Cys 


Val 
700 


Ser 


Pro 


Pro 


Val 


Pro 
715 


Arg 


Gly 


Tyr 


Arg 


Lys 
730 


Val 


Glu 


Ala 


Arg 


Leu 
745 



Val 


Thr 


Arg 


His 


Pro 
345 


Glu 


Asp 


Gin 


Val 


Phe 
360 


Asn 


Leu 


Tvr 


He 


Ser 
375 


Leu 


Glu 


Asn 


Val 


Leu 
390 


Thr 


Leu 


Val 


Arg 


Tvr 
405 


Arg 


Val 


Glu 


Gly 


Leu 
420 


Gly 


Ser 


Met 


Asn 


Glu 
435 


Lys 


Glv 


Glv 


Thr 


Trp 
450 


Tvr 

iy x 


Gly 


Glu 


Lys 


He 
465 


nib 


UC LL 


r^.X CL 


nl n 

UXll 


A "rrr 

480 


Arg 


i ¥ ic l, 




lie 


JJCU 

495 


■fiXci 


X 111 


Pi \r 


OCX 


V;=i1 
Vol 

510 


iyr 


Tip 

lie 


Cor 
Del 


Cor 
Del 


C O V" 
OCX 

525 


Gly 


Pro 


His 


Tvr 
xyx 


Tvr 
xyx 

540 


Ala 


He 


Ala 


Gin 


Gly 
555 


Asn 


Glu 


Gly 


Glu 


Thr 
570 


Val 


Phe 


Val 


Tvr 
xyx 


Gly 

585 


Val 


Phe 


Thr 


He 


Phe 
600 


xjc u. 


Tl p 
11c 


Leu 


Gin 


Val 
615 


Thr 


Glu 


Asn 


Asp 


Tvr 

j.y j- 

630 


Asn 


Glu 


Cys 


Leu 


Leu 
645 


Pro 


His 


Ala 


Thr 


Cys 
660 


Val 


Val 


Ser 


Asn 


Cys 
675 


Phe 


Gly 


Phe 


Lys 


Met 
690 


Pro 


Asp 


Pro 


Glu 


Phe 
705 


Cys 


Pro 


Val 


Gly 


Ser 
720 


He 


Ser 


Gly 


Asp 


Thr 
735 


Glu 


Gly 


Glu 


Leu 


Val 
750 



PA-0035 US 



Pro 




Pro 


755 


Ai y 


Lys 


Ser 


lie Tyr 
770 


Gin 


Leu 


Pro 


T .pi l <p"h T 

J_JVl * UX -1 111 

785 




TK r~r~ 

iyr 


m n 


U"! a A an 

800 


V Cll 


Tl p 


pi n 


rix y ±j c- Li 

815 


Tl p 


Tl P 

1 1C 


Asn 


Ser Gly 
830 


Prn 

JTl LJ 






vjj.il ut; Li 

845 


Tl a 
IXC 


Vjt J_ U. 


V d 1 


Ala 7\ en 
iila retail 

860 


Asn 


Ser 


Ser 


875 


Gin 


GIU 


Gly 


vai Met 
890 


p i , r 
Giy 


lie 


Tyr 


Arg Ser 
905 


Val 


Ser 


Glu 


Asp val 
920 


Gin 


Trp 


Tic 

lie 


l y r J. r p 
935 


lie 


Thr 


Phe 


ber Gly 
950 


Pro 


tilS 


Pro 


iyr Aia 
965 


Asp 


Asp 


Trp 


ber Gin 
980 


Gly 


O /-N -l^ 


Ply, 

Gin 


Met, G1U 
995 


Asp 


jxiei- 


Lys 


lie jrne 
1010 


P^ rc 


Vai 


ID •v~r\ 
trX.O 


-«J_ y Jr X o 

1025 


Asn 


Ser 


Arg 


oer Lys 

1040 


Leu 


Pro 


Ser 


Giy Asp 
1055 


Leu 


Lys 


Asn 


Asn Thr 
1070 


Asn 


pi -r> 
Gin 


Tyr 


Arg Cys 
1085 


Trp 


Cys 


Asp 


T~)l"i s~\ 7V >~v 

jrne Asp 
1100 


Asn 


Cys 


Pro 


Thr Thr 
1115 


Gin 


Glu 


Ser 


Gly Thr 
1130 


Glu 


Asp 


Asp 


Cys Gly 
1145 


His 


Gin 


Cys 


Arg Ser 
1160 



Glu 


Glu 


Asn 


Glu Phe 








760 


Arg 


Tvr 


Asp 


Leu Ala 








775 


Gly 


Leu 


Arcr 


Ala Ala 








790 


Cys 


Leu 


iy i 


Trp Ser 








805 


Cys 


Leu 


Asn 


Gly Ser 








820 


Leu 


Glu 


Thr 


Val Glu 

V -J- \J -i- "wi 








835 


Leu 


Tvr* 


i i y 










850 


Pro 


Asp 


Gly 


A cn P"h P 








8 65 


nop 


jrij. y 


Jr 1 vj 


A TTT A 1 3 
-rVl y iii.1 a 

ft ft n 


±\ne 


Trp 


Thr 


oou 

Asp i rp 








ft Q R 
0-7 3 


Asn 


i v ie l. 


Asp 


Giy ber 








yiu 


Lys 


Trp 


Pro 


Asn Giy 








i7 / D 


inr 


Asp 


Ala 


iyr lieu 








J 'iu 


•oJ.ll 


pi T—1 

VjlIT. 


Arg 


Car T 7-= 1 
Ocil val 








Q R R 


ne 


Ala 


Val 












Leu 


OC1 


Tip 

lie 










z> o _> 


lie 


L6U 


ilia 


Aon pi n 
iiSn Gill 










iyr 


Lys 


uiy 


lj_y O rioll 








1015 


L__y £> 


OCl 


J_IC LI 










1030 


Arg 




Dm 
Jr 1 \J 


n T 1 1 A en 
ul U fioL; 








1045 


Leu 


1X1 1! L 


Cys 


fiby L.yo 








1UDU 


Cys 


17"a 1 
Veil 


Lys 


pi in pin 








1075 


OfciX 


Asn 


\jjiy 










1090 


Asn 


Asp 




pi \r A c; y\ 
bly nby 








1105 


He 


Cys 


Asp 


Leu Asp 








1120 


Cys 


He 


Pro 


Leu Ser 








1135 


Asp 


Asn 


Ser 


Asp Glu 








1150 


Asp 


Glu 


Tyr 


Asn Cys 








1165 



He 


Leu 


Tvr 


Ala Val 








765 


Ser 


Gly 


Ala 


Thr Glu 








780 


Val 


Ala 


Leu 


Asp Phe 








795 


Asp 


Leu 


Ala 


J—i t; LI j!t.o^-/ 








810 


Thr 


Gly 


Gin 


nix i VrI 








825 


Ala 


Leu 


Ala 


Phe Glu 








840 


Ala 


Gly 


Phe 










855 


Arg 


Leu 


Thr 


He Val 








870 




V CL 1 


T.pi i 

J-J" Li 


Val Pro 








ft ft^ 


Giy 


Asp 


Leu 


T t re "D -v— <-~\ 

juys jrro 








-7 U U 


Aia 


7\ 1 -a 

Aia 


Tyr 


His Leu 








jij 


lie 


Ser 


vai 


Asp Asp 








OOP) 


pin 

G1U 


Cys 


Tl Q 

i le 


G1U Aiy 








Q A R 


Tic 

ne 


Leu 


Asp 


Asn jjeu 








o u 


Asn 


G1U 


Tl o 

lie 


i y r l r p 








07c 

y / D 


Ala 

Aia 


Ser 


Lys 


iyr oer 








qqn 

J y U 


Leu 


1 111 


pl,T 


J_it: U. l v lcL 








1 on s 

lvU J 


i iir 


uiy 


Cor 
DC! 


A cn Ala 
Abll nla 








1020 




Prn 
irl \J 


u_y o 


1*1 a A on 








1035 


val 


oer 


oer 


Cq-k- U a 1 
Ofcrl Val 








1 osn 

1UJU 


Jri L/ 


pi -n 




(TH J"K- Pi -K> 

lyi ljiii 








1065 


Asn 


Tin r 
i 111 


uyiD 


T D1 1 A TTT 

lieu, ril y 








1 U O V 


Tl ^ 

life; 


Asn 


Car 
O^l 


lit; iip 








lu J J 


i v iet. 


Ser 


Asp 


pi n 7\ v-rr 

oiu Ary 








1110 


Thr 


Gin 


Phe 


Arg Cys 








1125 


Tyr 


Lys 


Cys 


Asp Leu 








1140 


Ser 


His 


Cys 


Glu Met 








1155 


Ser 


Ser 


Gly 


Met Cys 








1170 
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He 


Arg 


Ser 


Ser Trp 








1175 




Ser 


Asp 


Glu Ala 








1190 


Ala 


Ser 


Asn 


Phe Gin 








1205 


x±.y 


Ala 


Cys 


Asd Glv 








1220 


Asp 


Pro 


Val 


Asn Cys 








1235 


Asn 


Gly 


Thr 


Cys lie 








1250 


Asp 


Cys 


Ser 


A or> m v 








1265 


Thy 
1 ixx 


Hi 


Php 

IT I1C 


Mpf" A cn 

l ie L- JriO Jv-/ 








1280 


iriie 


U-J a 

ril£=> 


o6i 


Mot- Val 








_L Zt Z* ~> 


Coy 


Asp 


Pin 


rib p Aid 








1310 


iriie 




Lys 


Hal Pt7Q 

Vdl Lyb 










vai 


Cys 


lie 


Ser Leu 








1 ^ /! n 

1 J 41 u 




Asp 


m 

Tyr 


oer Asp 








1 ^ R s 


Pro 


Asn 




jcI AX y 








1 ?70 


Cys 


lie 


Pro 


ASU Aiy 








1 ope 


Asp 


irp 


O fcrX 


A c:t^ Pin 
rio|J trl LI 










ir a It: 


OtrX 


TViy 


Prn Pl a/ - 
it x lj ui_y 








1415 


P-\ 70 




oei 


o-iy nix 








143 0 


Tyr 


Arcj 


Asp 


k_y;b Aid 








1 AAS 


Leu 


A 1 •= 

AXd 


Asn 


VdX nil 








1 A60 


Lyb 


Asp 


Arg 


Php Pin 
JT lit: Vjj j. u. 








X *± / J 


Pro 


Asn 


Trp 


.uys iir y 








1490 


Arg 


Asp 


Glu 


A 1 & A cjn 








1505 




Arg 


L?l U 


P*h(a Pl n 
Jrllfc: *j111 








1520 


Ser 


Glu 


Arg 


Cys Asp 








1535 


Glu 


Lys 


Ala 


Cys Ser 








1550 


Leu 


Gin 


Trp 


Thr Ala 








1565 


Met 


Arg 


Pro 


Lys Lys 








1580 



Val 


Cys 


Asp 


Gly Asp 
1180 


Asn 


Cys 


Thr 


Ala He 
1195 


Cys 


Arg 


Asn 


Gly His 
1210 


Asp 


Thr 


Asp 


Cys Gin 
1225 


Glu 


Lys 


Lys 


Cys Asn 
1240 


Pro 


Ser 


Ser 


Lvs His 
1255 


Ser 


Asp 


Glu 


Gin His 
1270 


Phe 


Val 


Cys 


T,vq Asn 
1285 


L~ Y O 




nl \ 7 


Tip Tip 
lie x x e 

1300 


Ala 


Phe 


Ala 


Gly Cys 
1315 


A 

ri.O]J 


pi n 


Php 

it lit: 


VJX_y XrlAt- 

1330 


Tl p 
lie 


irp 


Lys 


P\7"c; A qn 

1345 


Pi n 


Al 3 
x-iX d 


Asn 


P^rc Pi n 

1360 


xyr 


c lit; 


VjJ.lI 


1375 


irp 


Lys 




7\ cm A yrf 
rio ^> jriX y 

1390 




Asp 




Pl A 
ui_y riD^j 

1405 


Pro 


Ser 


Thr 


\ _y O J— l~ Li. 

1420 


PVQ 


Val 


Met 


Aqti Thy 
1435 


A on 


Pi \7 

vjX Y 


Cor 

OCX 


A an Pin 
nop ulU 

1450 


Ala 


Ala 


OCl 


Thr Pro 
1465 


t lit; 


ri~\ 1 1 


P\/c: 


R-J c: Prl n 

1480 




Asp 


Pi \r 


u-| q Pl n 
nib VjjXII 

1495 


Cys 


Pro 


Thr 


His Ser 
1510 




nl ii 




Pl v Pi n 
wX Li 

1525 


Gly 


Phe 


Leu 


Asp Cys 
1540 


Asp 


Glu 


Leu 


Thr Val 
1555 


Asp 


Phe 


Ser 


Gly Asp 
1570 


Met 


Pro 


Ser 


Ala Ser 
1585 



Asn 


Asp 


Cys 


Arg Asp 
1185 


Tvr 


His 


Thr 


Cys Glu 
1200 


Cys 


He 


Pro 


Gin Ara 
1215 


Asp 


Gly 


Ser 


Asn Glu 
1230 


Gly 


Phe 


Arg 


Cys Pro 
1245 


Cys 


Asp 


Gly 


L/C Li /II. y 

1260 


Cys 


Glu 


Pro 


-LJt: Li \_-Y 

1275 


Arg 


Gin 


Gin 


Y ^ ucu 

1290 


Pin 


P"\ Td 


Arg 


A or^ Pl \r 
Afap uiy 

1305 




Pl -n 
tjrlll 


Asp 


Drn Pin 

1320 


Pi -n 


Lyb 


Pin 


Ac?n Pl \r 
rioii uiy 

1335 


Pl TJ" 

^aiy 




Asp 


1350 


Asn 


Pro 


Thr 


Pin Ala 
trlU Ala 

1365 


Cys 


Pin 


Asn 


\niy riis 
1380 


kjlU 


Asn 


Asp 


Pi r P 1 i j 

Lys vjiy 
1395 


Ser 


nib 


T1p 
11c 


lieu Jtrl (J 

1410 


r 1. \J 


Asn 


iyr 


jl Y x ax y 

1425 


irp 


V Ci X 


PWG 


A an P 1 t r 

1440 


Pin 


Aid 




ir x L/ Xj fcr U. 

1455 


1 Ilx 


Pl n 


Leu 


Pl \/ Ayrr 

1470 


Pro 


Lys 


X ill. 


tyb lie 

1485 


Asp 


L.ys 


Pl 


Asp vjriy 
1500 


L 11X 




Thr 


t- y ^ 1JL" I— 

1515 


Ala 


Cys 


T1p 
lit; 


Val LicU 

1530 


Ser 


Asp 


Glu 


Ser Asp 
1545 


Tyr 


Lys 


Val 


Gin Asn 
1560 


Val 


Thr 


Leu 


Thr Trp 
1575 


Cys 


Val 


Tyr 


Asn Val 
1590 
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Tvr 
-* 


Tvr 


Arg 


Val Val 


Gly 


Glu 


Ser 


He Trp 


Lys 


Thr 


Leu 


Glu Thr 










1595 








1600 








1605 




His 


Ser 


Asn 


Lys Thr 


Asn 


Thr 


Val 


Leu Lys 


Val 


Leu 


Lys 


Pro Asp 










1610 








1615 








1620 




Thr 


Thr 


Tyr 


Gin Val 


Lys 


Val 


Gin 


Val Gin Cys 


Leu 


Ser 


Lys Ala 










1625 








1630 








1635 




His 


Asn 


Thr 


Asn Asp 


Phe 


Val 


Thr 


Leu Arg 


Thr 


Pro 


Glu 


Gly Leu 










1640 








1645 








1650 




Pro 


Asp 


Ala 


Pro Arg 


Asn 


Leu 


Gin 


Leu Ser 


Leu 


Pro 


Arg 


Glu Ala 










1655 








1660 








1665 




Glu 


Glv 


Val 


He Val 


Glv 


His 


Trp 


Ala Pro 


Pro 


He 


His 


Thr His 










1670 








1675 








1680 




Gly 


Leu 


He 


Arg Glu 


Tvr 


He 


Val 


Glu Tyr 


Ser 


Arg 


Ser 


Gly Ser 










1685 








1690 








1695 




Lys 


Met 


Tro 


Ala Ser 


Gin 


Arg 


Ala 


nla OCX 


A d*n 

fliDil 


Phe 


Thr 


Glu He 










1700 








1705 








1710 




Lys 


Asn 


Leu 


Leu Val 


Asn 


Thr 


Leu 


Tyr Thr 


Val 


Arg 


Val 


Ala Ala 










1715 
















1725 




Val 


Thr 


Ser 


Arcr Gl v 


He 


Gly 


Asn 


Trp Ser 


Asp 


Ser 


Lys 


Ser He 










1730 








1735 








1740 




Till* 


Thr 


He 




Lys 


Val 


He 


Pro Pro 


Pro 


Asp 


He 


His He 










1745 








1750 








1755 






Dei 










Leu 


Ser Phe 


Thr 


Leu 


Thr 


Met Glu 










17 60 








1765 








1770 




Ser 


Asp 


Tlp 

lie 


byb val 


Asn 




lyr 


Val Val 


Asn 


Leu 




T y y> A 1 pi 










-L / / -J 








1780 








1785 




Phe 


Asp 


Thr 


nis jlj_y o 


Gin 


Glu 


Arg 


Arg Thr 


Leu 


Asn 


Phe 


Aycf C4l v 








1790 








1795 








1800 




Ser 


lie 


Leu 


Ser His 


Lys 


Val 


Gly 


Asn Leu 


Thr 


Ala 


His 


Thr Ser 










1805 








1810 








1815 




iyr 


ul U. 


yip 
lie 


Cpy Ala 




Ala 


Lys 


Thr Asp 


Leu 


Gly 


Asp 


Ser Pro 










1820 








1825 








1830 




Leu 


Ala 


Phe 


Glu His 


Val 


Met 


Thr 


Arg Gly Val 


Arg 


Pro 


Pro Ala 










1835 








1840 








1845 


3 






Leu 


Ta/c Al a 


Lys 


Ala 


He 


Asn Gin 


Thr 


Ala 


Val 


Glu Cvs 










1850 








1855 








1860 


-jl 


J. IxX 


1 ip 


Thy 
j. 111. 


Gly Pro 


Arg 


Asn 


Val 


Val Tyr Gly 


He 


Phe 


Tyr Al a 


=4 








1865 








1870 








1875 




Thr 


Ser 


Phe 


[.on A^yj 


Leu 


Tvr 


Arg 


Asn Pro 


Lys 


Ser 


Leu 


Thr Thr 










1880 








1885 








1890 




Ser 


Leu 


His 


Asn Lys 


Thr 


Val 


He 


Val Ser 


Lys 


Asp 


Glu 


Gin Tyr 










1895 








1900 








1905 




Leu 


Phe 


Leu 


Va 1 A to" 


Val 


Val 


Val 


Pro Tyr 


Gin 


Gly 


Pro 


Ser Ser 










1910 








1915 








1920 




Asp 




Val 


Val Val 


Lys 


Met 


He 


Pro Asp 


Ser 


Arg 


Leu 


Pro Pro 










1925 








1930 








1935 




ri-L y 


His 


Leu 


Hi q Val 


Val 


His 


Thr 


Gly Lys 


Thr 


Ser 


Val 


Val He 










1940 








1945 








1950 




Lys 


Trp 


Glu 


Ser Pro 


Tyr 


Asp 


Ser 


Pro Asp 


Gin 


Asp 


Leu 


Leu Tyr 










1955 








1960 








1965 




Ala 


He 


Ala 


Val Lys 


Asp 


Leu 


He 


Arg Lys 


Thr 


Asp 


Arg 


Ser Tyr 










1970 








1975 








1980 




Lys 


Val 


Lys 


Ser Arg 


Asn 


Ser 


Thr 


Val Glu 


Tyr 


Thr 


Leu 


Asn Lys 










1985 








1990 








1995 




Leu 


Glu 


Pro 


Gly Gly 


Lys 


Tyr 


His 


He He 


Val 


Gin 


Leu 


Gly Asn 










2000 








2005 








2010 
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Met 


Ser 


Lys 


Asp Ser 


Ser 


He 


Lys 


He Thr 


Thr 


Val 


Ser 


Leu Ser 








2015 








2020 








2025 


Ala 


Pro 


Asp 


Ala Leu 


Lys 


He 


He 


Thr Glu 


Asn 


Asp 


His 


Val Leu 








2030 








2035 








2040 


Leu 


Phe 


Trp 


Lys Ser 


Leu 


Ala 


Leu 


Lys Glu 


Lys 


His 


Phe 


Asn Glu 








2045 








2050 








2055 


Ser 


Arg 


Gly 


Tyr Glu 


He 


His 


Met 


Phe Asp 


Ser 


Ala 


Met 


Asn He 








2060 








2065 








2070 


Thr 


Ala 


Tvr 


Leu Gly 


Asn 


Thr 


Thr 


Asp Asn 


Phe 


Phe 


Lys 


He Ser 








2075 








2080 








2085 


Asn 


Leu 


Lys 


Met Gly 


His 


Asn 


Tvr 


Thr Phe 


Thr 


Val 


Gin 


Ala Arg 








2090 








2095 








2100 


Cys 


Leu 


Phe 


Gly Asn 


Gin 


He 


Cys 


Gly Glu 


Pro 


Ala 


He 


Leu Leu 








2105 








2110 








2115 


Tvr 
-* 


Asp 


Glu 


Leu Gly 


Ser 


Gly 


Ala 


Asp Ala 


Ser 


Ala 


Thr 


Gin Ala 








2120 








2125 








2130 


Ala 


Arg - 


Ser 


Thr Asp 


Val 


Ala 


Ala 


Val Val 


Val 


Pro 


He 


Leu Phe 








2135 








2140 








2145 


Leu 


He 


Leu 


Leu Ser 


Leu 


Gly 


Val 


Gly Phe 


Ala 


He 


Leu 


Tyr Thr 








2150 








2155 








2160 


Lys 


His 


Arg 


Arg Leu 


Gin 


Ser 


Ser 


Phe Thr 


Ala 


Phe 


Ala 


Asn Ser 








2165 








2170 








2175 


His 


Tyr 


Ser 


Ser Arg 


Leu 


Gly 


Ser 


Ala He 


Phe 


Ser 


Ser 


Gly Asp 








2180 








2185 








2190 


Asp 


Leu 


Gly 


Glu Asp 


Asp 


Glu 


Asp 


Ala Pro 


Met 


He 


Thr 


Gly Phe 








2195 








2200 








2205 


Ser 


Asp 


Asp 


Val Pro 


Met 


Val 


He 


Ala 











2210 

<210> 41 

<211> 2167 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 961189CB1 



<400> 41 

cgcgagctgt ctcggtccca cgtgtgcgag ttgctacgat ggaagttaaa gggaaaaagc 60 
aattcacagg aaagagtaca aagacagcac aagaaaaaaa cagatttcat aaaaatagtg 12 0 
attctggttc ttcaaagaca tttccaacaa ggaaagttgc taaagaaggt ggacctaaag 180 
tcacatctag gaactttgag aaaagtatca caaaacttgg gaaaaagggt gtaaagcagt 240 
tcaagaataa gcagcaaggg gacaaatcac caaagaacaa attccagccg gcaaataaat 3 00 
tcaacaagaa gagaaaattc cagccagatg gtagaagcga tgaatcagca gccaagaagc 3 60 
ccaaatggga tgacttcaaa aagaagaaga aagaactgaa gcaaagcaga caactcagtg 42 0 
ataaaaccaa ctatgacatt gttgttcggg caaagcagat gtgggagatt ttaagaagaa 480 
aagactgtga caaagaaaaa agagtaaagt taatgagtga tttgcagaag ttgattcaag 540 
ggaaaattaa aactattgca tttgcacacg attcaactcg tgtgatccag tgttacattc 600 
agtatggtaa tgaagaacag agaaaacagg cttttgaaga attgcgagat gatttggttg 660 
agttaagtaa agccaaatat tcgagaaata ttgttaagaa atttctcatg tatggaagta 720 
aaccacagat tgcagagata atcagaagtt ttaaaggcca cgtgaggaag atgctgcggc 780 
atgcggaagc atcagccatc gtggagtacg catacaatga caaagccatt ttggagcaga 840 
ggaacatgct gacggaagag ctctatggga acacatttca gctttacaag tcagcagatc 900 
acccaactct ggacaaagtg ttagaggtac agccagaaaa attagaactt attatggatg 960 
aaatgaaaca gattctaact ccaatggccc aaaaggaagc tgtgattaag cactcattgg 1020 
tgcataaagt attcttggac ttttttacct atgcaccccc caaactcaga tcagaaatga 1080 
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ttgaagccat 
ccatgcactg 
agacttatgt 
ttgattgtat 
cattgcctag 
ccagagatcc 
atgcacacag 
cagctttgtt 
gtgtgttggt 
ccatcgccag 
ttgcagaaca 
tgaaagaaaa 
agaacctgaa 
agagttgtga 
cattggaaaa 
cataggtgga 
ccaatgcaga 
tgtttcttct 
aaaaaaa 



ccgcgaagcg 
cctgtggcat 
tgaaaaggtg 
tgatgatact 
catagtaaat 
tgcacataca 
taagaaagat 
aagctacctg 
gtctgacatt 
cttggcagca 
tcctgcagga 
tgggagagaa 
gtcctgggct 
cctggaagtt 
aaccaaaagc 
aagagttaag 
aaagaagggg 
ttgtatacga 



gtggtctacc 
ggcacgccca 
gctaatggcc 
aagcttgtga 
gacaaatatg 
gtacgagaaa 
acagaggtcc 
caagaacatg 
ctgggatctg 
acaggactgc 
cafcctagttc 
ggttgttttg 
agtgtaaatc 
gcaaacaaag 
accagcaaag 
agcaagatgg 
tagggtccac 
atctatttat 



tggcacacac 
aggacaggaa 
aatactccca 
agcagataat 
gaaggaaggt 
tcattgaagt 
gcagacggga 
cccaagaagt 
ccactggaga 
atcctggtgg 
tgaagtggtt 
caaaaacact 
gaggtgccat 
tcaaagctgc 
gaatagaaat 
aatgattttt 
catactggta 
ataaattgtt 



acacgatggc 
agtgattgtg 
tttggtttta 
catatcagaa 
cctattgtac 
tctgcaaaaa 
gctcctagaa 
ggtgctagat 
cgttcagcct 
caaggacgga 
aatagagcaa 
tgtagagcat 
tattctttct 
actgaaaagc 
tctacttgaa 
tctgttctct 
attggggtac 
tttttaaatg 



gccagagtgg 
aaaacaatga 
ctggcggcat 
attatcagtt 
ttactaagcc 
ggagatggaa 
tccatttctc 
aagtctgcgt 
accatgaatg 
gagcttcaca 
gataaaaaga 
gttggtatga 
agcctcctcc 
ttgattccta 
aaactgagca 
gttctgtttc 
tctgtatatg 
gtaaaaaaaa 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2167 



<210> 42 
<211> 648 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID Mo: 961189CD1 



<400> 42 



Met 


Glu 


Val 


Lys 


Gly 


Lys 


Lys 


Gin 


Phe 


Thr Gly Lys 


Ser 


Thr Lys 


1 








5 










10 








15 


Thr 


Ala 


Gin 


Glu 


Lys 


Asn 


Arg 


Phe 


His 


Lys 


Asn 


Ser 


Asp 


Ser Gly 










20 










25 








30 


Ser 


Ser 


Lys 


Thr 


Phe 


Pro 


Thr 


Arg 


Lys 


Val 


Ala 


Lys 


Glu Gly Gly 










35 










40 








45 


Pro 


Lys 


Val 


Thr 


Ser 


Arg 


Asn 


Phe 


Glu 


Lys 


Ser 


He 


Thr 


Lys Leu 










50 










55 








60 


Gly 


Lys 


Lys 


Gly 


Val 


Lys 


Gin 


Phe 


Lys 


Asn 


Lys 


Gin 


Gin 


Gly Asp 










65 










70 








75 


Lys 


Ser 


Pro 


Lys 


Asn 


Lys 


Phe 


Gin 


Pro 


Ala 


Asn 


Lys 


Phe 


Asn Lys 










80 










85 








90 


Lys 


Arg 


Lys 


Phe 


Gin 


Pro 


Asp 


Gly Arg 


Ser 


Asp 


Glu 


Ser 


Ala Ala 










95 










100 








105 


Lys 


Lys 


Pro 


Lys 


Trp 


Asp 


Asp 


Phe 


Lys 


Lys 


Lys 


Lys 


Lys 


Glu Leu 










110 










115 








120 


Lys 


Gin 


Ser 


Arg 


Gin 


Leu 


Ser 


Asp 


Lys 


Thr 


Asn 


Tyr 


Asp 


He Val 










125 










130 








135 


Val 


Arg 


Ala 


Lys 


Gin 


Met 


Trp 


Glu 


He 


Leu 


Arg 


Arg 


Lys 


Asp Cys 










140 










145 








150 


Asp 


Lys 


Glu 


Lys 


Arg 


Val 


Lys 


Leu 


Met 


Ser 


Asp 


Leu 


Gin 


Lys Leu 










155 










160 








165 


He 


Gin 


Gly 


Lys 


He 


Lys 


Thr 


He 


Ala 


Phe 


Ala 


His 


Asp 


Ser Thr 










170 










175 








180 


Arg 


Val 


He 


Gin 


Cys 


Tyr 


He 


Gin Tyr Gly Asn Glu Glu Gin Arg 










185 










190 








195 
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Lys 


Gin 


Ala 


Phe 


Glu 
200 


Glu 


Leu 


Arg 


Asp 


Asp 
205 


Leu 


Val 


Glu 


Leu 


Ser 
210 


Lys 


Ala 


Lys 


Tyr 


Ser 
215 


Arg 


Asn 


lie 


Val 


Lys 
220 


Lys 


Phe 


Leu 


Met 


Tyr 
225 


Gly 


Ser 


Lys 


Pro 


Gin 
230 


He 


Ala 


Glu 


He 


He 
235 


Arg 


Ser 


Phe 


Lys 


Gly 
240 


His 


Val 


Arg 


Lys 


Met 
245 


Leu 


Arg 


His 


Ala 


Glu 
250 


Ala 


Ser 


Ala 


He 


Val 
255 


Glu 


Tyr 


Ala 


Tyr 


Asn 
260 


Asp 


Lys 


Ala 


He 


Leu 
265 


Glu 


Gin 


Arg 


Asn 


Met 
270 


Leu 


Thr 


Glu 


Glu 


Leu 
275 


Tyr 


Gly 


Asn 


Thr 


Phe 
280 


Gin 


Leu 


Tyr 


Lys 


Ser 
285 


Ala 


Asp 


His 


Pro 


Thr 
290 


Leu 


Asp 


Lys 


Val 


Leu 
295 


Glu 


Val 


Gin 


Pro 


Glu 
300 


Lys 


Leu 


Glu 


Leu 


He 
305 


Met 


Asp 


Glu 


Met 


Lys 
310 


Gin 


He 


Leu 


Thr 


Pro 
315 


Met 


Ala 


Gin 


Lys 


Glu 
320 


Ala 


Val 


He 


Lys 


His 
325 


Ser 


Leu 


Val 


His 


Lys 
330 


Val 


Phe 


Leu 


Asp 


Phe 
335 


Phe 


Thr 


Tyr 


Ala 


Pro 
340 


Pro 


Lys 


Leu 


Arg 


Ser 
345 


Glu 


Met 


He 


Glu 


Ala 
350 


He 


Arg 


Glu 


Ala 


Val 
355 


Val 


Tyr 


Leu 


Ala 


His 
360 


Thr 


His 


Asp 


Gly 


Ala 
365 


Arg 


Val 


Ala 


Met 


His 
370 


Cys 


Leu 


Trp 


His 


Gly 
375 


Thr 


Pro 


Lvs 


Asp 


Arg 

380 


Lvs 


Val 


He 


Val 


Lys 
385 


Thr 


Met 


Lys 


Thr 


Tyr 
390 


Val 


Glu 


Lys 


Val 


Ala 
395 


Asn 


Gly 


Gin 


Tyr 


Ser 
400 


His 


Leu 


Val 


Leu 


Leu 
405 


Ala 


Ala 


Phe 


Asp 


Cys 
410 


He 


Asp 


Asp 


Thr 


Lys 
415 


Leu 


Val 


Lys 


Gin 


He 
420 


lie 


He 


Ser 


Glu 


He 
425 


He 


Ser 


Ser 


Leu 


Pro 
430 


Ser 


He 


Val 


Asn 


Asp 
435 


Lys 


Tyr 


Gly 


Arg 


Lys 


Val 


Leu 


Leu 


Tyr 


Leu 


Leu 


Ser 


Pro 


Arg Asp 










440 










445 










450 


Pro 


Ala 


His 


Thr 


Val 
455 


Arg 


Glu 


He 


He 


Glu 
460 


Val 


Leu 


Gin 


Lys 


Gly 
465 


Asp 


Gly 


Asn 


Ala 


His 
470 


Ser 


Lys 


Lys 


Asp 


Thr 
475 


Glu 


Val 


Arg 


Arg 


Arg 
480 


Glu 


Leu 


Leu 


Glu 


Ser 
485 


He 


Ser 


Pro 


Ala 


Leu 
490 


Leu 


Ser 


Tyr 


Leu 


Gin 
495 


Glu 


His 


Ala 


Gin 


Glu 
500 


Val 


Val 


Leu 


Asp 


Lys 
505 


Ser 


Ala 


Cys 


Val 


Leu 
510 


Val 


Ser 


Asp 


He 


Leu 
515 


Gly 


Ser 


Ala 


Thr 


Gly 
520 


Asp 


Val 


Gin 


Pro 


Thr 
525 


Met 


Asn 


Ala 


He 


Ala 
530 


Ser 


Leu 


Ala 


Ala 


Thr 
535 


Gly 


Leu 


His 


Pro 


Gly 
540 


Gly 


Lys 


Asp 


Gly 


Glu 


Leu 


His 


He 


Ala 


Glu 


His 


Pro 


Ala 


Gly His 










545 










550 










555 


Leu 


Val 


Leu 


Lys 


Trp 

560 


Leu 


He 


Glu 


Gin 


Asp 
565 


Lys 


Lys 


Met 


Lys 


Glu 
570 


Asn 


Gly 


Arg 


Glu 


Gly 
575 


Cys 


Phe 


Ala 


Lys 


Thr 
580 


Leu 


Val 


Glu 


His 


Val 
585 


Gly 


Met 


Lys 


Asn 


Leu 


Lys 


Ser 


Trp 


Ala 


Ser 


Val 


Asn 


Arg 


Gly Ala 










590 










595 










600 


He 


He 


Leu 


Ser 


Ser 
605 


Leu 


Leu 


Gin 


Ser 


Cys 
610 


Asp 


Leu 


Glu 


Val 


Ala 
615 
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Asn Lys Val Lys Ala 
620 

Lys Thr Lys Ser Thr 
635 

Leu Ser Thr 



Ala Leu Lys Ser Leu 
625 

Ser Lys Gly lie Glu 
640 



lie Pro Thr Leu Glu 
630 

lie Leu Leu Glu Lys 
645 



<210> 43 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 246946.1 



<400> 43 

gtcgaatcca 

ctgtcagtgt 

gtctgcccag 

aacctccaag 

aagcactgca 

aaatagtgaa 

ttcaacgaca 

atcacttgcc 



aatcactcat 
gtctcctgat 
ctgttgcttc 
ttgccaaact 
ccgatcagat 
aaaatgtggt 
ccctgatctt 
ctgc 



tgtgaaagct 
ggtctcgctg 
tgagatcaca 
taatccacct 
atcttttaag 
gtgtgacatg 
cactaaaaat 



gagctcacag 
gccctttgct 
gtcttcttat 
ccagaagctc 
aaacgactct 
taaaaatgct 
tgtaaaggtt 



ccgaataagc 
gctaccaggc 
tcttaagtga 
ttgcagccaa 
cattgaaaaa 
caacctggtt 
tcaacacgtt 



caccatgagg 60 
ccatgctctt 120 
cgctgcggta 180 
gttggaagtg 240 
gtcctggtgg 300 
tccaaagtct 360 
gctttaataa 420 
434 



<210> 44 

<211> 259 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 017958.1 



<400> 44 

ggggacaacc taaaaggtca agaataggga agaaagttaa attaccagca cactattgca 60 
ctgatttatt ggaatgctat gtggccataa aatgacattg caaaagaata tttagtagat 120 
gggaaaaata ttcactacat attaagcaca cacaaaaata atgcatgcat catgatttac 180 
gtatgtttct aggatgttat atgactagta gagtacatac tgaaatgtcg gttggttatc 240 
tctggctgct gccattatg 259 



<210> 45 

<211> 1308 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 985556.1 

<220> 

<221> unsure 
<222> 905 

<223> a, t, c, g, or other 



<400> 45 
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ggcaaaattg 
gcacatgggc 
ccttgccctc 
gtcagcaggt 
tttttggcaa 
tgaacctggc 
tgtgctcctt 
tcatttcctg 
acctgtaacc 
cccggtggct 
ctgagggacc 
acctcatggg 
gctcatctta 
tgaaaggatg 
tacctgaaca 
gtgtnttgcg 
ggaagatacg 
gcaccgcctc 
ttaggccctg 
attgggtgtc 
actccccgcg 
ctgtgtacca 



gagctgtcca 
tgggaagtac 
tgggagggtc 
gtcagccagg 
gtatatgcaa 
agcctcagac 
cagagaagtc 
tgtaccgggc 
tgctggagtc 
agtgcagcat 
aggcactgaa 
attgttatac 
gaccctcccc 
agaggtgggc 
catagaaacc 
ggggatgggc 
catagcaagg 
cagggacctg 
tgagcgtccc 
tgtttctcgc 
tctcctgaat 
actgtccatt 



ggccaggaca 
atgaggcccc 
ctcctaacat 
tgtcagcttc 
atgagcctcc 
ccaaggggct 
ttccttcctt 
aaacaccgga 
tgggatggta 
cacacaagcc 
tttcctacct 
gccactaatg 
ttttctgcga 
atctagattt 
ctggagctgt 
acctgcatga 
cagggaccag 
ccggcttccc 
ttgtcaggat 
agccaaaaga 
ttcagtcatt 
tacttaataa 



ccccgatgtc 
tgggtagaag 
agcttccagg 
tcctggggat 
tctcctgccc 
cagaggaaac 
ccagtcagtg 
ttgctgattt 
gctgtgggct 
tggttcaagt 
cttagggtca 
ttgaggcaga 
atttgggccc 
agggaggctg 
gactgtgtcc 
atgtggtaga 
aggaatcaca 
tcagtcctcc 
acattctctc 
gctctgaatg 
catgtacccg 
agaagttttc 



cagggcttcc 
ggtctgtcag 
aggtgggagg 
ctctagatgt 
tgagacaagt 
ttctctggtt 
tccctgtgaa 
tgagaaatgc 
ggacttggct 
cttggctgtg 
ttacctatga 
cacctcttgg 
cttgatcctc 
ttcaggcttt 
atgtgtgtgt 
gaaaatggct 
ggcgcctgga 
aggggcccag 
attttgctga 
aggaaagtgc 
cctcgaaatt 
tttaaatt 



atacgaacag 
ttctctcctc 
agcagttact 
ctgcttgtga 
atctgcagtg 
tctagagctc 
gctgggatac 
ctctcgatgg 
gatgggatga 
tcatttcctg 
ggttaaagct 
cagggtgact 
tgatgggagc 
gcaggtccct 
gtttgtctgt 
ctgctcagag 
gagcagccgg 
cactcttcct 
agctgatttg 
ttctgtgcta 
tttgcaatat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1308 



<210> 46 

<211> 2523 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<22 3> Incyte ID No: 



476301CB1 



<400> 46 

ctcttcagac 

gcggatgctg 

caggtgttgc 

acgagctccg 

ttctacatca 

ctcgcaaaga 

gttgcatgtg 

tgcctcatga 

tcctactaca 

ggtgcattgc 

tggaacactt 

gcttctcagg 

accccaagta 

gatgccatta 

ccccccattg 

gattacagag 

ctgggctacg 

tctgagatat 

aacatggtga 

acctttgctg 

agcaacatca 

cagatggccc 

ccaactgatg 



gccggagacg 
aggcgagggc 
aagatatggc 
gccaccctac 
tgaggtacaa 
gactgtcgtt 
gaatggcata 
gtgatggcga 
gtctggacaa 
ccgccgagca 
atgtggtgga 
tgaagcacaa 
ttgaggatgc 
tcaaattaat 
aggactcacc 
ttggtgacaa 
cgaacaacag 
tcaacaagga 
gcgtggctct 
cctttctgac 
acattattgg 
tggaggatat 
ccgtctccac 



taggagtggg 
tgagttcccg 
cagccgcttg 
atcatgtagc 
gcagtcagat 
tgtggatgtg 
tactggcaag 
gtcctcagaa 
tcttgtggca 
ctgcataaac 
cggccgggac 
gcccactgct 
agaaagttgg 
tgagagccag 
tgaagtcaac 
gatagctact 
agtcgttgtg 
gtaccctgag 
gggctgtgcc 
tcgagcattt 
ttcccactgt 
agccatgttc 
ggagcatgct 



tcttcagact 
gaggaggcca 
cgaatccatt 
agttcttctg 
ccagagaatc 
gcaacaggat 
tacttcgaca 
ggctctgtct 
atctttgatg 
atctatcaga 
gtggaggcac 
gtggtggcca 
catgcaaagc 
atacagacca 
atcacagatg 
cggaaagcat 
ctggatggtg 
cgcttcatcg 
tcccgtggac 
gatcacatcc 

ggggtatctg 
cgaaccattc 
gttgctctgg 



ccaaaggggt 
gacctgacag 
ccatcagggc 
agatcatgtc 
cggacaacga 
ggctcggaca 
gggccagcta 
gggaggcaat 
tgaaccgcct 
ggcgctgcga 
tgtgccaggt 
agaccttcaa 
caatgccgag 
gcaggaatct 
taaggatgac 
gcggtctggc 
acaccaggta 
agtgctttat 
ggaccattgc 
ggataggagg 
ttggtgacga 
ccaagtgcac 
cagccaatgc 



tggactaatg 
gggcaccttg 
cacatgctcc 
tgtgctgttc 
ccgatttgtc 
aggactggga 
ccgggtgttc 
ggcctttgct 
gggacacagt 
agcctttggg 
attctggcag 
gggccggggc 
agaaagagca 
tgacccacag 
ctctccacct 
tctggctaag 
ctctactttc 
ggctgaacaa 
ttttgctagc 
cctcgctgag 
tggtgcttcc 
gatcttctac 
caaggggatg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 
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tgcttcattc 
gagatcggac 
gctggaatta 
tttatccgtg 
agtgcaaaag 
atcggggaag 
gcagtgtcgg 
agtgccagac 
ccttggtctt 
ctctactgtc 
gttcggaaat 
tctaattttt 
aaacaaccac 
attcttccga 
ttccttcatg 
agcacgataa 
cccacctgca 
agaggctgtc 
cctccacact 
aaa 



ggaccacccg 
aggccaaggt 
ctgtgtatga 
tcatcgacct 
ccacagaggg 
ctgtctgcgc 
gagtgcccca 
atatcatagt 
ttggcctctt 
acattttgtt 
tcaagctaac 
ggatcattaa 
ctgatagtaa 
agtgtttcct 
agtaaagaaa 
caccatgacg 
gctgccctgg 
aggcagcagc 
gtactgttca 



accagaaact 
cctccgccac 
agccttagca 
gtttaccatt 
ccggatcatt 
agccgtctcc 
gagtgggaag 
ggccgtgaaa 
taccctgtgt 
tcttaaaagc 
tacttaccct 
agggagttac 
gttttctgat 
tcgtgaataa 
atgtggattg 
cctactgctg 
aattcccttc 
gaaagcttgt 
agtcaatgtt 



atggttattt 
tgtgtcagtg 
gctgctgatg 
aaacctctgg 
acagtggagg 
atggatcctg 
tccgaggaat 
tgcatgttgc 
ttatgtttgt 
aaagccagct 
ttaaactgtc 
acaactttta 
aagactatag 
ctggtagagg 
aagtatagat 
ttcccacctt 
gctgtttgcc 
taggatgtcc 
aataaagcat 



acaccccaca 
acaaggtcac 
agctttcgaa 
atgtcgccac 
atcactaccc 
acattcaggt 
tgctggatat 
tgaactaaaa 
tccaaaacca 
aacaccttca 
actgcatatg 
agtgaaaaaa 
ataagtggta 
taatagtttt 
tccagtagcc 
gggattctgt 
ttcatctccc 
tgtgctgctt 
ttcaaaacca 



agaacgcttt 
agttattgga 
acaagatatt 
catcgtctcc 
gcaaggtggc 
tcattcgctg 
gtatggaatt 
tagctgttag 
tcatttaaat 
ttcatcccta 
caagtaccgc 
ataggtaaca 
gaggtaatca 
ttcaatgtat 
tagtttccac 
gtgctgccat 
tccacgtttg 
gtgatgagag 
aaaaaaaaaa 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2523 



<210> 47 
<211> 596 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 4763 01CD1 



<400> 47 

Met Ala Asp Ala Glu Ala Arg Ala Glu Phe Pro Glu Glu Ala Arg 
15 10 15 

Pro Asp Arg Gly Thr Leu Gin Val Leu Gin Asp Met Ala Ser Arg 
20 25 30 

Leu Arg lie His Ser lie Arg Ala Thr Cys Ser Thr Ser Ser Gly 
35 40 45 

His Pro Thr Ser Cys Ser Ser Ser Ser Glu lie Met Ser Val Leu 
50 55 60 

Phe Phe Tyr lie Met Arg Tyr Lys Gin Ser Asp Pro Glu Asn Pro 
65 70 75 

Asp Asn Asp Arg Phe Val Leu Ala Lys Arg Leu Ser Phe Val Asp 
80 85 90 

Val Ala Thr Gly Trp Leu Gly Gin Gly Leu Gly Val Ala Cys Gly 
95 100 105 

Met Ala Tyr Thr Gly Lys Tyr Phe Asp Arg Ala Ser Tyr Arg Val 
110 115 120 

Phe Cys Leu Met Ser Asp Gly Glu Ser Ser Glu Gly Ser Val Trp 
125 130 135 

Glu Ala Met Ala Phe Ala Ser Tyr Tyr Ser Leu Asp Asn Leu Val 
140 145 150 

Ala lie Phe Asp Val Asn Arg Leu Gly His Ser Gly Ala Leu Pro 
155 160 165 

Ala Glu His Cys lie Asn lie Tyr Gin Arg Arg Cys Glu Ala Phe 
170 175 180 

Gly Trp Asn Thr Tyr Val Val Asp Gly Arg Asp Val Glu Ala Leu 
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185 










190 










195 


Cys Gin 


Val 


Phe 


Trp 


Gin 


Ala 


Ser 


Gin 


Val 


Lys 


His 


Lys 


Pro 


Thr 








200 










205 










210 


Ala Val 


Val 


Ala 


Lys 


Thr 


Phe 


Lys 


Gly 


Arg Gly 


Thr 


Pro 


Ser 


He 








215 










220 










225 


Glu Asp 


Ala 


Glu 


Ser 


Trp 


His 


Ala 


Lys 


Pro 


Met 


Pro 


Arg 


Glu 


Arg 








230 










235 










240 


Ala Asp 


Ala 


He 


He 


Lys 


Leu 


lie 


Glu 


Ser 


Gin 


He 


Gin 


Thr 


Ser 








245 










250 










255 


Arg Asn 


Leu 


Asp 


Pro 


Gin 


Pro 


Pro 


He 


Glu Asp 


Ser 


Pro 


Glu 


Val 








260 










265 










270 


Asn lie 


Thr 


Asp 


Val 


Arg 


Met 


Thr 


Ser 


Pro 


Pro 


Asp 


Tyr 


Arg 


Val 








275 










280 










285 


Gly Asp 


Lys 


He 


Ala 


Thr 


Arg 


Lys 


Ala 


Cys 


Gly 


Leu 


Ala 


Leu 


Ala 








290 










295 










300 


Lys Leu 


Gly Tyr 


Ala 


Asn 


Asn 


Arg 


Val 


Val 


Val 


Leu 


Asp 


Gly 


Asp 








305 










310 










315 


Thr Arg 


Tyr 


Ser 


Thr 


Phe 


Ser 


Glu 


He 


Phe 


Asn 


Lys 


Glu 


Tyr 


Pro 








320 










325 










330 


Glu Arg 


Phe 


He 


Glu 


Cys 


Phe 


Met 


Ala 


Glu 


Gin 


Asn 


Met 


Val 


Ser 








335 










340 










345 


Val Ala 


Leu 


Gly 


Cys 


Ala 


Ser 


Arg 


Gly 


Arg 


Thr 


He 


Ala 


Phe 


Ala 








350 










355 










360 


Ser Thr 


Phe 


Ala 


Ala 


Phe 


Leu 


Thr 


Arg 


Ala 


Phe 


Asp 


His 


He 


Arg 








365 










370 










375 


lie Gly 


Gly Leu 


Ala 


Glu 


Ser 


Asn 


He 


Asn 


He 


He 


Gly 


Ser 


His 








380 










385 










390 


Cys Gly 


Val 


Ser 


Val 


Gly 


Asp 


Asp 


Gly 


Ala 


Ser 


Gin 


Met 


Ala 


Leu 








395 










400 










405 


Glu Asp 


He 


Ala 


Met 


Phe 


Arg 


Thr 


He 


Pro 


Lys 


Cys 


Thr 


He 


Phe 








410 










415 










420 


Tyr Pro 


Thr 


Asp 


Ala 


Val 


Ser 


Thr 


Glu 


His 


Ala 


Val 


Ala 


Leu 


Ala 








425 










430 










435 


Ala Asn 


Ala 


Lys 


Gly 


Met 


Cys 


Phe 


He 


Arg 


Thr 


Thr 


Arg 


Pro 


Glu 








440 










445 










450 


Thr Met 


Val 


He 


Tyr 


Thr 


Pro 


Gin 


Glu 


Arg 


Phe 


Glu 


He 


Gly 


Gin 








455 










460 










465 


Ala Lys 


Val 


Leu 


Arg 


His 


Cys 


Val 


Ser 


Asp 


Lys 


Val 


Thr 


Val 


He 








470 










475 










480 


Gly Ala 


Gly 


He 


Thr 


Val 


Tyr 


Glu 


Ala 


Leu 


Ala 


Ala 


Ala 


Asp 


Glu 








485 










490 










495 


Leu Ser 


Lys 


Gin 


Asp 


He 


Phe 


He 


Arg 


Val 


He 


Asp 


Leu 


Phe 


Thr 








500 










505 










510 


lie Lys 


Pro 


Leu 


Asp 


Val 


Ala 


Thr 


He 


Val 


Ser 


Ser 


Ala 


Lys 


Ala 








515 










520 










525 


Thr Glu 


Gly Arg 


He 


He 


Thr 


Val 


Glu 


Asp 


His 


Tyr 


Pro 


Gin 


Gly 








530 










535 










540 


Gly lie 


Gly Glu 


Ala 


Val 


Cys 


Ala 


Ala 


Val 


Ser 


Met 


Asp 


Pro 


Asp 








545 










550 










555 


He Gin 


Val 


His 


Ser 


Leu 


Ala 


Val 


Ser 


Gly Val 


Pro 


Gin 


Ser 


Gly 








560 










565 










570 


Lys Ser 


Glu 


Glu 


Leu 


Leu 


Asp 


Met 


Tyr 


Gly 


He 


Ser 


Ala 


Arg 


His 








575 










580 










585 


He He 


Val 


Ala 


Val 


Lys 


Cys 


Met 


Leu 


Leu 


Asn 
















590 










595 













<210> 48 



PA-0035 US 



<211> 2492 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 996427.2 



3U 



<400> 48 

aatcactcat 

aggtctctgg 

tttttagact 

ccaattgtag 

ctgccagctc 

agcctccagt 

agtttagatg 

gataaccaga 

tacttaagaa 

tacacaggaa 

taatgttgta 

ctcctatttt 

aggttttcca 

agctggaagg 

ttgaactcac 

caaactgcct 

actcttgact 

tttcctctgt 

atgaatttgg 

aggagtaaca 

aacgtgaaac 

atgtgtatct 

gcctctgctg 

attgccttgg 

actgcagctc 

tttgctatag 

ctttcactcc 

gtgggagggg 

atgttgtttt 

aacaccataa 

gtccttcaga 

tgtgaatgta 

gtttctccat 

cataatgagc 

tccagttgcc 

aaagtgcatt 

gatgtgaaca 

cacttttgta 

taagagaaac 

gtttattaat 

aaagccattt 

tttgatgaat 



tttccttttc 
tacacatttg 
gactcttatc 
tcatgaccag 
cacttcagtt 
tgttgcactg 
ggcagtgtat 
aaaggttaga 
atcagttctt 
tcttttgaag 
tagatgatgt 
ctcaaggttt 
atacaaggct 
gactgcagag 
agttattacc 
cctggaggtt 
gccaaggttt 
tggatcattt 
ctttcatgtg 
aaggaagttt 
ttgaattgtt 
tgtaccttcc 
cctctggcaa 
agcatgattg 
tttccccctg 
ttttatttca 
agtgccgttt 
aagaacacca 
cactactgta 
tcagctcagg 
tcaagggtac 
cggatgtgtg 
gtgggcaaag 
agccacactc 
ttaaactatg 
gttttcttgt 
gatgttttct 
atttgtttta 
cggtgctttc 
tgtttacagt 
gtaaaaggct 
aaaaacctat 



tgactgaatt 
ttgttcactt 
ataagttttg 
gcatgaagat 
caggccacat 
caactctgcc 
ttttgcttaa 
tatatttgtc 
caaagtggat 
aataagatct 
tttaaagata 
tatgacttac 
atcccagaca 
agaacagtcg 
tcaggaaaat 
tttagaaatg 
ccaagtgagt 
gaacccactt 
aaaccttgaa 
tgatatgtgc 
cagcaacaat 
actaagttct 
gacaatgttt 
tgaaggaacc 
gtttgccttt 
tgcactggaa 
ggcaatgcaa 
atgtcctagc 
cacttgacct 
gtatttgcca 
taaagtccct 
tttgcgtgca 
atttgaaatg 
gggggagggg 
cacatagcta 
ccctcccttt 
aggacaaact 
aattgtttta 
ttttagttca 
ttgttgcaac 
ttgccatact 
cttttcataa 



aagggagatt 
taatgatttt 
cctttataaa 
tccatccctg 
caccctcagt 
tcgaattggg 
gtagaagaat 
agttcacttt 
atgtacatta 
gggtaatact 
gagtttcagc 
ctagtggagc 
atgcttggac 
agcagtgagg 
cggttatcat 
tgaaatgggg 
gatgccagcc 
gttaattgca 
tatgcaaagc 
cacgactttt 
ctcttggaat 
ctctgagaaa 
acaaatcaac 
actcaaacaa 
ttcttctttg 
actgagcatt 
ttttttttag 
tgtattatga 
gcacatgcga 
atctgaaata 
ttcgctgcag 
tgtttgtgca 
taagctttta 
aaggttggta 
agtgaccaaa 
gatgaaacgt 
ataaggacta 
tgtatagtaa 
tttgtatttc 
agccattttc 
cattttaata 
aa 



atatgaattg 
ttcactaacc 
ttctgagtta 
aggggtaaag 
cctgaaggag 
ctatgcccga 
gtagttgtgc 
tactcaaatt 
cagactctgt 
ggagtaggat 
atatatgtta 
ctttatttac 
acgtggggct 
acactgatgc 
aacccccaga 
tcttgaggtg 
agcattattt 
agacccgaac 
ccagcaggag 
tcaaagcatc 
ttaaccagtc 
atggaaatgt 
tctgaaaata 
atttaaagat 
gatgccacca 
tatcgtagag 
caattagttt 
ttctgcagtg 
gaaaaaggtg 
aaagtgggat 
tgagtgagag 
tgtgtgactg 
tttattattt 
ggtaagctgt 
cttcttgttt 
taccctttga 
attttaaact 
gcacaactgt 
ccttgttact 
ttgggagaaa 
tgtgcctgtt 



tttataaaat 
ccacctgtta 
aataaaatga 
cagtagacta 
accccttctt 
gtatcctcag 
cactgagaag 
tccattgagt 
cacctacaca 
gtaggaaggt 
ataacttttt 
agaatgggcc 
gaataaagcc 
tgcatttgag 
accagtggga 
agagaactta 
atttccaaga 
atacagcaat 
agaatccgaa 
taatcttcaa 
tgatgcaaca 
gaagtgccca 
ttggttctaa 
caaactttag 
aagcctccca 
taccgccaag 
ttaatttggg 
aagacattgc 
gaatgtttaa 
gggagagtgt 
gtatgttgtg 
tgcatgttat 
tagaatgtga 
aacagattgc 
tgatttgaaa 
cgggcctttt 
tcaaacattc 
aatctagttt 
gtaaaagact 
gcttgagtgt 
gctgttaact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2492 



<210> 49 

<211> 902 

<212> DNA 

<213> Homo sapiens 



61 



PA-0035 US 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2989375CB1 



<400> 49 

cactgcactc 

aaggaagcaa 

ttcgagttta 

tgtgtgaaga 

tcttggagtg 

ggtaaatcca 

ctctgcttct 

tgactagcgc 

ctacccagtg 

ctataggaaa 

gccagcccgc 

tgtcacaaat 

agataccttc 

ccagtatagg 

atctgggtac 

tc 



cagtctaggt 
ggctaatcat 
accaaatgag 
ttcccccttc 
ctttgttttg 
cagattaaga 
cagtgctttc 
catttggaaa 
agatacgagg 
tgaacattca 
tacttccaag 
ttacccctct 
ctcttggcct 
tgtctgggca 
atgacgcaga 



gacagagaag 
cagtatgtgc 
atcatctctg 
actcaccaga 
gcagcttctc 
atatgctgtc 
tctttacaac 
atgttgaaac 
aaggtcaagg 
attttttgca 
ttgagagccc 
cctttccttc 
cccatgggca 
gttggacatt 
gggcatttga 



gactcgtctc 
ttgttacaag 
tcatgtgcct 
tcatctccat 
tgctagtttg 
aggagtcagg 
acaggacttt 
tgaagtagag 
gaaaaaaaat 
tgcaacgaca 
ctggtcatac 
cattccccat 
tccataagaa 
tcctctagcc 
taaataactg 



aaaaaataaa 
agctatgatg 
cacgcctcac 
ggcaacagct 
tgtatggagt 
cagccaaggt 
gcaaggaaca 
atgagagatc 
tccaagctct 
agaggtcaag 
cctccagttg 
gacctgcaga 
acttacttga 
agatctgtcc 
gaaaagtcaa 



aataaataaa 60 
aaggcactcc 120 
agggactcca 180 
tgcagcctgc 240 
gaatggagga 300 
cagaagccag 3 60 
tataattctg 420 
ttacgtctgc 480 
tctttatctg 540 
gaccccagaa 600 
agctcagatt 660 
gagagatgtc 720 
agcaagaagc 780 
gaatagagcc 840 
taaatctttg 900 
902 



<210> 50 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No; 2989375CD1 



<400> 50 

Met Cys Leu Thr Pro His Arg Asp 

1 5 
Phe Thr His Gin lie lie Ser Met 

20 

Leu Glu Cys Phe Val Leu Ala Ala 

35 

Ser Glu Trp Arg Arg 

50 

<210> 51 

<211> 618 

<212> DNA 

<213> Homo sapiens 



Ser Met Cys Glu Asp Ser Pro 
10 15 

Ala Thr Ala Cys Ser Leu Leu 
25 30 

Ser Leu Leu Val Cys Val Trp 
40 45 



<220> 

<221> misc_feature 

<223> Incyte ID No: 236359.2 

<220> 

<221> unsure 
<222> 44, 57 

<223> a, t, c, g, or other 
<400> 51 

aagaattcgt caaaggacac attttgtcat tagcacttac aganagcaac tacagcnagc 60 



62 



PA-0035 US 



cctagatttt cgaaactctt cagctacttg ccctttttta tctgaaacca tcataccttc 120 
tgaaagaaaa aagcatatct tcattgacat aacagaagtg agatggccca gtcttgatac 180 
agatggtacc atgatatata tggagagtgg cattgtgaag ataacatctt tagatggtca 240 
tgcatacctc tgcctgccca gatctcagca tgaatttaca gtacattttt tgtgtaaagt 300 
tagccagaag tcagactcat ctgcagtgtt gtcagaaaca aataataaag ccccaaaaga 3 60 
taaactagtt gaaaaaactg gcaaaatctg tatacgtgga aatttaccag gacagagact 420 
gaagaataaa gaaaatgagt ttcattgcca gatcatgaaa tccaaagaaa ctttaaagaa 480 
gatgagttgt gtaaatggaa ctgaagggag ggaagagctg ccttcgcctg gtacaaagca 540 
cacatgtgta tacacatggg tcaagcagtg ctggtctgtg gctgcctgtc cagaggaatg 600 
gaaatatcct ttgtcttt 618 



<210> 52 

<211> 527 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> irdsc_f eature 

<223> Incyte ID No; 011112.1c 



<400> 52 

atccctgcct tcagtgggtg ctatatattt agtatgagct ttattcactt cctcttcctc 60 
tcgtttgagt gcctgaaaga actgtggctg atgtctatag acatagaaaa atctaggaga 120 
atatgattca ttgtctaacc ccatcaaggg gttacatatt ttaaataaga cgtcatttct 180 
cctcttcact ccagcatctc ctccttcaaa ggcatttttc accctcttga aattaatacg 240 
ctctattcgc tcttttcacc taaaaaaagg tcaatcgtcg ctctgagaaa caacagtgag 300 
atgcaaaata agggtaaaat ggcattgaaa tgaatccctt tgaaaaagta agcggtttgc 3 60 
tttatcagtt aatggtctca tcagcgcttc agtttcctct tctgcaaaaa tcagtctgtt 420 
gaactagagc atatcaaagg ttccttctag tgttttgatt ctaggacctc taaattcatg 480 
caggctgcat aatgcaaatt taacctgatt aaagccttat ttctcat 527 



<210> 53 

<211> 899 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc^f eature 

<223> Incyte ID No: 198268.1 



<400> 53 

cagatttggg 

gcactctgaa 

ctgtattctc 

tttctctctt 

gtcaaaccca 

cttcctggat 

agagagatcc 

tctccttagc 

ctttgtccac 

ccttagagaa 

attacccctt 

agtatggcct 

cctagggcac 

caacctgtat 

actgaccctt 



attaacaaac 
tgtcaaaccc 
tttaacaacc 
actcccacac 
cactgtattc 
tacccatagc 
tactcaagag 
ttcagctctg 
tctccaggct 
ttctccctag 
tccctccttc 
tttctgggaa 
acccccttta 
ttcaatttgt 
ttgatatcat 



ttccacttag 
aactcattgt 
cagttgccca 
aatgagccat 
catgcccagc 
cccacctcat 
ataactgctc 
tgcccacgtg 
tacctgtgtc 
ccccaaaatg 
acactatctg 
ggtgaccctc 
tttccctcat 
aagaaatttg 
tgctaagcct 



acattctgcc 
catctctgaa 
acccagaaac 
gaagtccagt 
gctgccacgt 
cctcctaccc 
ctgacagccc 
ccttggcttt 
attccacatg 
tctttgccca 
cctggctaat 
cttggccacc 
agaaacagcc 
catgtactgt 
cattaaatga 



tgactgacct 
gctgctcact 
tgggagtcac 
ctttctatct 
gaatgtactc 
ttgctttcct 
ttattacaga 
ggatacaagg 
cacatcttag 
gtgcaattcc 
tcttatttat 
ccttgcatat 
ttctgtaaat 
gagctcccca 
atgaatgaaa 



caggcatttc 60 
taattctcct 120 
gcagacctcc 180 
taacatcact 240 
tgctcacttc 300 
ccctgaagtc 3 60 
actgaagtac 420 
tactacagca 480 
aaaatgccag 540 
ttcttcctgt 600 
ccttagttca 660 
actttgatgc 720 
tgttccatga 780 
acgtcaggag 840 
atgttaaaa 899 



63 



PA-0035 US 



<210> 54 

<211> 3575 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 978740.3 



<400> 54 

cccggctaga 

tggggccccc 

gggcaggccc 

gagcgaactg 

ctagtaataa 

ccgtgaaggc 

gcagtgagag 

cgagcacgaa 

agatgcttac 

aagaagactt 

aactctccat 

ttcctctaca 

ctgaacatgt 

actgcagcaa 

tccaggattt 

atttcctcga 

tgaggcacac 

ttcagggaat 

aagagcggct 

tcttgtgttg 

tccaagaagt 

tgtaccgtca 

tgaggctggg 

tcagagtcag 

ctttcaacaa 

ctgccgggca 

gcagagagct 

actgtagtat 

cttcctgtgg 

ggaagcaggc 

gaagcacttt 

cctttgtccc 

attaccctgt 

ctttcagttg 

acatagattg 

atgtggtagc 

tctgtgtatt 

tggtttgatc 

ttttgcaaag 

aagaatgtat 

gccagctctg 

ttgctagcct 

aagaaggccc 

gaatgaagca 

aggagaggaa 

gagaaaagca 



agccggctgt 
ttttgcctgg 
ggcagccgcc 
cagcctggag 
acgggtcaaa 
cacgccatta 
ccgccctgac 
acggagagat 
atccaaggaa 
gatagaagac 
aatgacagaa 
tgaagagctc 
tggtcccatc 
tcaagtagcc 
cctacagcga 
tattccaaga 
accaaatgat 
tgtggcagaa 
tctttacttg 
tcatggtgaa 
gcttgtgatc 
gccaatcccc 
tggctccctg 
tttcaaaaat 
acagcagtgg 
agctggggtg 
acagggagaa 
ggacacgagt 
gaacagcagg 
ctgcatctta 
ttcatacttt 
tagtactgta 
gttgtatttc 
tcctgctgga 
tttgaagagt 
taaagggcac 
gggatggtat 
ttactcaact 
gaggatgcat 
taggacataa 
aatctttaac 
aaaacatcag 
tgtattcatt 
acaaggaaga 
gaatttggaa 
tggtccagtg 



cggtctccgt 
gagttttgta 
atggtggcca 
ctacctccgg 
cccctttccc 
aagcgcttca 
atcctcgccc 
agcaagctgt 
atcaaacgtc 
ttgaaattag 
caagagttga 
cttagtcagc 
ctcgtgggct 
gccaaagctc 
tgtttagaat 
agccgcctgg 
aatccagatc 
atcaacacca 
gaagaaggcc 
ctgaagaaca 
actcgagccg 
gtgaaagacc 
cgaggggcat 
ggatcccaaa 
cttaactgta 
cttgactccg 
acaaaacttg 
gaggtcagcc 
catggtgaaa 
cctgtacagt 
tgtgaaagta 
actgccaatc 
ccaagtgtct 
ttttaaaaaa 
ccttcctctt 
ggaatttaga 
tagagagaga 
agaaagcttg 
tgtctgaact 
aatagaggct 
tgaaatgcac 
aatagaaccc 
gtgtttcatc 
gagaccatga 
tgaaaagcac 
ccttctgaga 



gtcgccgccg 
gtcgcctagg 
aggattaccc 
ccagcggtcc 
gagtcacgtc 
gtcaaaccct 
cccgaccctg 
ggagtgagac 
aggaggcgat 
caaaaaaggc 
atcaaatttt 
ttcgagatgt 
ggctcccttg 
tgctggacca 
ccccctttag 
taaaataccc 
agcagcactt 
agactggtga 
agaaagactc 
atcggggcgt 
tcacccacaa 
tcctgctgga 
tcagcaacaa 
gtcagaccca 
ttcgtcaagc 
agggatcgtt 
agcagatgga 
tcgactgtga 
gtaacgtctg 
atttgcattc 
tacatgttgg 
tgtctgtgta 
ggatggatgg 
atagaaaaag 
gtgcttctgt 
cggccttgta 
atcaggaaag 
aaaacatccc 
ttgcaacttc 
gaccttaaaa 
atggcaccag 
aaagggctta 
tgcctaggcc 
ctctatcgat 
ttcgtcagaa 
aaggccagag 



ccgcccggca 
gtcagcggtg 
cttctacctc 
ggccaaggac 
gctagcaaac 
gcagcgctcc 
gtccagaaat 
cttcgatgtg 
ctttgagctt 
ctatcatgac 
tggaacactg 
taggaagcct 
cctcagctcc 
caaaaagcaa 
ccgcaaacta 
tctgcttctc 
ggaagaagct 
atctgaatgc 
cctgatcgac 
gaaactgcat 
tgagcagctt 
agacctccag 
tgagagaatt 
ctcgctacaa 
caaagaaaca 
cctaaatccc 
ccaatcggac 
gcgcatggaa 
acagaagcat 
cacagatgga 
cccagtctct 
agctggaatc 
agaggtactc 
aatctcaaaa 
accactttcc 
aatagggcat 
accaactcat 
tggggattct 
atccagtgca 
gggccaggac 
gaggtgtctc 
ggaaggcctg 
tactcattat 
gacactgttt 
ccttctgtgg 
ctttgggctt 



tcgctggagc 
acatcccaaa 
acggtcaaga 
gctgaggagc 
ctcatcccgc 
attagcttcc 
gccgccccct 
tgcgtcaatc 
tcccaaggag 
cccatgctga 
gactctctaa 
gatggctcga 
tatgatagct 
gatcaccgag 
gatctctgga 
cgagaaatct 
ataaatatca 
cgctattata 
agctctcgag 
gttttcctgt 
tgctaccagc 
gatggagaag 
aaaaacttct 
gccaatgaca 
gttttgtgtg 
accaccggga 
agtgagtcag 
cagacagact 
gtgcacttcg 
acggtttgga 
cgtatctgta 
tgtggcaact 
aaacaagtta 
ctactgtttt 
cagctcttag 
gaggaactca 
gaagtgaact 
gaaggcttaa 
agtttgatgc 
agaagcggct 
tcatagttgg 
ccaggataac 
tttagagaat 
atagaaacac 
gagccattga 
tcctgctctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 
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cttttgggtc 
tctccagagg 
ctctttgtcc 
tacctagaag 
acaccagcac 
ttcaagttta 
tcatgtgcat 
ttattttttg 
ttataggtct 
aagtcgttat 
cagcctttat 
agaagccatc 
tggtcaatga 
aagtatttca 



gtcaatttgc 
ccaatttcat 
agccttgatt 
agctccctgc 
tagtggtaat 
cagaaaagaa 
tcaagctgtg 
aaaacaagga 
taaacatgat 
tgatacagca 
tggtgaagaa 
agccagtgtg 
atgttttgat 
aataaattac 



catctctggt 
taactctgat 
tacagtgcag 
aagtgtaaat 
tattctaaat 
agcagtaaat 
tgacaagata 
tattgtgatc 
gaattttttc 
agtgaacctg 
aagaatgaat 
ttgggaaaag 
gaaatgaatg 
attattaagt 



tctgtgctat 
taattagaat 
ggtaaagtgc 
attaaggatg 
tattgccaaa 
gcattgatgt 
tatcaatata 
aattttaccc 
tattacaagt 
ctgcagacag 
gattctttgt 
aggtttgtca 
tttttgtata 
caaaa 



aatcagaatt 
cagctagcca 
agaccttaaa 
acctgtgcaa 
aagttttttt 
cattttatta 
aaaacaaggt 
tgtaaaacat 
ttatttaaaa 
aagcagagga 
aggcgccatc 
agtgttggcc 
atggccttaa 



gtaattatgt 
gattagtaac 
aacagctaag 
aattataccc 
taatctgtct 
tgtacatata 
atatacttta 
atttctgtat 
ctgctttctc 
aagccaagaa 
agccactttt 
tatgggaagg 
acttttctgg 



2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3575 



<210> 55 

<211> 1025 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 400197.1 

<220> 

<221> unsure 

<222> 574-662, 749-830 

<223> a, t, c, g, or other 



<400> 55 

gtcagcgtac tcccctgcca gataaaccag 
tgaagacatc tgacctgtgt ggtatgtctt 
aggatctacc acagcctgtt taaaatatga 
gaaatataga ccacactgat aaaaaaaaat 
gccaacaccc ttttcaagga tctgtccttt 
ttttctgttt ttctagcatg ttctcattta 
atctgaccta caacctgttt ttgtaaataa 
gtttacatat catctatggc tgctttcatg 
ttggcccctg tctctgtggg ttccacattc 
ttgagggaga aaaaacaaaa gtaatacaaa 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nntcctgtgg agccctgaaa tgggaggagg 
tgtatgtaaa tactacactg ttttataann 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
tcacagagac catattactc acagtgccta 
ccgccttcta cttctcttac tatttctagc 
tccctccaat ttgtcacgaa caaacttttg 
ttacc 



gactcagtcc gctgctagga tgcgtttcaa 60 
cagggcattg tagttgacag tagtaatgca 12 0 
ccagaaatgt ggctgctgga gtagctagat 180 
cttactcttt ttcccttcct gttatttatt 240 
tggagaattt ttgtactttg tctccttcct 3 00 
agaataagca aactatggcc tgcaagccaa 3 60 
agctttattg taacacagcc atgcccattt 420 
cctagaatgg cagagttgat ttgagtacag 480 
atgatttagt caacctcaga taaaaaatat 540 
tgannnnnnn nnnnnnnnnn nnnnnnnnnn 600 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 660 
aaaaaagtat acaggtggat gtgtgtaggt 720 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 780 
nnnnnnnnnn nnnnnnnnnn actgtagttg 840 
aaatatttac tcttttacat aaaaagtttg 900 
aaagtaccag actaatttct ccttcctctc 960 
tgcgtgtgta taaaatacaa tatacacaaa 102 0 

1025 



<210> 56 

<211> 586 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 
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<223> Incyte ID No: 235687.5c 
<220> 

<221> unsure 

<222> 5, 45, 49, 127, 133, 159 
<223> a, t, c, g, or other 



<400> 56 

tgatnagaat gtgcacaaac 
gcttgaataa acttcatcga 
ttgatgncac ttncctgtca 
atcatcagtc aattaagtta 
aatgcgttga ggatttggca 
gcttgaacca gagtgcactg 
gtcaactggt ggaggaagaa 
aaagaactgt aacagaactg 
tatgggccgc tgtcagggct 
ccttgaagct ggtgtactgg 



ccatcagttt aggttgttca 
aaagcttgtc cttttgacca 
acttcgcact aactccagnt 
agtaatctag gtgagaataa 
ctctacttaa aaccactaag 
agccgtccaa tgcaaaggaa 
ggtcgtgtaa gagccatgcg 
atattacagc accagaaccc 
cgaggatgcc agtttttagg 
cattagaaga tggttctgcc 



cacantgtnt gcaagggcct 60 
gactgccatc aacacagata 120 
agttggagcc caggtaccag 180 
acactatgag gttgcaaaga 240 
tggaggtaaa ggtgtagcta 3 00 
actggtgaca cttgtaaact 3 60 
agcagctcgt tcccttggag 420 
tcagcagttg tctgccaatc 480 
gccagctatg caagaagagg 540 
ctctca 586 



<210> 57 

<211> 2660 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2797839CB1 



<400> 57 

gtggcgagtg ccggccgaaa gctaggtccg gattgcacgt ggagggccgc ccgaagggca 60 
ctctcggaca ttaacccgca ttctgtacca tggggcgcaa gttggaccct acgaaggaga 12 0 
agcgggggcc aggccgaaag gcccggaagc agaagggtgc cgagacagaa ctcgtcagat 180 
tcttgcctgc agtaagtgac gaaaattcca agaggctgtc tagtcgtgct cgaaagaggg 240 
cagccaagag gagattgggc tctgttgaag cccctaagac aaataagtct cctgaggcca 3 00 
aaccattgcc tggaaagcta ccaaaaggga tctctgcagg agctgtccag acagctggta 360 
agaagggacc ccagtcccta tttaatgctc ctcgaggcaa gaagcgccca gcacctggca 42 0 
gtgatgagga agaggaggag gaagactctg aagaagatgg tatggtgaac cacggggacc 480 
tctggggctc cgaggacgat gctgatacgg tagatgacta tggagctgac tccaactctg 540 
aggatgagga ggaaggtgaa gcgttgctgc ccattgaaag agctgctcgg aagcagaagg 600 
cccgggaagc tgctgctggg atccagtgga gtgaagagga gaccgaggac gaggaggaag 660 
agaaagaagt gacccctgag tcaggccccc caaaggtgga agaggcagat gggggcctgc 72 0 
agatcaatgt ggatgaggaa ccatttgtgc tgccccctgc tggggagatg gagcaggatg 780 
cccaggctcc agacctgcaa cgagttcaca agcggatcca ggatattgtg ggaattctgc 840 
gtgattttgg ggctcagcgg gaggaagggc ggtctcgttc tgaatacctg aaccggctca 900 
agaaggatct ggccatttac tactcctatg gagacttcct gcttggcaag ctcatggacc 960 
tcttccctct gtctgagctg gtggagttct tagaagctaa tgaggtgcct cggcccgtca 1020 
ccctccggac caataccttg aaaacccgac gccgagacct tgcacaggct ctaatcaatc 1080 
gtggggttaa cctggatccc ctgggcaagt ggtcaaagac tggactagtg gtgtatgatt 1140 
cttctgtgcc cattggtgct acccccgagt acctggctgg gcactacatg ctgcagggag 1200 
cctccagcat gttgcccgtc atggccttgg caccccagga acatgagcgg atcctggaca 12 60 
tgtgttgtgc ccctggagga aagaccagct acatggccca gctgatgaag aacacgggtg 132 0 
tgatccttgc caatgacgcc aatgctgagc ggctcaagag tgttgtgggc aacttgcatc 13 80 
ggctgggagt caccaacacc attatcagcc actatgatgg gcgccagttc cccaaggtgg 1440 
tggggggctt tgaccgagta ctgctggatg ctccctgcag tggcactggg gtcatctcca 1500 
aggatccagc cgtgaagact aacaaggatg agaaggacat cctgcgctgt gctcacctcc 1560 
agaaggagtt gctcctgagt gctattgact ctgtcaatgc gacctccaag acaggaggct 1620 
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acctggttta 
ctctgaaaaa 
ttacccgctt 
ctcataccca 
tccctcagtc 
aggtcatccc 
agacaaagca 
atggcatctc 
aagcttcctc 
agccaaaggt 
ttgctttcct 
tatccccatc 
gggccaaggg 
agaaacagaa 
gccgcccccc 
tatcttagat 
cttgcctctg 
aaaacctctg 



ctgcacctgt 
gaggaatgtg 
tcgagaaagg 
caatatggat 
ccagacagga 
caagtctgag 
gcagctgcag 
caaaggggca 
cagcttccag 
gactgggaag 
caggcagaat 
caagactcag 
ggttgagaag 
tgataccccc 
accagcaaag 
ggttgaaaac 
tgaggatgcc 
aaaaaaaaaa 



tctatcacag 
cgactggtgc 
cgcttccacc 
gggttcttca 
aattctgaaa 
aacagcagcc 
aaacagcaac 
gactcagaat 
gatagcagtc 
ctaaagcaac 
gcccctccca 
gccaccctga 
cagcagttgc 
aaggggcctc 
aggaagaaat 
tagacgggtg 
ttctctactg 



tagaagagaa 
ccacgggcct 
ccagtctgcg 
ttgccaagtt 
cagccacacc 
agccagccaa 
atcccaagaa 
tgtccactgt 
agccagctgg 
gatcacctaa 
agggcacaga 
aacctaagga 
cagagcagcc 
agcctcccac 
ctcagtccag 
gctcactgcc 
tgcataccca 



tgagtgggtg 
agactttggc 
ttctacccga 
caagaaattt 
tacaaatgta 
gaaagccaag 
ggcctccttc 
accttctgtc 
aaaagccgaa 
attacagtcc 
cacacaaaca 
ccatcatcag 
ttttgagaaa 
tgtgtctccc 
gggcaacagc 
attgtcacca 
tgaaatttaa 



gtagactatg 
caggaaggtt 
cgcttctacc 
tccaattcta 
gacttgcctc 
ggggctgcaa 
cagaagctga 
acaaagaccc 
gggatcaggg 
tccaagaaag 
ccggctgtgt 
ccccttggaa 
gctgccttcc 
atccgttcca 
cagctgctgc 
ggttggaact 
tacacatttt 



1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2660 



<210> 58 
<211> 812 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2797839CD1 



<400> 58 



Met 


Gly 


Arg 


Lys 


Leu 


Asp 


Pro 


Thr 


Lys Glu Lys 


Arg 


Gly Pro 


Gly 


1 








5 








10 






15 


Arg 


Lys 


Ala 


Arg 


Lys 


Gin 


Lys 


Gly Ala Glu Thr 


Glu 


Leu Val 


Arg 










20 








25 






30 


Phe 


Leu 


Pro 


Ala 


Val 


Ser 


Asp 


Glu 


Asn Ser Lys 


Arg 


Leu Ser 


Ser 










35 








40 






45 


Arg 


Ala 


Arg 


Lys 


Arg 


Ala 


Ala 


Lys 


Arg Arg Leu Gly 


Ser Val 


Glu 










50 








55 






60 


Ala 


Pro 


Lys 


Thr 


Asn 


Lys 


Ser 


Pro 


Glu Ala Lys 


Pro 


Leu Pro 


Gly 
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70 






75 


Lys 


Leu 


Pro 


Lys 


Gly 


He 


Ser 


Ala 


Gly Ala Val 


Gin Thr Ala Gly 










80 








85 






90 


Lys 


Lys 


Gly 


Pro 


Gin 


Ser 


Leu 


Phe 


Asn Ala Pro 


Arg 


Gly Lys 


Lys 










95 








100 






105 


Arg 


Pro 


Ala 


Pro 


Gly 


Ser 


Asp 


Glu 


Glu Glu Glu 


Glu 


Glu Asp 


Ser 










110 








115 






120 


Glu 


Glu 


Asp 


Gly 


Met 


Val 


Asn 


His 


Gly Asp Leu 


Trp 


Gly Ser 


Glu 










125 








130 






135 


Asp 


Asp 


Ala 


Asp 


Thr 


Val 


Asp 


Asp 


Tyr Gly Ala 


Asp 


Ser Asn 


Ser 










140 








145 






150 


Glu 


Asp 


Glu 


Glu 


Glu 


Gly 


Glu 


Ala 


Leu Leu Pro 


He 


Glu Arg 


Ala 










155 








160 






165 


Ala 


Arg 


Lys 


Gin 


Lys 


Ala 


Arg 


Glu Ala Ala Ala Gly 


He Gin 


Trp 










170 








175 






180 


Ser 


Glu 


Glu 


Glu 


Thr 


Glu 


Asp 


Glu 


Glu Glu Glu 


Lys 


Glu Val 


Thr 










185 








190 






195 


Pro 


Glu 


Ser 


Gly 


Pro 


Pro 


Lys 


Val 


Glu Glu Ala 


Asp 


Gly Gly Leu 



67 



PA-0035 US 











200 










205 










210 


Gin 


He 


Asn 


Val 


Asp 
215 


Glu 


Glu 


Pro 


Phe 


Val 
220 


Leu 


Pro 


Pro 


Ala 


Gly 
225 


Glu 


Met 


Glu 


Gin 


Asp 
230 


Ala 


Gin 


Ala 


Pro 


Asp 
235 


Leu 


Gin 


Arg 


Val 


His 
240 


Lys 


Arg 


He 


Gin 


Asp 
245 


He 


Val 


Gly 


He 


Leu 
250 


Arg 


Asp 


Phe 


Gly 


Ala 
255 


Gin 


Arg 


Glu 


Glu 


Gly 
260 


Arg 


Ser 


Arg 


Ser 


Glu 
265 


Tyr 


Leu 


Asn 


Arg 


Leu 
270 


Lys 


Lys 


Asp 


Leu 


Ala 
275 


He 


Tyr 


Tyr 


Ser 


Tyr 
280 


Gly 


Asp 


Phe 


Leu 


Leu 
285 


Gly 


Lys 


Leu 


Met 


Asp 
290 


Leu 


Phe 


Pro 


Leu 


Ser 
295 


Glu 


Leu 


Val 


Glu 


Phe 
300 


Leu 


Glu 


Ala 


Asn 


Glu 
305 


Val 


Pro 


Arg 


Pro 


Val 
310 


Thr 


Leu 


Arg 


Thr 


Asn 
315 


Thr 


Leu 


Lys 


Thr 


Arg 
320 


Arg 


Arg 


Asp 


Leu 


Ala 
325 


Gin 


Ala 


Leu 


He 


Asn 
330 


Arg 


Gly 


Val 


Asn 


Leu 
335 


Asp 


Pro 


Leu 


Gly 


Lys 
340 


Trp 


Ser 


Lys 


Thr 


Gly 
345 


Leu 


Val 


Val 


Tyr 


Asp 
350 


Ser 


Ser 


Val 


Pro 


He 
355 


Gly 


Ala 


Thr 


Pro 


Glu 
360 


Tyr 


Leu 


Ala 


Gly 


His 
365 


Tyr 


Met 


Leu 


Gin 


Gly 
370 


Ala 


Ser 


Ser 


Met 


Leu 
375 


Pro 


Val 


Met 


Ala 


Leu 
380 


Ala 


Pro 


Gin 


Glu 


His 
385 


Glu 


Arg 


He 


Leu 


Asp 
390 


Met 


Cys 


Cys 


Ala 


Pro 
395 


Gly 


Gly 


Lys 


Thr 


Ser 
400 


Tyr 


Met 


Ala 


Gin 


Leu 
405 


Met 


L ys 


Asn 


Thr 


Gly 
410 


Val 


He 


Leu 


Ala 


Asn 
415 


Asp 


Ala 


Asn 


Ala 


Glu 
420 


Arg 


Leu 


Lys 


Ser 


Val 
425 


Val 


Gly 


Asn 


Leu 


His 
430 


Arg 


Leu 


Gly 


Val 


Thr 
435 


Asn 


Thr 


He 


He 


Ser 
440 


His 


Tyr 


Asp 


Gly 


Arg 
445 


Gin 


Phe 


Pro 


Lys 


Val 
450 


Val 


Gly 


Gly 


Phe 


Asp 
455 


Arg 


Val 


Leu 


Leu 


Asp 
460 


Ala 


Pro 


Cys 


Ser 


Gly 
465 


Thr 


Gly 


Val 


He 


Ser 
470 


Lys 


Asp 


Pro 


Ala 


Val 
475 


Lys 


Thr 


Asn 


Lys 


Asp 
480 


Glu 


Lys 


Asp 


He 


Leu 
485 


Arg 


Cys 


Ala 


His 


Leu 
490 


Gin 


Lys 


Glu 


Leu 


Leu 
495 


Leu 


Ser 


Ala 


He 


Asp 
500 


Ser 


Val 


Asn 


Ala 


Thr 
505 


Ser 


Lys 


Thr 


Gly 


Gly 
510 


Tyr 


Leu 


Val 


Tyr 


Cys 
515 


Thr 


Cys 


Ser 


He 


Thr 

520 


Val 


Glu 


Glu 


Asn 


Glu 
525 


Trp 


Val 


Val 


Asp 


Tyr 
530 


Ala 


Leu 


Lys 


Lys 


Arg 
535 


Asn 


Val 


Arg 


Leu 


Val 
540 


Pro 


Thr 


Gly 


Leu 


Asp 
545 


Phe 


Gly 


Gin 


Glu 


Gly 
550 


Phe 


Thr 


Arg 


Phe 


Arg 
555 


Glu 


Arg 


Arg 


Phe 


His 
560 


Pro 


Ser 


Leu 


Arg 


Ser 
565 


Thr 


Arg 


Arg 


Phe 


Tyr 
570 


Pro 


His 


Thr 


His 


Asn 
575 


Met 


Asp 


Gly 


Phe 


Phe 
580 


He 


Ala 


Lys 


Phe 


Lys 
585 


Lys 


Phe 


Ser 


Asn 


Ser 
590 


He 


Pro 


Gin 


Ser 


Gin 
595 


Thr 


Gly 


Asn 


Ser 


Glu 
600 


Thr 


Ala 


Thr 


Pro 


Thr 
605 


Asn 


Val 


Asp 


Leu 


Pro 
610 


Gin 


Val 


He 


Pro 


Lys 
615 


Ser 


Glu 


Asn 


Ser 


Ser 


Gin 


Pro 


Ala 


Lys 


Lys 


Ala 


Lys 


Gly 


Ala 


Ala 
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620 










625 










630 


Lys 


Thr 


Lys 


Gin 


Gin 


Leu 


Gin 


Lys 


Gin 


Gin 


His 


Pro 


Lys 


Lys 


Ala 










635 










640 










645 


Ser 


Phe 


Gin 


Lys 


Leu 


Asn 


Gly 


He 


Ser 


Lys 


Gly 


Ala 


Asp 


Ser 


Glu 










650 










655 










660 


Leu 


Ser 


Thr 


Val 


Pro 


Ser 


Val 


Thr 


Lys 


Thr 


Gin 


Ala 


Ser 


Ser 


Ser 










665 










670 










675 


Phe 


Gin 


Asp 


Ser 


Ser 


Gin 


Pro Ala Gly Lys 


Ala 


Glu 


Gly 


He 


Arg 










680 










685 










690 


Glu 


Pro 


Lys 


Val 


Thr 


Gly 


Lys 


Leu 


Lys 


Gin 


Arg 


Ser 


Pro 


Lys 


Leu 










695 










700 










705 


Gin 


Ser 


Ser 


Lys 


Lys 


Val 


Ala 


Phe 


Leu 


Arg 


Gin 


Asn 


Ala 


Pro 


Pro 










710 










715 










720 


Lys 


Gly 


Thr 


Asp 


Thr 


Gin 


Thr 


Pro 


Ala 


Val 


Leu 


Ser 


Pro 


Ser 


Lys 










725 










730 










735 


Thr 


Gin 


Ala 


Thr 


Leu 


Lys 


Pro 


Lys 


Asp 


His 


His 


Gin 


Pro 


Leu 


Gly 










740 










745 










750 


Arg 


Ala 


Lys 


Gly 


Val 


Glu 


Lys 


Gin 


Gin 


Leu 


Pro 


Glu 


Gin 


Pro 


Phe 










755 










760 










765 


Glu 


Lys 


Ala 


Ala 


Phe 


Gin 


Lys 


Gin 


Asn 


Asp 


Thr 


Pro 


Lys 


Gly 


Pro 










770 










775 










780 


Gin 


Pro 


Pro 


Thr 


Val 


Ser 


Pro 


He 


Arg 


Ser 


Ser 


Arg 


Pro 


Pro 


Pro 










785 










790 










795 


Ala 


Lys 


Arg 


Lys 


Lys 


Ser 


Gin 


Ser Arg Gly 


Asn 


Ser 


Gin 


Leu 


Leu 










800 










805 










810 



Leu Ser 



<210> 59 

<211> 907 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 978690.6 



<400> 59 

tggacggaca 

gataagatgg 

acaacagctg 

ttcaaggaac 

tcagcgagcc 

gccaagaaaa 

aaagagatga 

actcttctct 

gccacagggt 

tggtttggct 

tgagggcagc 

ctgactgcat 

gtgcttggaa 

cgattttgaa 

cagaagctca 

acaaaaa 



tcaagcctgt 
ttcatgagac 
acaataaggt 
ccccaaaggt 
ataagcccac 
agagcgcgga 
acaataaact 
ctctctccct 
taattagagg 
tcttttgatg 
ccctggagca 
gctgatgagc 
gtgtctgtgg 
ctttaggtac 
gcctgggctt 



gaaaccaata 
cagctacagt 
cattgatcgc 
ggaaaaacct 
gaggaaggcc 
gggcccgagt 
ggctgaggcg 
ccccccaact 
cttctcatct 
gaagaatcct 
ccaggaagcg 
aaggcaggca 
ggtctcctcc 
atgtgttctt 
cagcaattga 



aaggccaagc 
gctcagttca 
agaagaatac 
agtgttcaga 
aaagacaagc 
accaccaagc 
aaagagtaaa 
tttttgtttt 
gccttggtcc 
gcttcacaga 
ttgccgctgg 
ggtctgagag 
tcccagatcc 
ttcaaaaatt 
caaaatttga 



cccagtacaa 
aaggagaggc 
gcagcctcta 
gttccaaacc 
aggcggtgtc 
cagacgacaa 
tttccctgca 
agagcaacaa 
tgagtgttcc 
ctgagtggca 
ctgtgccctc 
gcgaaacgaa 
ccaagatctg 
cagagaatcg 
agaaatatta 



gcccccagat 
cagcaagcca 
cagcgaaccc 
aaaaaagacc 
aggccaggct 
ggagcaaagc 
ctttcctttt 
atcataaaag 
aggagctctt 
ggcctcctcc 
ccctggcact 
tctcccggca 
tgtcactggt 
tcatgtgcca 
aacaaaaata 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

907 



<210> 60 
<211> 2868 



PA-0035 US 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 348072.5 

<220> 

<221> unsure 
<222> 2851 

<223> a, t, c, g, or other 
<400> 60 

tattcagcga tggactttgc atggtggccc tgtctcatct tggctctgcc tctccagctt 60 
ggcagcctct ggcttcccga gaagcccctt tcggctgctt gggaaacgga gcctcccgga 120 
aggggtggcc aatggcatcg aggtctacag taccaaaatc aactccaagg tgacctcccg 180 
ttttgctcac aatgttgtca ccatgagagc cgtcaaccgt gcagacacgg ccaaggaggt 240 
ttcctttgat gtggagctgc ccaagacggc cttcatcacc aacttcacct tgaccatcga 3 00 
cggtgttacc taccctggga atgtcaagga gaaggaagtt gccaagaagc agtatgaaaa 3 60 
ggctgtgtcc cagggcaaga cggccggctt ggtcaaggcc tctgggagga agttggagaa 42 0 
gttcacagtc tcggtcaacg tggctgcagg cagcaaagtc accttcgagc taacctacga 480 
ggagctgctg aagaggcaca agggcaagta cgagatgtac ctcaaggtcc agcctaagca 540 
actggtcaaa cactttgaga tcgaggtaga catcttcgag cctcagggaa tcagcatgct 600 
ggatgctgag gcctctttca tcaccaacga cctcctggga agcgccctca ccaagtcctt 660 
ctcagggaaa aagggccatg tgtccttcaa gcccagctta gaccaacagc gttcatgccc 72 0 
aacctgtaca gattccctcc tcaatggaga tttcactatc acctatgacg tgaacagaga 780 
atctcctggc aacgtgcaga tagtcaatgg ctacttcgtg cacttctttg cacctcaagg 840 
ccttccagtg gtgcctaaga acgtggcctt tgtgattgac atcagcggct ccatggctgg 90 0 
tcggaaatta gagcagacaa aggaggccct tctcagaatc ctggaagata tgcaagagga 960 
agactatctg aatttcatcc tgttcagtgg agatgtgtcc acatggaaag agcacttagt 1020 
ccaggccatg cccgagaacc tccaggaggc caggacgttt gtgaagagca tggaggataa 1080 
aggaatgacc aacatcaatg acgggctgct gaggggcatc agtatgctga acaaggcccg 1140 
agaggagcac agaatcccag agaggagcac ctccattgtc atcatgctga ctgatgggga 1200 
tgccaatgtt ggtgagagca gacccgaaaa aatccaagag aatgtgcgga atgccatcgg 12 60 
gggcaagttc cccttgtata acctgggctt tggcaacaat ctgaattata acttcctgga 1320 
gaacatggcc ctggagaacc atgggtttgc ccggcgcatt tatgaggact ctgatgccga 13 80 
tttgcagttg cagggcttct atgaggaggt ggccaaccca ctgctgacgg gtgtggagat 1440 
ggagtacccc gagaacgcta tcctggacct cacccagaac acttaccagc acttctacga 1500 
tggctctgag atcgtggtgg ccgggcgcct ggtggacgag gacatgaaca gctttaaggc 156 0 
agatgtgaag ggccatgggg ccaccaacga cctgaccttc acagaggagg tggacatgaa 162 0 
ggagatggag aaggccctgc aggagcggga ctacatcttc gggaattaca ttgagcggct 1680 
ctgggcctac ctcaccattg agcagctgct ggagaagcgc aagaacgccc atggcgagga 1740 
gaaggagaac ctcacggccc gggccctgga cctgtccctc aagtatcact ttgtgactcc 1800 
actgacctca atggtggtga ccaagcctga ggacaacgag gatgagaggg ccattgccga 1860 
caagcctggg gaagatgcag aagccacacc ggtgagcccc gccatgttcc tacctgacca 1920 
gctaccagcc tcctcaaaac ccctactact atgtggacgg ggatccccac ttcatcatcc 1980 
aaattccgga gaaagacgat gccctctgct tcaacatcga tgaagcccca ggcacagtgc 2040 
tgcgccttat tcaggatgca gtcacaggcc tcacagttaa tgggcagatc actggcgaca 2100 
agagaggcag ccctgactcc aagaccagaa agacttactt tggaaaactg ggcatcgcca 2160 
atgctcagat ggacttccag gtggaggtga caacggagaa gatcaccctg tggaacaggg 2220 
ccgtgccgag cactttcagc tggctggaca cagtcacagt cacgcaggat gggctgtcca 2280 
tgatgatcaa caggaagaac atggtggtct cctttggaga tggggttacc ttcgtggtcg 2340 
tcctacacca ggtgtggaag aaacatcctg tccaccgtga ctttctaggc ttctacgtgg 2400 
tggacagtca ccggatgtca gcacagacgc atgggctgct ggggcaattc ttccaaccct 2460 
ttgactttaa agtgtctgac atccggccag gctctgaccc cacaaagcca gatgccacat 2520 
tggtggtgaa gaaccatcag ctgattgtca ccaggggctc ccagaaagac tacagaaagg 2580 
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atgccagcat cggcacgaag gttgtctgct ggttcgtcca caacaacgga gaagggctga 2 64 0 
ttgatggtgt ccacactgac tacattgtcc ccaacctgtt ttgagtagac acaccagctc 2700 
ctgttgggat ggatggcccg gattttatgg catctggaac atgggcacag agaggggcct 2760 
gtgggagggg ctgggaaaat aaagtccaag gtcgagacca gacagctgcc agcctctaca 2820 
tgccttcatg agcctctgct ccagggaaca ngcaactggg acccacag 2868 



<210> 61 

<211> 1952 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 085596CB1 



<400> 61 

aaaatgaagg cactcattgc agcactgctt 
agtcccactg actgcagtgc tgttgagccg 
aaaaggcgac gggatggcta ccttttccaa 
agagtggaaa atacaactgt atattactta 
gtcctatcca ggaaatactg gaatgactgt 
atagtgatcg gacaatgtaa ggtaatagct 
agagtgattg actttaactg caccacaagt 
gatagtccgg tcctcataga tttctttgag 
aaagcccttg agaagtacaa agaggagaat 
accgagagag ttgcaagagt gagaggaggg 
gtgcggaact gccccagaca ccatttcccc 
gcagatttgt tctatgatgt agaagccttg 
aactgtgaag tcttcgaccc tcaggaacat 
ggacatccct tccactgggg tgggcatgag 
ccccatggat ctagagatca tcatcatccc 
cctccagatg aaagagatca ctcacatgga 
ttgcccatgt cctgctcaag ttgtcaacat 
cgttctcata ataataattc cagtgacctc 
catccccacg gacaccatcc ccatgcacac 
catccccatg gacaccaccc ccatggacac 
catccccatg gacaccatcc ccactgccat 
ccaccccata accaaggtca ctgttgccat 
aggcgaggcc caggtaaagg accctgtccc 
cgactccctc ctctaagaaa aggtgaggtg 
ttcccattgc cgcaccacaa acatcctcta 
gtctctgaat catgtccagg gaagttcaag 
acacatacat ttccaaaata aaatgtgatt 
aattagaaac ataaataaaa tgaccagtaa 
tttcatactg aagatgcagc aaaatgtgaa 
caaatggaaa ggagaggaaa gaactcagtg 
ccactacatc acttgagaca aatctatgcc 
ctctaattct agagtctctg ttactgcttg 
gtattgaaac tattgttaaa aaaaaaaaaa 



ttgatcacat tgcagtattc gtgtgccgtg 60 
gaggctgaga aagctctaga cctgatcaat 12 0 
ttgctgcgga ttgctgatgc ccacttggac 180 
gtcttagatg tgcaagaatc ggactgttcg 240 
gagccacctg attccagacg tccatctgaa 300 
acaagacatt cccatgaatc tcaggacctc 360 
tctgtctctt cagcactggc caataccaaa 42 0 
gatactgagc gctacagaaa acaagccaac 480 
gatgactttg cctctttcag agtggaccga 540 
gaaggaactg gttacttcgt ggacttctct 600 
agacacccca atgtctttgg attctgcaga 660 
gacttggaaa gcccgaaaaa ccttgtcata 720 
gagaacatca atggtgtacc gcctcatttg 780 
cgttcttcta ccaccaagcc tccattcaag 840 
cacaagccac acgaacatgg acccccacct 900 
cccccacttc cacaaggccc tcctccacta 960 
gccacttttg gcacaaatgg ggcccaaaga 1020 
catccccata agcatcattc ccatgaacag 1080 
catcctcatg aacatgatac ccatagacag 1140 
catcctcatg gacaccaccc ccatggacac 1200 
gatttccaag actatggacc ttgtgaccca 12 60 
ggccacggcc caccacctgg gcacttaaga 132 0 
ttccattgca gacaaattgg atctgtgtac 1380 
ctgccacttc ctgaggccaa ttttcccagc 1440 
aagccagaca ttcagccctt tcctcaatca 1500 
agtgggtttc cacaagtttc catgtttttt 1560 
cctttgaaga ggaaaatgaa taatacattg 1620 
ttgtgaaaat tacagttctt ttcaacctac 1680 
tgggaaaaga gatggcctga gaagagagat 1740 
ctgcctatta gtagttaatt ctgtcactca 1800 
actcagaatc tccttctttc ctggacttaa 1860 
ggctatacct gggcatacta ataaagtatg 192 0 
aa 1952 



<210> 62 
<211> 525 
<212> PRT 

<213> Homo sapiens 



<220> 
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<221> misc_f eature 
<223> Incyte ID No: 

<400> 62 

Met Lys Ala Leu He 
1 5 
Ser Cys Ala Val Ser 
20 

Ala Glu Lys Ala Leu 
35 

Tyr Leu Phe Gin Leu 
50 

Val Glu Asn Thr Thr 
65 

Ser Asp Cys Ser Val 
80 

Pro Pro Asp Ser Arg 
95 

Lys Val He Ala Thr 
110 

Val He Asp Phe Asn 
125 

Ala Asn Thr Lys Asp 
140 

Thr Glu Arg Tyr Arg 
155 

Lys Glu Glu Asn Asp 
170 

Glu Arg Val Ala Arg 
185 

Val Asp Phe Ser Val 
200 

His Pro Asn Val Phe 
215 

Val Glu Ala Leu Asp 
230 

Cys Glu Val Phe Asp 
245 

Pro Pro His Leu Gly 
260 

Ser Ser Thr Thr Lys 
275 

His His His Pro His 
290 

Pro Asp Glu Arg Asp 
305 

Pro Pro Pro Leu Leu 
320 

Thr Phe Gly Thr Asn 
335 

Ser Ser Asp Leu His 
350 

Pro His Gly His His 
365 

Thr His Arg Gin His 
380 



085596CD1 



Ala 


Ala 


Leu 


Leu 


Leu 
10 


Pro 


Thr 


Asp 


Cys 


Ser 
25 


Asp 


Leu 


He 


Asn 


Lys 
40 


Leu 


Arg 


He 


Ala 


Asp 
55 


Val 


Tyr 


Tyr 


Leu 


Val 
70 


Leu 


Ser 


Arg 


Lys 


Tyr 
85 


Arg 


Pro 


Ser 


Glu 


He 
100 


Arg 


His 


Ser 


His 


Glu 
115 


Cys 


Thr 


Thr 


Ser 


Ser 
130 


Ser 


Pro 


Val 


Leu 


He 
145 


Lys 


Gin 


Ala 


Asn 


Lys 
160 


Asp 


Phe 


Ala 


Ser 


Phe 
175 


Val 


Arg 


Gly Gly 


Glu 










190 


Arg 


Asn 


Cys 


Pro 


Arg 
205 


Gly 


Phe 


Cys 


Arg 


Ala 
220 


Leu 


Glu 


Ser 


Pro 


Lys 
235 


Pro 


Gin 


Glu 


His 


Glu 
250 


His 


Pro 


Phe 


His 


Trp 
265 


Pro 


Pro 


Phe 


Lys 


Pro 

280 


Lys 


Pro 


His 


Glu 


His 
295 


His 


Ser 


His 


Gly 


Pro 
310 


Pro 


Met 


Ser 


Cys 


Ser 
325 


Gly Ala 


Gin 


Arg 


Arg 










340 


Pro 


His 


Lys 


His 


His 
355 


Pro 


His 


Ala 


His 


His 
370 


Pro 


His 


Gly 


His 


His 
385 



He 


Thr 


Leu 


Gin 


Tyr 

15 


Ala 


Val 


Glu 


Pro 


Glu 
30 


Arg 


Arg 


Arg 


Asp 


Gly 
45 


Ala 


His 


Leu 


Asp 


Arg 
60 


Leu 


Asp 


Val 


Gin 


Glu 
75 


Trp 


Asn 


Asp 


Cys 


Glu 
90 


Val 


He 


Gly Gin 


Cys 










105 


Ser 


Gin 


Asp 


Leu 


Arg 
120 


Val 


Ser 


Ser 


Ala 


Leu 
135 


Asp 


Phe 


Phe 


Glu 


Asp 
150 


Ala 


Leu 


Glu 


Lys 


Tyr 
165 


Arg 


Val 


Asp 


Arg 


Thr 
180 


Gly 


Thr 


Gly 


Tyr 


Phe 
195 


His 


His 


Phe 


Pro 


Arg 
210 


Asp 


Leu 


Phe 


Tyr 


Asp 
225 


Asn 


Leu 


Val 


He 


Asn 
240 


Asn 


He 


Asn Gly 


Val 










255 


Gly Gly 


His 


Glu 


Arg 










270 


His 


Gly 


Ser 


Arg 


Asp 
285 


Gly 


Pro 


Pro 


Pro 


Pro 
300 


Pro 


Leu 


Pro 


Gin 


Gly 
315 


Ser 


Cys 


Gin 


His 


Ala 
330 


Ser 


His 


Asn 


Asn 


Asn 
345 


Ser 


His 


Glu 


Gin 


His 

360 


Pro 


His 


Glu 


His 


Asp 
375 


Pro 


His 


Gly 


His 


His 
390 
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Pro 


His 


Gly His 


His 
395 


Pro 


His 


Gly His 


His 


Pro 


His 


Gly His 


His 


Pro 


His 


Cys 


His 


Asp 
410 


Phe 


Gin 


Asp 


Tyr 


Gly 

A 1 R 


Pro 


Cys 


Asp 


Pro 


Pro 

AO 0 


Pro 


His 


Asn 


Gin 


Gly 
425 


His 


Cys 


Cys 


His 


Gly 

A *3 C\ 
4t J U 


His 


Gly 


Pro 


Pro 


Pro 
43 5 


Gly His 


Leu 


Arg 


Arg 
440 


Arg 


Gly 


Pro 


Gly 


Lys 

A A c: 


Gly 


Pro 


Cys 


Pro 


Phe 

a ^ n 


His 


Cys 


Arg 


Gin 


He 

A IT IZ 

4bb 


Gly 


Ser 


Val 


Tyr 


Arg 

A £ C\ 
41 0 U 


Leu 


Pro 


Pro 


Leu 


Arg 

*± \j ~j 


Lys Gly Glu Val 


Leu 
470 


Pro 


Leu 


Pro 


Glu 


Ala 
475 


Asn 


Phe 


Pro 


Ser 


Phe 
480 


Pro 


Leu 


Pro 


His 


His 
485 


Lys 


His 


Pro 


Leu 


Lys 
490 


Pro 


Asp 


He 


Gin 


Pro 
495 


Phe 


Pro 


Gin 


Ser 


Val 
500 


Ser 


Glu 


Ser 


Cys 


Pro 
505 


Gly 


Lys 


Phe 


Lys 


Ser 
510 


Gly 


Phe 


Pro 


Gin 


Val 
515 


Ser 


Met 


Phe 


Phe 


Thr 
520 


His 


Thr 


Phe 


Pro 


Lys 
525 



<210> 63 

<211> 1635 

<212> DNA 

<213> Homo sapiens 

0 

^ <220> 

^ <221> misc_f eature 

S <223> Incyte ID No: 103917CB1 

.4* <400> 63 

0 gcctcacctg cagctgcgcc tccttgcacc tgcgcctgtg ctttttctcc cagcactgcg 60 

gacgcgactc gagggtgacg ctcgctccgc tcgtcccgct cgtcatggcc tacccgggat 12 0 
acggaggagg gtttggaaat tttagcattc aggtgccagg aatgcagatg ggacagccag 180 
tgccagaaac aggcccagct atactcctcg atggatactc tgggccagca tattcagaca 240 
cttattcctc agctggtgac tccgtgtata cttacttcag tgctgttgct ggacaggatg 3 00 
gtgaagtgga tgctgaagaa cttcagagat gtttgacaca gtctggaatt aatggaactt 360 
actctccctt cagtttggaa acctgcagaa ttatgattgc catgttggat agagatcaca 420 
caggaaaaat gggatttaat gcattcaaag agctatgggc agctcttaat gcctggaagg 480 
aaaacttcat gactgttgat caagatggaa gtggcacagt agaacatcat gagttgcgtc 540 
aagccattgg tcttatgggt tataggttga gtcctcaaac attaactact attgttaaac 600 
gttatagcaa gaatggcaga attttctttg atgattatgt tgcttgctgt gtgaagcttc 660 
gagcattgac agatttcttt aggaaaagag accacttgca acaagggtct gcgaatttca 720 
tatatgacga ttttttgcag ggcactatgg caatttgaat gcttagaatt ttaaacctga 780 
agagacactg tgaattcttt tgtttggaag aagtgaactg gactacttta aaacttttaa 840 
gggttttcta tgttcttcct acctgttaaa cctcttccct ttctgtgtgt ttttatttta 900 
gcagatagtt caaagcaata aaagatttct tttttaattt gaggtattac tgcttttgga 960 
aaagttattt tataaatatg tgcatattgt cataaaatat tgtatgatta attgatttaa 1020 
ataatgctta gccttaattt tagataatgt aaatttagag gaatgtactt tacaagatag 1080 
attgtataag aagccaaata atgaaagcct agaaaaaact aatttatact tatctgaagg 1140 
ttacaaatta gacttttaaa ttttctttgt agttggtggt gtttgagggt tggctagaaa 12 00 
tgaaagcctg gattttgtgc catgtttgta atatagtttg ttccttgatc aaataatcag 12 60 
agaaaagaaa cttaaagatc tttgtctgtg aagaagaaaa ttatctccct agttcaatct 1320 
gtagtgaaat aagactacag aaggcattgt tttttccttt tttatttttt gtattatata 13 80 
tttttcttaa atatgtttta ttgtcttctc taagcaaaaa gttcttaata aacatagtat 1440 
ttctctctgc gtcctatttc attagtgaag acatagttca cctaaaatgg catcctgctc 1500 
tgaatctaga ctttttagaa atggcatatg tttttgatga tatgtcaaca ttcaaaattg 1560 
tcctaattaa attgttgttt aaatgtaatg tcaactcttt ataaacttaa aaataaacaa 1620 
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gtaattaacc actct 

<210> 64 
<211> 217 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 103917CD1 



<400> 64 

Met Ala Tyr Pro Gly Tyr Gly 

1 5 
Gin Val Pro Gly Met Gin Met 
20 

Pro Ala lie Leu Leu Asp Gly 
35 

Thr Tyr Ser Ser Ala Gly Asp 
50 

Val Ala Gly Gin Asp Gly Glu 
65 

Cys Leu Thr Gin Ser Gly lie 
80 

Leu Glu Thr Cys Arg lie Met 
95 

Thr Gly Lys Met Gly Phe Asn 
110 

Leu Asn Ala Trp Lys Glu Asn 
125 

Ser Gly Thr Val Glu His His 
140 

Met Gly Tyr Arg Leu Ser Pro 
155 

Arg Tyr Ser Lys Asn Gly Arg 
170 

Cys Cys Val Lys Leu Arg Ala 
185 

Asp His Leu Gin Gin Gly Ser 
200 

Leu Gin Gly Thr Met Ala lie 
215 

<210> 65 

<211> 2977 

<212> DNA 

<213> Homo sapiens 



Gly Gly 


Phe 


Gly Asn 


Phe 


Ser 


He 






10 










15 


Gly 


Gin 


Pro 
25 


Val 


Pro 


Glu 


Thr 


Gly 
30 


Tyr 


Ser 


Gly 
40 


Pro 


Ala 


Tyr 


Ser 


Asp 
45 


Ser 


Val 


Tyr 
55 


Thr 


Tyr 


Phe 


Ser 


Ala 
60 


Val 


Asp 


Ala 
70 


Glu 


Glu 


Leu 


Gin 


Arg 
75 


Asn Gly Thr 


Tyr 


Ser 


Pro 


Phe 


Ser 






85 










90 


lie 


Ala 


Met 
100 


Leu 


Asp 


Arg 


Asp 


His 
105 


Ala 


Phe 


Lys 
115 


Glu 


Leu 


Trp 


Ala 


Ala 
120 


Phe 


Met 


Thr 
130 


Val 


Asp 


Gin 


Asp 


Gly 
135 


Glu 


Leu 


Arg 
145 


Gin 


Ala 


He 


Gly 


Leu 
150 


Gin 


Thr 


Leu 
160 


Thr 


Thr 


He 


Val 


Lys 
165 


He 


Phe 


Phe 
175 


Asp 


Asp 


Tyr 


Val 


Ala 
180 


Leu 


Thr 


Asp 
190 


Phe 


Phe 


Arg 


Lys 


Arg 
195 


Ala 


Asn 


Phe 
205 


He 


Tyr 


Asp 


Asp 


Phe 
210 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3603037CB1 



<400> 65 

gagcaattga ttaatagctc ggcgagggga 
gcaactcctg gcttcccagc agccggaaca 
atttttctta tttcttaaaa aacagcaact 
ttttcttggt gtgtgtggtg gttgttttta 



ctcactgact gttataataa cactacacca 60 
cagacaggag agagtcagtg gcaaatagac 12 0 
tgtttgctac ttttatttct gttgattttt 180 
agtgtggagg gcaaaaggag ataccatccc 2 40 
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aggctcagtc caacccctct ccaaaacggc 
gggtctccag gttgtgcgag gagcaaatga 
taactctcag tggttttgtg caccagctgt 
ccgccacgtc ggtgaccatc tttcccaatg 
acggagtggc cggagatggc atgatcaaca 
atctcccata tcccagcagc tttgctcccg 
acatgggcaa gttctccatt gaccctcagt 
taatcaatat tgtgagtgca ggcatcttgc 
cctcatccag cgtcacctct gcctccccca 
gcaccatgtc ccagacccag cctgacctgg 
ctccttattc tggctgtgca ggagacctct 
ccaccacctc cacctcttcc tctctggcct 
agccagccac ggacccaggt ctcttcccaa 
ctcagtgcca gagagaccta catggtacag 
cactggacac cctgcgggtg ccccctccac 
ccctgggggg ccccagtgct ggggtgaccg 
cccggctgcc tggtagcagc tcagcagcag 
cacaccacct gccactgcgg cccattctga 
agacgccggt gcacgagagg ccctacccgt 
cccgctctga cgagctgaca cggcacatcc 
gtcggatctg catgcgcaac ttcagccgca 
acaccggtga gaagcccttc gcctgtgact 
agaggaagcg ccacaccaag atccacctga 
ctgcatcggt gccagccccc tctacagcct 
accctgtgca gcagtaacag cagcagtctt 
cggacccgga caccttgaga tgagactcag 
ggccctttgt ccactggagc tgcacaacaa 
ctttgttggg caaagggctt tggtggagct 
ttcttcctaa aacttagccc attctagtct 
caaaggggag gctcagaagg aggtggtgtg 
accctgcttt aaagggttgt ttgactaggt 
catcacaggt ttttgaccct ggatgtcaga 
gggagatgct gatcccttca agtggggaca 
ttatggcttg ggactgattt gggggacatt 
acactctgtg gccctaaaat ggtgaatcag 
aatatgtatt ataaactcag agaacagaag 
ctgctccttt tcgagttgtt tgagaaatgt 
attttgtgta tttttgatgt acactgttct 
aagcatttat gatctcagag gttaacttat 
ctaggatgca tgcaattgtg ttggaagtgt 
tacaaggtct gcatgtaaat gggttgcctt 
tagtatggct gtatatttct gcctattaat 
tgtatgcttt gttttgtgac ttaaaagtgt 
gtacataatg ttaccggagc tgatttgttt 
taaatctatt ctaacgcaaa accactaact 
tagtgtaaat aaatactttt caacaataaa 



ttttctgaca ctccaggtag cgagggagtt 300 
tgaccgccaa ggccgtagac aaaatcccag 3 60 
ctgacaacat ctacccggtg gaggacctcg 42 0 
ccgaactggg aggccccttt gaccagatga 480 
ttgacatgac tggagagaag aggtcgttgg 540 
tctctgcacc tagaaaccag accttcactt 600 
accctggtgc cagctgctac ccagaaggca 660 
aaggggtcac ttccccagct tcaaccacag 720 
acccactggc cacaggaccc ctgggtgtgt 7 80 
accacctgta ctctccgcca ccgcctcctc 840 
accaggaccc ttctgcgttc ctgtcagcag 900 
acccaccacc tccttcctat ccatccccca 960 
tgatcccaga ctatcctgga ttctttccat 1020 
ctggcccaga ccgtaagccc tttccctgcc 1080 
tcactccact ctctacaatc cgtaacttta 1140 
gaccaggggc cagtggaggc agcgagggac 12 0 0 
cagcagccgc cgccgccgcc gcctataacc 12 60 
ggcctcgcaa gtaccccaac agacccagca 132 0 
gcccagcaga aggctgcgac cggcggttct 1380 
gaatccacac tgggcataag cccttccagt 1440 
gtgaccacct caccacccat atccgcaccc 1500 
actgtggccg aaagtttgcc cggagtgatg 15 60 
gacagaaaga gcggaaaagc agtgccccct 1620 
cctgctctgg gggcgtgcaa gcctgggggt 16 80 
ggcggagggc cgctcgcccc ttgctcctct 1740 
gctgatacac cagctcccaa aggtcccgga 1800 
acactaccac cctttcctgt ccctctctcc 1860 
agcactgccc cctttccacc tagaagcagg 192 0 
ctcttaggtg agttgactat caacccaagg 1980 
gggacccctg gccaagaggg ctgaggtctg 2040 
tttgctaccc cacttcccct tattttgacc 2100 
gttgatctaa gacgttttct acaataggtt 2160 
gcaaaaagac aagcaaaact gatgtgcact 222 0 
gtacagtgag tgaagtatag cctttatgcc 22 80 
agcatatcta gttgtctcaa cccttgaagc 2340 
tgcaatgtga tgggaggaac atagcaatat 2 400 
aggctatttt ttcagtgtat atccactcag 2460 
ctaaattctg aatctttggg aaaaaatgta 2 52 0 
ttaaggggga tgtacatata ttctctgaaa 2580 
ccttggtgcc ttgtgtgatg tagacaatgt 2640 
attatggaga aaaaaatcac tccctgagtt 2700 
atttggaatt ttttttagaa agtatatttt 2760 
tacctttgta gtcaaatttc agataagaat 2820 
ggtcattagc tcttaatagt tgtgaaaaaa 2880 
gaagttcaga taatggatgg tttgtgacta 2940 
aaaaaaa 2977 



<210> 66 
<211> 456 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3603037CD1 
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<400> 66 

Met Met Thr Ala Lys Ala Val Asp Lys lie Pro Val Thr Leu Ser 
15 10 15 

Gly Phe Val His Gin Leu Ser Asp Asn He Tyr Pro Val Glu Asp 
20 25 30 

Leu Ala Ala Thr Ser Val Thr He Phe Pro Asn Ala Glu Leu Gly 
35 40 45 

Gly Pro Phe Asp Gin Met Asn Gly Val Ala Gly Asp Gly Met He 
50 55 60 

Asn He Asp Met Thr Gly Glu Lys Arg Ser Leu Asp Leu Pro Tyr 
65 70 75 

Pro Ser Ser Phe Ala Pro Val Ser Ala Pro Arg Asn Gin Thr Phe 
80 85 90 

Thr Tyr Met Gly Lys Phe Ser He Asp Pro Gin Tyr Pro Gly Ala 
95 100 105 

Ser Cys Tyr Pro Glu Gly He He Asn He Val Ser Ala Gly He 
110 115 120 

Leu Gin Gly Val Thr Ser Pro Ala Ser Thr Thr Ala Ser Ser Ser 
125 130 135 

Val Thr Ser Ala Ser Pro Asn Pro Leu Ala Thr Gly Pro Leu Gly 
140 145 150 

Val Cys Thr Met Ser Gin Thr Gin Pro Asp Leu Asp His Leu Tyr 
155 160 165 

Ser Pro Pro Pro Pro Pro Pro Pro Tyr Ser Gly Cys Ala Gly Asp 
170 175 180 

Leu Tyr Gin Asp Pro Ser Ala Phe Leu Ser Ala Ala Thr Thr Ser 
185 190 195 

Thr Ser Ser Ser Leu Ala Tyr Pro Pro Pro Pro Ser Tyr Pro Ser 
200 205 210 

Pro Lys Pro Ala Thr Asp Pro Gly Leu Phe Pro Met He Pro Asp 
215 220 225 

Tyr Pro Gly Phe Phe Pro Ser Gin Cys Gin Arg Asp Leu His Gly 
230 235 240 

Thr Ala Gly Pro Asp Arg Lys Pro Phe Pro Cys Pro Leu Asp Thr 
245 250 255 

Leu Arg Val Pro Pro Pro Leu Thr Pro Leu Ser Thr He Arg Asn 
260 265 270 

Phe Thr Leu Gly Gly Pro Ser Ala Gly Val Thr Gly Pro Gly Ala 
275 280 285 

Ser Gly Gly Ser Glu Gly Pro Arg Leu Pro Gly Ser Ser Ser Ala 
290 295 300 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Tyr Asn Pro His His Leu 
305 310 315 

Pro Leu Arg Pro He Leu Arg Pro Arg Lys Tyr Pro Asn Arg Pro 
320 325 330 

Ser Lys Thr Pro Val His Glu Arg Pro Tyr Pro Cys Pro Ala Glu 
335 340 345 

Gly Cys Asp Arg Arg Phe Ser Arg Ser Asp Glu Leu Thr Arg His 
350 355 360 

He Arg He His Thr Gly His Lys Pro Phe Gin Cys Arg He Cys 
365 370 375 

Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr Thr His He Arg 
380 385 390 

Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp Tyr Cys Gly Arg 
395 400 405 

Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His Thr Lys He His 
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410 415 420 

Leu Arg Gin Lys Glu Arg Lys Ser Ser Ala Pro Ser Ala Ser Val 

425 430 435 

Pro Ala Pro Ser Thr Ala Ser Cys Ser Gly Gly Val Gin Ala Trp 

440 445 450 

Gly Tyr Pro Val Gin Gin 

455 

<210> 67 

<211> 824 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 088564CB1 



<400> 67 

gcactcccaa agaactgggt actcaacact 

tgtgctgtac caagagtttg ctcctggctg 

gcggcgaatc agaagcagca agcaactttg 

^ ttcatcctaa atttattgtg ggcttcacac 

M atgctatcat ctttcacaca aagaaaaagt 

*0 gggtgaaata tattgtgcgt ctcctcagta 

\Q ttttctggaa tggaattgga catagcccaa 

CI tttcacttgc acatcatgga gggtttagtg 

[fsj ccaattaatg aagttgattc atattgcatc 

■f? agttaaactg tattttatgt tatttatagc 

ctaattttcc ataagctatt ttggtttagt 

l M taagattata tggactttct tgcaagcaac 

•IJ attcttttgt ttatattgtt ttgtctccta 

3 : aaatattaat aagacaaata ttgaaaat, 

'rl <210> 68 

,1 <211> 96 

^ <212> PRT 

O <213> Homo sapiens 

U <220> 

<221> misc_feature 
<223> Incyte ID No: 088564CD1 



gagcagatct gttctttgag ctaaaaacca 60 
ctttgatgtc agtgctgcta ctccacctct 120 
actgctgtct tggatacaca gaccgtattc 180 
ggcagctggc caatgaaggc tgtgacatca 240 
tgtctgtgtg cgcaaatcca aaacagactt 3 00 
aaaaagtcaa gaacatgtaa aaactgtggc 3 60 
gaacagaaag aaccttgctg gggttggagg 420 
cttatctaat ttgtgcctca ctggacttgt 480 
atagtttgct ttgtttaagc atcacattaa 540 
tgtaggtttt ctgtgtttag ctatttaata 600 
gcaaagtata aaattatatt tgggggggaa 660 
aagctatttt ttaaaaaaaa actatttaac 720 
aattgttgta attgcattat aaaataagaa 780 
agaaacaaaa agtt 824 



<400> 68 



Met 


Cys 


Cys 


Thr 


Lys 


Ser 


Leu 


Leu 


Leu 


Ala 


Ala 


Leu 


Met 


Ser 


Val 


1 






5 










10 










15 


Leu 


Leu 


Leu 


His 


Leu 
20 


Cys 


Gly 


Glu 


Ser 


Glu 
25 


Ala 


Ala 


Ser 


Asn 


Phe 
30 


Asp 


Cys 


Cys 


Leu 


Gly 
35 


Tyr 


Thr 


Asp 


Arg 


He 
40 


Leu 


His 


Pro 


Lys 


Phe 
45 


He 


Val 


Gly 


Phe 


Thr 


Arg 


Gin 


Leu 


Ala 


Asn 


Glu 


Gly Cys 


Asp 


He 








50 










55 










60 


Asn 


Ala 


He 


He 


Phe 
65 


His 


Thr 


Lys 


Lys 


Lys 
70 


Leu 


Ser 


Val 


Cys 


Ala 
75 


Asn 


Pro 


Lys 


Gin 


Thr 


Trp 


Val 


Lys 


Tyr 


He 


Val 


Arg 


Leu 


Leu 


Ser 








80 










85 










90 


Lys 


Lys 


Val 


Lys 


Asn 
95 


Met 
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<210> 69 

<211> 1087 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 040429.1 



<400> 69 

ctcccaagca attggatttc tgctcggatt 
cattgcaggg ttacttcgtg acaaactggg 
agtccctccc cttattggag gtgctgtgct 
gcaaagagag atcagtaaaa ccactggaaa 
gaactctctg ctgtcaagtt catctggaat 
atatcttaca tacctccacc agactggact 
ccttttatac aaattgcaaa tttcatattt 
attgggaaat agaaccctta tcactagaag 
gtttccatga gtctgagggc agagactctg 
ttgtgaaaat ttgaagctat ctcagtaaaa 
gcttgtacaa atgtttaaaa atacctcagg 
agtggaaata ttttgtttgt taatgatgtc 
tatgctcttt ggaaactttt tgcaaaattt 
cctaaacctc aagtctatgt taaagttgat 
gatattctga cttgctccag tgtcaaggga 
cagaatcaat atgtgagatg aaaaggatcc 
tcatttaagt ttacagcgtt gttccctttg 
gaaacacccc acgtttctga atttgtttaa 
gaaagat 



catgtctata cccatgactg ttggcccacc 60 
ctcctatgat gtggcattct acctcgctgg 120 
ttgttttatc ccgtggatcc atagtaagaa 180 
agaaaagatg gagaaaatgt tggaaaacca 240 
gttcaagaaa gaatctgact ctattattta 300 
tgctttttga attttaagca agtttccttt 3 60 
ttttaatcac atcctaggaa tagcacaata 42 0 
aaccattttc tgccactaaa tatctctgat 480 
gtatatgaaa acatgtctga aagtcacata 540 
agcagctttg gaaactgtga atgatcttta 600 
ctatactgaa agggttgcag tttggttagg 660 
ttcagttctg gtacctctgt tttactttct 720 
aagcctgggt tctagataat accagatcta 780 
ttcctgctgt taaataagct atgatattaa 840 
ccttctggga gcaggtgcta acatagtgtt 900 
cctccaggag gatcctgagc tgttcagaaa 960 
cgtttgcagt gcgttttact caagtagcca 1020 
actgtaacaa taaagtaaaa tagaatgcat 1080 

1087 



<210> 70 

<211> 5144 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 407096.2 

<220> 

<221> unsure 

<222> 4537, 4540, 4590, 5133 
<223> a, t, c, g, or other 



<400> 70 

tctgactctg gcagttagcc cgcccgctcg gcgcagggcg tggcttctcg tagccattag 60 
gaaacagcaa ccctttcacc tcagttttct tcactccggc atttgcagca gagcgaaagg 120 
tggtggagtc ctgaaggagg gcctgatgtc ttcatcattc tcaaattctt gtaagctctg 180 
cgtcgggtga aaccagacaa agccgcgagc ccagggatgg gagcacgcgg gggacggcct 240 
gccggcgggg acgacagcat tgcgcctggg tgcagcagtg tgcgtctcgg ggaagggaag 300 
atattttaag gcgtgtctga gcagacgggg aggcttttcc aaacccaggc agcttcgtgg 3 60 
cgtgtgcggt ttcgacccgg tcacacaaag cttcagcatg tcatgtgagg acggtcgggc 420 
cctggaagga acgctctcgg aattggccgc ggaaaccgat ctgcccgttg tgtttgtgaa 480 
acagagaaag ataggcggcc atggtccaac cttgaaggct tatcaggagg gcagacttca 540 
aaagctacta aaaatgaacg gccctgaaga tcttcccaag tcctatgact atgaccttat 600 
catcattgga ggtggctcag gaggtctggc agctgctaag gaggcagccc aatatggcaa 660 
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gaaggtgatg gtcctggact ttgtcactcc 
aggaacatgt gtgaatgtgg gttgcatacc 
aggacaagcc ctgcaagact ctcgaaatta 
tgattgggac agaatgatag aagctgtaca 
ccgagtagct ctgcgggaga aaaaagtcgt 
tcctcacagg attaaggcaa caaataataa 
atttctcatt gccactggtg aaagaccacg 
actgcatcag cagtgatgat cttttctcct 
ttggagcatc ctatgtcgct ttggagtgcg 
tcactgttat ggttaggtcc attcttctta 
ttggtgaaca catggaagaa catggcatca 
ttgaacaaat tgaagcaggg acaccaggcc 
gtgaggaaat cattgaagga gaatataata 
gcacaagaaa aattggctta gaaaccgtag 
tacctgtcac agatgaagaa cagaccaatg 
tggaggataa ggtggagctc accccagttg 
aggctctatg caggttccac tgtcaagtgt 
actcctttgg aatatggtgc ttgtggcctt 
gaagaaaata ttgaggttta ccatagttac 
agagataaca acaaatgtta tgcaaaaata 
gtgggctttc acgtactggg tccaaatgct 
ctcaaatgtg gactgaccaa aaagcagctg 
gcagaggtat tcacaacatt gtctgtgacc 
ggctgctgag gttaagcccc agtgtggatg 
tttccgtgcc caaatccaag gcgaagtttt 
gtgtcctgtg cttaccaccg cccaaggccc 
tagaaggcag gcagcatcac actggggtca 
gcatcgaagg gatgcatcca tgaagtcacc 
gaacaactgt caaatcagtt ttagcatgac 
tcaagttttc tagggttgaa tttttttctt 
tgaaaaacgt tagcagttga tttttgtcca 
aggtgtcttg ttgcatggaa gggatagttt 
cgggaaagag aactgtcctg cagctgaaat 
ttcttctctc atatattccc aaaacaagta 
cctgtgtgct acatgatgga tgattattat 
acttggccag ccattgcctg gcatttggta 
tggaggcaga catacaccag aaatggggga 
tattgtgtgc tggtctaagc aagctgagat 
aaaagttttt ctggtagctt tagctttatg 
ttctttctaa gactacatta gtaggaaaat 
ttgtggtaat tgctttttaa aggaagttat 
acacaggtgg atgtgaagga ttttcattta 
aatgaacaac tgtgccttgt ggaatttttg 
acttgcatta ttataaagag gtattaatgc 
gaggattcta tctcagctgt cttttctaac 
tggacatcag gcctcctgcc agcagttctt 
ctgtatttct cagttgcagc actgagtggt 
cccatgcatc tgcctggcat ttaggcagca 
cctcacgtcc tcatctcatt tggctgtgta 
aattgaggca gttgaccata ttcagtttta 
aagtccacca gtctctgaaa ttagaacagt 
gttgtgattc tcttttctta gtggagtgga 
ttatagactt gtcttgttca gattctgtat 
tccatgtatt tttgttacaa atcttctgaa 
ttatacacaa tacaaacgtg cggggacacc 
gaagatgagg gatccagcct cagaggggag 



cacccctctt ggaactagat ggggtctcgg 72 0 
taaaaaactg atgcatcaag cagctttgtt 780 
tggatggaaa gtcgaggaga cagttaagca 840 
gaatcacatt ggctctttga attggggcta 900 
ctatgagaat gcttatgggc aatttattgg 960 
aggcaaagaa aaaatttatt cagcagagag 1020 
ttacttgggg catccctggt gacaaagaat 1080 
tgccttactg cccgggtaag accctggttg 1140 
ctggatttct tgctggtatt ggtttagacg 1200 
gaggatttga ccaggacatg gccaacaaaa 12 6 0 
agtttataag acagttcgta ccaattaaag 1320 
gactcagagt agtagctcag tccaccaata 1380 
cggtgatgct ggcaatagga agagatgctt 1440 
gggtgaagat aaatgaaaag actggaaaaa 1500 
tgccttacat ctatgccatt ggcgatatat 1560 
caatccaggc aggaagattg ctgggctcag 1620 
gactatgaaa atgttccaac cactgtattt 1680 
tctgaggaga aagctgtgga gaagtttggg 1740 
ttttggccat tggaatggac gattccgtca 1800 
atctgtaata ctaaagacaa tgaacgtgtt 1860 
ggagaagtta cacaaggctt tgcagctgcg 1920 
gacagcacaa ttggaatcca ccctgtctgt 1980 
aagcgctctg gggcaagcat cctccaggct 2040 
ctgttgccaa gactgcaaac cactggctcg 2100 
ctagagggtt cttgggctct tggcacctgc 2160 
ccttggatct cttggatagg agttggtgaa 2220 
ctgacagact tgaagctgac atttggcagg 2280 
agtctcaagc ccatgtggta ggcggtgatg 2 340 
ctttccttgt ggattttctt attctcgttg 2400 
ttttctccat ggtgttaatg atattagaga 2460 
aaagcaagtc atggctagag tatccatgca 2520 
ggctcccttg gaggctatgt aggcttgtcc 2580 
ggactgttct ttactgacct gctcagcagt 2640 
catctgcgat caactctagc caaatttgcc 2700 
tttaaggtct gtttaggaag ggaaatggct 2760 
gtatagtatg attctcacca ttatttgtca 2820 
gaaacagtac atatctttct gtctttagtt 2 880 
catttgcaat ggaaaacacg taacttgttt 2940 
ctaaaaaaaa taatgacatt gggtatctat 3 000 
aagtcttttc atgcttatga tttagctgtt 3060 
taatatcata agttattatt aatattttga 3120 
aaaaccaagt ggttttgact ttttctgttg 3180 
cagaagtgtt tatgctttgt tagcatttca 3240 
ctcagttatg tgtttgtcaa tgtactggct 3300 
tgtgtaggtt gagttttgaa cacgtgcttg 3360 
gaagcttctt tttcattcct gctactctac 3420 
caaaatacat ttctgggcca cctcagggaa 3480 
gagcccctga ccgtccccca cagggctctg 3540 
aagaaatggg aaaagggaaa aggagagagc 3 600 
tttatttatt tttaatttgt ttttttctcc 3660 
aggcggtatg agataatcag gcctaatcat 3720 
atgttctatc cccacaagaa ggattatatc 3780 
ttacccattt tattgaaaca tatactaagt 3 840 
aaaaaacaaa acaatgtgaa acattaaaat 3900 
gtccccttca cagcccagaa cccagggtca 3960 
atatgcgact tcccaagagc agttcttggc 4020 
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ctggaggggc catgagagtg caagacacgg 
gggcgtggcc ggcccctgag gttactatag 
ttggggcagt gggaagacag cggggcccac 
gccgtatttg ccaaagctgc tgtcgccttc 
cacgggagcc tggtagggcc gccgggcgct 
gcaggcggag cagaggcaga ggccacccag 
gtagagggcg gggcccagct cgtacttggt 
ggtgatgttg aaggcgtacc aggagatggc 
gacgacccca gtccagtcca gggggaggga 
ggcaggggct gcccagagta ggacgggggn 
ttcctttctc cccaccccag tttataagcc 
tagcccttag gccccaagtc cagcccaccc 
tgcctcttct ctctttggtc ccagatctac 
cccatcatct cctcacccag atggagcccc 
aaaacccagc tgggccatgg gagtccaggg 
gggctagcac caccctactc actgggggct 
ggcctgtttt acctctggaa aacaagcaat 
gcaatgggta cagaaatgtt ctgcaaattg 
ttttttgctg agacgggttc tcactatgct 



ggccgtggcc ggggcggggc tacgggagcg 4080 
gggaatgggc cccggccagg tcccctctcc 4140 
gggccagagc tgctacacgt aggcgtttct 42 00 
ttggtccgag gtggcgacgg gcatcacgga 42 6 0 
ggcggctggg tcctcgtcag agccgcagca 4320 
gatggagatc agtgaggcgc tccaccccag 4380 
tccggggtac aaggggtcga agaagtcccg 4440 
caccatcccg cagatacctg gggaccggag 4500 
tagtggnggn gggggcttag gggagaggca 45 60 
accaagtccc agagcagcaa tttcactcaa 462 0 
ttcctccttc ctggggtcaa cttctcaggg 4680 
agctcatctc acactacctc aacctcctcc 4740 
ctagttcatg cccacctcta gggccttcat 4800 
atccaaatcc cgcccaccct tgaaaccttg 4860 
tcgtcctttc ctgaagccag gcagaccccc 492 0 
tgtcctcttg caagccacct gacctttctg 4980 
acccacccta cctcaaaggc ttattgtgag 5040 
aaaagcaatg gccagatggc attgtttttg 5100 
gcnccaggct agtc 5144 



<210> 71 

<211> 2752 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 209265.54 



<400> 71 

ctttcctggg ttgcaggaga ttactgcttg 
ttagtccccg ccccggggcg gtgcagctgg 
ccagcgccgc gcgcgcccct ccctcctcgc 
cctttaaaag gcagcttatt gtccggaggg 
ggcccggccc ctcccctctc cctccctctg 
gctcgctcgc cccgtccggc gcacgctccg 
gcggcgtgga gcggcagccg gtctggacgc 
gcgcaagatc tccccgcgcg agagcggccc 
gcagagatgg gcagtaaagg ggtgacggcg 
ctcacccgcg cgcaggagaa ggttctccag 
gagcagtttg agcagtgcgt ccagaatttc 
cagaaggatc tccggaccta cctggcctcc 
ctgaatgagt gtctgcagga ggtgtatgag 
aagatcgcag agaacaacga cctgctgtgg 
gcgctgctga ccatggacac gtacctgggc 
aagcgggggc gcaagctggt ggactacgac 
actgccaaaa agaaggatga agccaaaatt 
gccccccagt ggtgccaagg caaactgcag 
cgaaatcagg ccgaggagga gctcatcaaa 
gatctgcagg aggagctgcc gtccctgtgg 
ttccagagca tcgcgggcct ggaggaaaac 
aacctcaatg atgtgctggt cggcctggag 
aaggcccagc ccagtgacaa cgcgcctgca 
ggctcccctg ccgccacccc cgagatcaga 
gccacgcccg gggccaccct ccccaagtcc 
cctccgcctc ccaaacacac cccgtccaag 



cggggaagac caagacgcca ggccggcgga 60 
agcgtcaggg gagtcccgct cgccgcagcc 120 
ggacctggcg gtgccggcgc ccggagtggc 180 
ggcgggcggg gggcgccgac cgcggcctga 240 
tccccgcgtc gctcgctggc tagctcgctg 3 00 
cctccgtcag ttggctccgc tgtcgggtgc 3 60 
gcggccgggg ctgggggctg ggagcgcggc 42 0 
ctgccaccgg gcgaggcctg cgccgcgatg 48 0 
ggaaagatcg ccagcaacgt gcagaagaag 540 
aagctgggga aggcagatga gaccaaggat 600 
aacaagcagc tgacggaggg cacccggctg 660 
gtcaaagcca tgcacgaggc ttccaagaag 72 0 
cccgattggc ccggcaggga tgaggcaaac 780 
atggattacc accagaagct ggtggaccag 840 
cagttccccg acatcaagtc acgcattgcc 900 
agtgcccggc accactacga gtcccttcaa 960 
gccaagcctg tctcgctgct tgagaaagcc 1020 
gctcatctcg tagctcaaac taacctgctc 1080 
gcccagaagg tgtttgagga gatgaatgtg 1140 
aacagccgcg taggtttcta cgtcaacacg 1200 
ttccacaagg agatgagcaa gctcaaccag 1260 
aagcaacacg ggagcaacac cttcacggtc 1320 
aaagggaaca agagcccttc gcctccagat 13 80 
gtcaaccacg agccagagcc ggccggcggg 1440 
ccatctcagc tccggaaagg cccaccagtc 1500 
gaagtcaagc aggagcagat cctcagcctg 1560 
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tttgaggaca cgtttgtccc tgagatcagc 
gggcctttct cggagcaggc cagtctgctg 
acgagccctg tgaaggcacc cacgccctct 
cccacagaga gtccagccgg cagcctgcct 
tttgctgtgt cctggcccag ccagacggcc 
tcggaggtgg cgggtgggac ccaacctgcg 
gcaagtgaag cagcctccag ctctcttcct 
gtgaatggca ccgtggaggg cggcagtggg 
atgttcaagg tacaggccca gcacgactac 
aaggctggtg atgtggtgct ggtgatcccc 
tggctcatgg gcgtgaagga gagcgactgg 
ggcgtcttcc ccgagaactt cactgagagg 
cgggcgtgtg aagaacacct cctcccgaaa 
cgtttttcat cttttgaaga gcaaagggaa 
ttctcccaaa gattaggtcg ttttccaaag 
accagtgttc ctgaagctgc tgtgtcctct 
cgcatgtgtg cctggccgca gggcggggct 
agcttcggcc gcgccacccg ggcaagggtc 
cccagacacc agcctagcct ggctctgccc 
aatcttagtg ttcaaaacaa aatgaaacaa 



gtgaccaccc cctcccagtt tgaggccccg 1620 
gacctggact ttgaccccct cccgcccgtg 1680 
ggtcagtcaa ttccatggga cctctgggag 1740 
tccggggagc ccagcgctgc cgagggcacc 1800 
gagccggggc ctgcccaacc agcagaggcc 18 6 0 
gctggagccc aggagccagg ggagacggcg 1920 
gctgtcgtgg tggagacctt cccagcaact 1980 
gccgggcgct tggacctgcc cccaggtttc 2 040 
acggccactg acacagacga gctgcagctc 2100 
ttccagaacc ctgaagagca ggatgaaggc 2160 
aaccagcaca aggagctgga gaagtgccgt 2220 
gtcccatgac ggcggggccc aggcagcctc 2280 
aatgtgtggt tctttttttt gttttgtttt 2340 
atcaagagga gacccccagg cagaggggcg 2400 
agccgcgtcc cggcaagtcc ggcggaattc 2460 
agttgagttt ctggcgcccc tgcctgtgcc 2520 
gggggctgcc gagccaccat gcttgcctga 2 580 
ctcttttcct ggcagctgct gtgggtgggg 2 640 
cgcagacggt ctgtgtgctg tttgaaaata 2700 
aaaaaaaatg ataaaaactc tc 2752 



<210> 72 

<211> 2496 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 701484CB1 



<400> 72 

agctatgact gcgcctctgc actccaacct 
aataaataac attgaaaagg aactctccca 
agagaaccat ggctactgcc aagggaatcg 
cctgtgtggg ggtgttccag cacggcaagg 
gcaccacccc cagctacgtg gccttcacag 
agaaccaggt agcaatgaat ccccagaaca 
ggaaatttaa tgatcctgtt gtacaagcag 
atgaaggagg caagcccaaa gtccttgtgt 
ctgaggaaat ctcttcgatg gtattgacta 
gccaccctgt caccaatgca gtgattaccg 
aggctactaa ggatgcaggt gtgattgctg 
ccacggctgc tgccattgcc tatggtttag 
tgatttttga tctgggtgga ggcacatttg 
tttttgaggt aaaggccact gctggggaca 
ggcttgtgag ccacttcgtg gaggagttca 
acaagcgagc cgtgaggcgg ctgcgcaccg 
ccagcaccca ggccaaccta gaaattgatt 
ccatcaccag agctcgattt gaagagttgt 
ctgtagaaaa agcgcttcgg gatgccaaga 
tagtaggggg ctccacccgc atccccaagg 
gacgtgatct caacaagagc atcaaccctg 
aagcagccat cctgatgggg gacaagtctg 
tggctcccct gtccctgggt ctggagacgg 
gcaactccac catcccaccc aagcagacac 
ccggggtgct gatccaggtg tatgagggcg 



gggtgacaga ggaagaccct gtctcaaaaa 6 0 
aaagtatctt attctttctc cataggcctc 12 0 
ccataggaat cgacctgggc accacctact 180 
tggagatcat cgccaacgac cagggcaacc 240 
acaccgagcg gctcattggg gatgcggcca 3 00 
ctgtttttga tgctaaacgt ctgatcggca 3 60 
atatgaaact ttggcctttt caagtgatta 420 
cctacaaagg ggagaataaa gctttctacc 480 
agttgaagga gactgctgag gcctttttgg 5 40 
tgccagccta tttcaatgac tctcaacgtc 600 
gacttaatgt gctaagaatc atcaatgagc 6 60 
ataaaggagg tcaaggagaa cgacatgtcc 72 0 
atgtgtcaat tctgaccata gatgatggga 780 
ctcacctggg tggggaggac tttgacaaca 840 
agaggaaaca caaaaaggac atcagccaga 9 00 
cctgcgagag ggccaagagg accctgtcgt 960 
cactttatga aggcattgac ttctatacat 1020 
gtgcagacct gtttaggggt accctggagc 10 80 
tggataaggc taaaatccat gacattgttt 1140 
tgcagcggct gcttcaggac tacttcaatg 12 0 0 
atgaggccgt agcatatggg gctgcggtac 12 60 
agaaggtaca ggacctgctg ctgctggacg 1320 
ttgggggcgt gatgactgcc ctgataaagc 13 80 
agattttcac cacctactct gacaaccaac 1440 
agagggccat gacaaaggac aacaacctgc 15 0 0 
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tggggcggtt tgatctgact ggaatccctc cagcacccag gggagttcct cagatcgagg 1560 
tgacgtttga cattgatgcc aatggtattc tcaatgtcac agccatggac aagagcaccg 1620 
gcaaggtgaa caagatcacc atcaccaatg acaagggccg cctgagcaag gaggagattg 1680 
agcgcatggt tctggatgct gagaaatata aagctgaaga tgaggtccag agggagaaaa 1740 
ttgctgcaaa gaatgcctta gaatcctatg cttttaacat gaagagtgtt gtgagtgatg 1800 
aaggtttgaa gggcaagatt agtgagtctg ataaaaataa aatattggat aaatgcaacg 1860 
agctcctttc gtggctggag gtcaatcaac tggcagagaa agatgagttt gatcataaga 192 0 
gaaaggaatt ggagcagatg tgtaacccta tcatcacaaa actctaccaa ggaggatgca 1980 
ctgggcctgc ctgcggaaca gggtatgtgc ctggaaggcc tgccacaggc cccacaattg 2040 
aagaagtaga ttaattcttt ttagaactga agcatcctag gatgcctcta catgtatttc 2100 
attcccctca tcttcaaaca tcattattat tcttgaccag acctgaatct aagttaccat 2160 
cccttggaaa ttctggagaa ggagtctcat gcaccaccta tcacactccc tcacatcctg 2220 
tttctgactt tggaatggac tcaggaaaac taggcccctc tttaaaccgt gtgatgtatt 22 80 
tgaatgtctg ttatttccag ccaccctaac attcttcttc ctgtgtggat gcttatttgt 2340 
caatcagtaa atttgttcgt aaagaaaatt acttctggta tttaggctgt gaatgtacct 2400 
tgaaggggag agttcatgga gagagcatgt gttctctgat tgtgaggtca ctgtgaatga 2460 
ttaaattggt aagggtaaag tatttgaaaa aaaaaa 2496 

<210> 73 

<211> 641 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 701484CD1 



<400> 73 



Met 


Ala 


Thr 


Ala 


Lys 


Gly 


He 


Ala He Gly He Asp Leu Gly Thr 


1 








5 








10 






15 


Thr 


Tyr 


Ser 


Cys 


Val 


Gly Val 


Phe Gin 


His Gly Lys 


Val 


Glu 


He 








20 








25 






30 


He 


Ala 


Asn 


Asp 


Gin 


Gly Asn 


Arg Thr 


Thr Pro Ser 


Tyr 


Val 


Ala 








35 








40 






45 


Phe 


Thr 


Asp 


Thr 


Glu 


Arg 


Leu 


He Gly Asp Ala Ala Lys 


Asn 


Gin 








50 








55 






60 


Val 


Ala 


Met 


Asn 


Pro 


Gin 


Asn 


Thr Val 


Phe Asp Ala 


Lys 


Arg 


Leu 










65 








70 






75 


He 


Gly Arg 


Lys 


Phe 


Asn 


Asp 


Pro Val 


Val Gin Ala 


Asp 


Met 


Lys 










80 








85 






90 


Leu 


Trp 


Pro 


Phe 


Gin 


Val 


He 


Asn Glu 


Gly Gly Lys 


Pro 


Lys 


Val 








95 








100 






105 


Leu 


Val 


Ser 


Tyr 


Lys 


Gly Glu 


Asn Lys 


Ala Phe Tyr 


Pro 


Glu 


Glu 








110 








115 






120 


He 


Ser 


Ser 


Met 


Val 


Leu 


Thr 


Lys Leu 


Lys Glu Thr 


Ala 


Glu 


Ala 










125 








130 






135 


Phe 


Leu Gly His 


Pro 


Val 


Thr 


Asn Ala 


Val He Thr 


Val 


Pro 


Ala 










140 








145 






150 


Tyr 


Phe 


Asn 


Asp 


Ser 


Gin 


Arg 


Gin Ala 


Thr Lys Asp 


Ala 


Gly Val 








155 








160 






165 


He 


Ala 


Gly 


Leu 


Asn 


Val 


Leu 


Arg He 


He Asn Glu 


Pro 


Thr 


Ala 








170 








175 






180 


Ala 


Ala 


He 


Ala 


Tyr 


Gly 


Leu 


Asp Lys Gly Gly Gin Gly Glu Arg 










185 








190 






195 


His 


Val 


Leu 


He 


Phe 


Asp 


Leu 


Gly Gly Gly Thr Phe 


Asp 


Val 


Ser 










200 








205 






210 
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lie 


Leu 


Thr 


He 


Asp 


Asp 


Gly 


He 


Phe 


Glu 


Val 


Lys 


Ala 


Thr 


Ala 












215 










220 










225 




uiy 


Asp 


Thr 


HIS 


Leu 


Cjiy 


Gly 


GlU 


Asp 


Phe 


Asp 


Asn Arg 


Leu 


Val 












o o n 










235 










240 




Ser 


His 


Phe 


Val 


Glu 


Glu 


Phe 


Lys 


Arg 


Lys 


His 


Lys 


Lys 


Asp 


He 












245 










250 










255 




Ser 


Gin 


Asn 


Lys 


Arg 


Ala 


Val 


Arg 


Arg 


Leu 


Arg 


Thr 


Ala 


Cys 


Glu 












260 










265 










270 




Arg 


Ala 


Lys 


Arg 


Thr 


Leu 


Ser 


Ser 


Ser 


Thr 


Gin 


Ala 


Asn 


Leu 


Glu 












275 










280 










285 




He 


Asp 


Ser 


Leu 


Tyr 


Glu 


Gly 


He 


Asp 


Phe 


Tyr 


Thr 


Ser 


He 


Thr 












290 










295 










300 




Arg 


Ala 


Arg 


Phe 


Glu 


Glu 


Leu 


Cys 


Ala 


Asp 


Leu 


Phe 


Arg 


Gly 


Thr 












305 










310 










315 




Leu 


Glu 


Pro 


Val 


Glu 


Lys 


Ala 


Leu 


Arg 


Asp 


Ala 


Lys 


Met 


Asp 


Lys 












320 










325 










330 




Ala 


Lys 


He 


His 


Asp 


He 


Val 


Leu 


Val 


Gly 


Gly Ser 


Thr 


Arg 


He 












335 










340 










345 




Pro 


Lys 


Val 


Gin 


Arg 


Leu 


Leu 


Gin 


Asp 


Tyr 


Phe Asn Gly 


Arg 


Asp 












350 










355 










360 




Leu 


Asn 


Lys 


Ser 


He 


Asn 


Pro 


Asp 


Glu 


Ala 


Val 


Ala 


Tyr 


Gly Ala 


3™™ 










365 










370 










375 




Ala 


Val 


Gin 


Ala 


Ala 


He 


Leu 


Met 


Gly 


Asp 


Lys 


Ser 


Glu 


Lys 


Val 












380 










385 










390 




Gin 


Asp 


Leu 


Leu 


Leu 


Leu 


Asp 


Val 


Ala 


Pro 


Leu 


Ser 


Leu 


Gly 


Leu 












395 










400 










405 




Glu 


Thr 


Val 


Gly 


Gly 


Val 


Met 


Thr 


Ala 


Leu 


He 


Lys 


Arg 


Asn 


Ser 












410 










415 










420 




Thr 


He 


Pro 


Pro 


Lys 


Gin 


Thr 


Gin 


He 


Phe 


Thr 


Thr 


Tyr 


Ser 


Asp 












425 










430 










435 




Asn 


Gin 


Pro 


Gly 


Val 


Leu 


He 


Gin 


Val 


Tyr 


Glu 


Gly 


Glu 


Arg 


Ala 












440 










445 










450 




Met 


Thr 


Lys 


Asp 


Asn 


Asn 


Leu 


Leu 


Gly 


Arg 


Phe 


Asp 


Leu 


Thr 


Gly 












455 










460 










465 




He 


Pro 


Pro 


Ala 


Pro 


Arg 


Gly 


Val 


Pro 


Gin 


He 


Glu 


Val 


Thr 


Phe 












470 










475 










480 




Asp 


He 


Asp 


Ala 


Asn 


Gly 


He 


Leu 


Asn 


Val 


Thr 


Ala 


Met 


Asp 


Lys 












485 










490 










495 




Ser 


Thr 


Gly 


Lys 


Val 


Asn 


Lys 


He 


Thr 


He 


Thr 


Asn 


Asp 


Lys 


Gly 












500 










505 










510 




Arg 


Leu 


Ser 


Lys 


Glu 


Glu 


He 


Glu 


Arg 


Met 


Val 


Leu 


Asp 


Ala 


Glu 












515 










520 










525 




Lys 


Tyr 


Lys 


Ala 


Glu 


Asp 


Glu 


Val 


Gin 


Arg 


Glu 


Lys 


He 


Ala 


Ala 












530 










535 










540 




Lys 


Asn 


Ala 


Leu 


Glu 


Ser 


Tyr 


Ala 


Phe 


Asn 


Met 


Lys 


Ser 


Val 


Val 












545 










550 










555 




Ser 


Asp 


Glu 


Gly 


Leu 


Lys 


Gly 


Lys 


He 


Ser 


Glu 


Ser 


Asp 


Lys 


Asn 












560 










565 










570 




Lys 


He 


Leu 


Asp 


Lys 


Cys 


Asn 


Glu 


Leu 


Leu 


Ser 


Trp 


Leu 


Glu 


Val 












575 










580 










585 




Asn 


Gin 


Leu 


Ala 


Glu 


Lys 


Asp 


Glu 


Phe 


Asp 


His 


Lys 


Arg 


Lys 


Glu 












590 










595 










600 




Leu 


Glu 


Gin 


Met 


Cys 


Asn 


Pro 


He 


He 


Thr 


Lys 


Leu 


Tyr 


Gin 


Gly 












605 










610 










615 




Gly 


Cys 


Thr 


Gly 


Pro 


Ala 


Cys 


Gly 


Thr 


Gly 


Tyr 


Val 


Pro 


Gly Arg 












620 










625 










630 
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Pro Ala Thr Gly Pro Thr lie Glu Glu Val Asp 
635 640 

<210> 74 

<211> 3954 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 251859.2 

<220> 

<221> unsure 

<222> 3786, 3788, 3791 

<223> a, t, c, g, or other 



<400> 74 

ggacagcccc 

gggcgctgcc 

ccggcgcgcg 

gagtgacgga 

ctgatgaagg 

aggatattac 

gtgaggaaac 

atggaaagaa 

aaggccaagt 

gccatttact 

cctcgaatgc 

ttgaagatgg 

acgaaggagc 

gcagagatgt 

acaaagctct 

atggttttgg 

atgaagttac 

aaaaattgga 

aatacatgca 

gtttatcaga 

tggccatgtg 

cccttggact 

tcatgaacga 

agaataaggc 

agcgggaccg 

aagaggccaa 

cagacagtca 

agggaagagt 

aacagtgttt 

cagtagcttc 

cgggaccact 

gcttaagtcc 

gagatcatcc 

gaaaccttta 

ggggaaggag 

gcatttttaa 

gtgtcacaga 

ccaaagtccc 

gtccctgggg 



ggggccctat 
ccggggattc 
ggcggcctgc 
gtcggcgagc 
tgccaagaac 
ctccaaaaaa 
gccgatgatt 
gtttgattcc 
catcaaggca 
gtgcaaacca 
aactctcttt 
aggcattatc 
aacagtagaa 
ggcattcact 
ggagaaaatg 
agaggcaggg 
acttaagagc 
gcaggctgcc 
ggcggtgatt 
aaaggaatcg 
ctacctgaag 
ggacagtgcc 
gtttgagtca 
tgcaagactg 
caggatatac 
taaagcaatg 
agcaatggaa 
cccagtgaac 
aatgtaaagt 
ccaaaaacag 
ccaggtggaa 
agctcatttc 
taacaatgtg 
aaaaaaaaaa 
gataagcttt 
ccaacagaac 
cgtgaaagcc 
cctcctcagc 
gagtaattct 



ggaaggcggg 
gggccggctc 
tgggcgggct 
ccccgcggcg 
aatgaagaaa 
gacaggggag 
ggagacaaag 
agtcatgata 
tgggacattg 
gaatatgcat 
tttgagattg 
cggagaacca 
atccacctgg 
gtgggcgaag 
cagcgggaag 
aagcctaaat 
ttcgaaaagg 
attgtcaaag 
cagtatggga 
aaagcttctg 
cttagagaat 
aatgagaaag 
gccaagggtg 
cagatctcca 
gccaacatgt 
ggcaagaaga 
gaagagaaac 
tcggcccctc 
ttgttatagt 
cccccctgct 
caaacagaaa 
agtttctatc 
gggctgttag 
tgcttcatga 
tgttttttaa 
ccacagtaga 
agaacctcag 
cagcctcctt 
gtcattccta 



tcctgcggcc 
gcgggcgctg 
gaagggttag 
acaggttctc 
gccccacagc 
tattaaagat 
tttatgtcca 
gaaatgaacc 
gggtggctac 
atggctcggc 
agctccttga 
aacggaaagg 
aaggccgctg 
gagaagacca 
aacaatgtat 
ttggcattga 
ccaaagaatc 
agaagggaac 
agatagtgtc 
aatcatttct 
acaccaaagc 
gcttgtatag 
actttgagaa 
tgtgccagaa 
tcaagaagtt 
cttcagaagg 
ctgagggcca 
ctcaatgggc 
ctatgtgatt 
gctgcccgga 
tgactgtggt 
aaccttcaag 
gttttacctt 
atttctcctt 
atgactgaag 
ggggtctcat 
aggccacttg 
gtgagagtgg 
aaacaccctt 



ggctggggcg 
ccagtctcgg 
cggagcacgg 
tacttaaaag 
cactgttgct 
tgtcaaaaga 
ttacaaagga 
atttgtcttt 
catgaagaaa 
tggcagtctc 
tttcaaagga 
agagggatat 
tggtggaagg 
cgacattcca 
tttatatctt 
acctaatgct 
ctgggagatg 
cgtatacttc 
ctggttagag 
ccttgctgcc 
tgttgaatgc 
gaggggtgaa 
agtgctggaa 
aaaggccaag 
tgcagagcag 
ggtcactaat 
cgtatgacgc 
tttcccccaa 
ctggaagcaa 
gggttcactg 
gtggagggag 
tatccaattc 
tgaactttca 
tcctacagtt 
tgctataaat 
gtctccccag 
cttgctgact 
ctttctacca 
cagcaatgat 



ggacggcgcc 
gcggcggtgt 
gcaaggcgga 
acaatgacta 
gagcagggag 
gtggggaatg 
aaattgtcaa 
agtcttggca 
ggagagatat 
cctaaaattc 
gaggatttat 
tcaaatccaa 
atgtttgact 
attggaattg 
ggaccaagat 
gagcttatat 
gataccaaag 
aagggaggca 
atggaatatg 
tttctgaacc 
tgtgacaagg 
gcccagctgc 
gtaaaccccc 
gagcacaacg 
gatgccaagg 
gaaaaaggaa 
cacgccaagg 
ctcaggacag 
atggcaaaac 
aggggtggca 

tgagccagca 
agggtccctg 
tagcactgca 
gggtagggta 
gtagtctgtt 
ttccacagca 
tagcctcctc 
cacacagcct 
aatgagcaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 
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tgagagtttc 
aaagagcaat 
caatacacag 
ttgctattaa 
acatagtcat 
catatgtata 
actttttagt 
ttgctcttct 
gccctgtcaa 
gccggtacac 
agtcttaaat 
gctctctatt 
catttgctta 
ttttaaatta 
gacccccttc 
aacaaatggg 
ctcatttatg 
cgaaatatga 
agagcatggt 
ttgcagataa 
tgtgtattat 
gtgagtggtt 
gtattcttgt 
tcaaccacct 
tgtttntnaa 
aaaaaaaatg 
tattggttaa 



tggattagct 
cagaattgtg 
tacttcctcc 
gaatttaaga 
ttaggatcca 
ctggtttatg 
actaagctta 
acactagggg 
gcttctctgt 
agccagtagc 
gtgtacatgt 
ccctcagcct 
aacctggaac 
gtttttattt 
aaacctaaaa 
atcaatttgt 
cttttgtctt 
agagcaaaag 
tccagtgagg 
caaacaagaa 
ggttcaccag 
ctgagcaaat 
atcaaattca 
tttaggctgc 
naaaaaaaat 
tgacttccca 
aaaaccatgg 



tttcctattt 
ctttttctcc 
cagcattgct 
cttgtgctta 
tgcagctttt 
gaactttatt 
atttttaaaa 
tttcacctgc 
tctggcgtga 
ctaaatctcc 
agttgaattt 
aagaaacact 
atctcacctt 
ttatgatggt 
atcaagttat 
gagttttttc 
ttttatgaaa 
ctgattttgc 
ccaagattga 
agctattcca 

ggggaactgg 

aactacaggg 
ataatcttaa 
atatggattg 
catttagatg 
ttgtttttgg 
tgggggccaa 



tcgatgaagt 
cctcctctat 
actgctcagc 
caatattttt 
tttgtctttt 
tacactcctc 
acaaaatctg 
aggtttgaca 
gttgtgaaag 
agtacttgag 
cagtccttac 
catgggaatg 
tttaaatcct 
tttatcaaaa 
ttccttttat 
ctttaatgat 
tatttctttt 
ttacttgcta 
aatttgatac 
agactcagat 
caaaagtgtg 
tgcccattac 
acaatttgtg 
ccaagtcagc 
cacttttttg 
ttttgcttaa 
cttgaagaaa 



tctgagatac 
tccttttagg 
ttcttctttc 
gacctggagt 
taagattatt 
tatcatgcaa 
tagtgttgac 
cgcagttgct 
agttgaagac 
ctgaccattg 
gggtaaacag 
catttggcaa 
aaaaaacact 
gacttttatt 
aatacttttc 
aactaaaatc 
aaaagcccca 
aactgttggg 
taaaaaggcc 
gatgccagct 
tgtggggagg 
cactcaagaa 
tagaagtcca 
atatgaggaa 
tgtgttcttt 
gtgattttca 
ttagacatca 



tgaaatgtga 
gaataatatt 
attctaatcc 
ggatctattt 
ggctcataag 
aaaaattttg 
aaataaatag 
cgcttttcct 
agcttcccat 
aactagggca 
attgagcatg 
cccaaggaac 
ggcagttata 
attagattgg 
ttccccatgg 
cctctaattt 
gtctcaccta 
aaagctctgt 
acctagcttt 
gtctcccacg 
ggaagggtgt 
gacacttcac 
cagacatctt 
ttaaagacat 
aaataaatcc 
gggaaagcta 
gaga 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3954 



<210> 75 

<211> 3586 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3766715CB1 



<400> 75 

tacacttttg 

cacttgaaaa 

ttatagcaac 

ctgaacatgg 

gcagcgcatt 

agaaggaata 

acaaattttc 

taaggcatgt 

tcttggctgt 

ggctgtcacc 

agaggcacgc 

aaatcacgca 

tctggcaata 

ctgcaaccta 

taatacagct 

caaacgagaa 

cttcccagag 

actgcaggaa 



gaaacagtgg 
catgacaagg 
tgacttccca 
tggtttgcac 
agttttggcg 
atgatatcac 
ccctttccct 
tatttgaaag 
gttttcaatg 
cttgacccaa 
atttttgaca 
gtggtgcacg 
gacacctaca 
gccaatgctc 
ctccgtctgt 
cagggaaaca 
tttgctgctg 
gctctgatgc 



gagtaggaga 
gcccgtagtt 
gttaagtccc 
ttgggttctg 
caagcgagcc 
cttcttcccc 
ttacctcctt 
caattgagac 
cacaagggga 
actttctgga 
gagctgtggc 
gcaacctggc 
ggcgggctat 
tcaaagagaa 
gtcccaccca 
ttgaagaggc 
cccattcaaa 
attataagga 



actcggcctc 
gtttggataa 
agtgtaaggg 
gtggcgcagg 
tatgctgcag 
ccctcccccc 
tccctcccat 
gcaaccgaac 
aatttggctt 
tgcttatatc 
agcttatctt 
ttgtgtatac 
cgaactacaa 
gggcagtgtt 
tgcagactct 
agttcgcttg 
tttagcaagt 
ggctattcga 



aagttgcgcc 
gagaactcca 
ttggtctttg 
cgcaggagca 
ggtcactttt 
aatctttttt 
cttctttcat 
tttgcagtag 
gcaattcatc 
aatttaggaa 
cgtgccctaa 
tatgagcaag 
ccacatttcc 
gctgaagcag 
ctgaataacc 
tatcgtaaag 
gtactgcagc 
atcagtccta 



ctctaggtag 
gcatagagcc 
gttggcagaa 
gccagctgtg 
ggctggtcag 
ttttcccttt 
taacccctcc 
cttggagtaa 
actttgaaaa 
atgtcttgaa 
gtttgagtcc 
gcctgataga 
ctgatgctta 
aagattgtta 
tagccaatat 
cattagaagt 
agcagggaaa 
cctttgctga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 
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tgcctactct aatatgggaa acactctaaa ggagatgcag gatgttcagg gagccttgca 1140 
gtgttatacg cgtgccatcc aaattaatcc tgcatttgca gatgcacata gcaatctggc 12 00 
ttccattcat aaggattcag ggaatattcc agaagccata gcttcttacc gcacggctct 12 60 
gaaacttaag cctgattttc ctgatgctta ttgtaacttg gctcattgcc tgcagattgt 1320 
ctgtgattgg acagactatg atgagcgaat gaagaagttg gtcagtattg tggctgacca 13 80 
gttagagaag aataggttgc cttctgtgca tcctcatcat agtatgctat atcctctttc 1440 
tcatggcttc aggaaggcta ttgctgagag gcacggcaac ctgtgcttag ataagattaa 1500 
tgttcttcat aaaccaccat atgaacatcc aaaagacttg aagctcagtg atggtcggct 15 60 
gcgtgtagga tatgtgagtt ccgactttgg gaatcatcct acttctcacc ttatgcagtc 1620 
tattccaggc atgcacaatc ctgataaatt tgaggtgttc tgttatgccc tgagcccaga 1680 
cgatggcaca aacttccgag tgaaggtgat ggcagaagcc aatcatttca ttgatctttc 1740 
tcagattcca tgcaatggaa aagcagctga tcgcatccat caggatggaa ttcatatcct 1800 
tgtaaatatg aatggctata ctaagggcgc tcgaaatgag ctttttgctc tcaggccagc 1860 
tcctattcag gcaatgtggc tgggataccc tgggacgagt ggtgcgcttt tcatggatta 1920 
tattatcact gatcaggaaa cttcgccagc tgaagttgct gagcagtatt ccgagaaatt 1980 
ggcttatatg ccccacactt tttttattgg tgatcatgct aatatgttcc ctcacctgaa 2040 
gaaaaaagca gtcatcgatt ttaagtccaa tgggcacatt tatgacaatc ggatagttct 2100 
gaatggcatc gacctcaaag catttcttga tagtctacca gatgtgaaaa ttgtcaagat 2160 
gaagtgtcct gatggaggag acaatgcaga tagcagtaac acagctctta atatgcctgt 2220 
tattcctatg aatactattg cagaagcagt tattgaaatg attaaccgag gacagattca 22 80 
aataacaatt aatggattca gtattagcaa tggactggca actactcaga tcaacaataa 2340 
ggctgcaact ggagaggagg ttccccgtac cattattgta accacccgtt ctcagtacgg 2 40 0 
gttaccagaa gatgccatcg tatactgtaa ctttaatcag ttgtataaaa ttgacccttc 2460 
tactttgcag atgtgggcaa acattctgaa gcgtgttccc aatagtgtac tctggctgtt 2 52 0 
gcgttttcca gcagtaggag aacctaatat tcaacagtat gcacaaaaca tgggcctgcc 25 80 
ccagaaccgt atcatttttt cacctgttgc tcctaaagag gaacacgtca ggagaggcca 2 640 
gctggctgat gtctgcttgg acactccact ctgtaatggg cacaccacag ggatggatgt 2700 
cctctgggca gggaccccca tggtgactat gccaggagag actcttgctt ctcgagttgc 27 60 
agcatcccag ctcacttgct taggttgtct tgagcttatt gctaaaaaca gacaagaata 2 82 0 
tgaagacata gctgtgaagc tgggaactga tctagaatac ctgaagaaag ttcgtggcaa 2880 
agtctggaag caaagaatat ctagccctct gttcaacacc aaacaataca caatggaact 2 940 
agagcggctc tatctacaga tgtgggagca ttatgcagct ggcaacaaac ctgaccacat 3000 
gattaagcct gttgaagtca ctgagtcagc ataaataaag actgcacagg agaattaccc 3060 
ctatacctga gcctcaacct tctgggggaa agggaactag ataacatact tcttacttgt 312 0 
ctgtacagta ccttgttgca gatgggtgat atataatggt aatagaatag cacagccaga 3180 
cttgcttcct gcatggtagg gagagacaca aaagatggga aactgctttt ccacaaggaa 3240 
tctccgtaga attttgcggc gaccagatgg tgcataggtc tggaaggtct gatctccctt 3300 
ggtcttccat gggatggtta gtgtggaggg gagatataga ttgtccggcc gctttgtgat 33 60 
tccatggatt gattcagtct tctggatttt tttttcttta tattttgggt actggagctt 3420 
ttaaaaatgt ttggtttcag gtatttttat tcatgtgaag tgtatatgat tctcttgaga 3 48 0 
taaggtttta agctaaaatg ttactccctg ttttagtttc tgaactctga cagattgaca 3540 
gggactttgc tggtgtagtc tttttatagg ttttataaga cccact 3586 

<210> 76 

<211> 920 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3766715CD1 

<400> 76 

Met Leu Gin Gly His Phe Trp Leu Val Arg Glu Gly He Met He 
15 10 15 

Ser Pro Ser Ser Pro Pro Pro Pro Asn Leu Phe Phe Phe Pro Leu 
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20 








Gin 


He 


Phe 


Pro 


Phe 


Pro 


Phe 


Thr 










35 








Ser 


Leu 


Thr 


Pro 


Pro 


Lys 


Ala 


Cys 










50 








Gin 


Pro 


Asn 


Phe 


Ala 


Val 


Ala 


Trp 










65 








Asn 


Ala Gin Gly Glu 

o n 


He 


Trp 


Leu 


Ala 


Val 


1 L1L 


Leu 


Asp 


Pro 


Asn 


Phe 










95 








Gly 


Asn 


val 


Leu 


Lys 


Glu 


Ala 


Arg 










110 








Ala 


Tyr 


Leu 


Arg 


Ala 


Leu 


Ser 


Leu 










125 








His 


Gly 


Asn 


Leu 


Ala 


Cys 


Val 


Tyr 










140 








Leu 


Ala 


lie 


Asp 


Thr 


Tyr 


Arg 


Arg 










155 








Phe 


Pro 


Asp 


Ala 


Tyr 


Cys 


Asn 


Leu 










170 








Gly 


Ser 


Val 


Ala 


Glu 


Ala 


Glu 


Asp 










185 








Leu 


Cys 


Pro 


Thr 


His 


Ala 


Asp 


Ser 










200 








Lys 


Arg 


Glu 


Gin 


Gly Asn 


He 


Glu 










215 








Lys 


Ala 


Leu 


IjxlU 


Val 


Phe 


Pro 


Glu 










230 








Leu 


Ala 


Ser 


Val 


Leu 


Gin 


Gin 


Gin 










245 








Met 


His 


Tyr 


Lys 


Glu 


Ala 


He 


Arg 










260 








Ala 


Tyr 


Ser 


Asn 


Met 


Gly Asn 


Thr 










275 








Gin 


Gly Ala 


Leu 


Gin 


Cys 


Tyr 


Thr 










290 








Ala 


Phe 


Ala 




Ala 


His 


Ser 


Asn 










305 








Ser 


Gly Asn 


He 


Pro 


Glu 


Ala 


He 










320 








Lys 


Leu 


Lys 


Pro 


Asp 


Phe 


Pro 


Asp 










335 








Cys 


Leu 


Gin 


He 


Val 


Cys 


Asp 


Trp 










350 








Lys 


Lys 


Leu 


Val 


Ser 


He 


Val 


Ala 










365 








Leu 


Pro 


Ser 


Val 


His 


Pro 


His 


His 










380 








His 


Gly 


Phe 


Arg 


Lys 


Ala 


He 


Ala 










395 








Leu 


Asp 


Lys 


He 


Asn 


Val 


Leu 


His 










410 








Lys 


Asp 


Leu 


Lys 


Leu 


Ser 


Asp 


Gly 










425 








Ser 


Ser 


Asp 


Phe 


Gly 


Asn 


His 


Pro 





ZD 












Ser 


Phe 


Pro 


Ser 


His 


Leu 


Leu 




40 












Tyr 


Leu 


Lys 


Ala 


He 


Glu 


Thr 




55 










0 U 


Ser 


Asn 


Leu 


Gly Cys 


Val 


Phe 




70 










I b 


Ala 


lie 


His 


His 


Phe 


Glu 


Lys 




85 










90 


Leu 


Asp 


Ala 


Tyr 


He 


Asn 


Leu 




100 










105 


He 


Phe 


Asp 


Arg 


Ala 


Val 


Ala 




115 










120 


Ser 


Pro 


Asn 


His 


Ala 


Val 


Val 




130 










135 


Tyr 


Glu 


Gin Gly Leu 


He 


Asp 




145 










150 


Ala 


He 


Glu 


Leu 


Gin 


Pro 


His 




160 










165 


Ala 


Asn 


Ala 


Leu 


Lys 


Glu 


Lys 




175 










180 


Cys 


Tyr 


Asn 


Thr 


Ala 


Leu 


Arg 




190 










195 


Leu 


Asn 


Asn 


Leu 


Ala 


Asn 


He 




205 










210 


Glu 


Ala 


Val 


Arg 


Leu 


Tyr 


Arg 




220 










225 


Phe 


Ala 


Ala 


Ala 


His 


Ser 


Asn 




235 










240 


Gly Lys 


Leu 


Gin 


Glu 


Ala 


Leu 




250 










255 


He 


Ser 


Pro 


Thr 


Phe 


Ala 


Asp 




265 










270 


Leu 


Lys 


Glu 


Met 


Gin Asp 


Val 




280 










285 


Arg 


Ala 


He 


Gin 


He 


Asn 


Pro 




295 










3 00 


Leu 


Ala 


Ser 


He 


His 


Lys 


Asp 




310 










315 


Ala 


Ser 


Tyr 


Arg 


Thr 


Ala 


Leu 




325 










330 


Ala 


Tyr 


Cys 


Asn 


Leu 


Ala 


His 




340 










345 


Thr 


Asp 


Tyr 


Asp 


Glu 


Arg 


Met 




355 










360 


Asp 


Gin 


Leu 


Glu 


Lys 


Asn 


Arg 




370 










375 


Ser 


Met 


Leu 


Tyr 


Pro 


Leu 


Ser 




385 










390 


Glu 


Arg 


His 


Gly Asn 


Leu 


Cys 




400 










405 


Lys 


Pro 


Pro 


Tyr 


Glu 


His 


Pro 




415 










420 


Arg 


Leu 


Arg 


Val 


Gly Tyr Val 




430 










435 


Thr 


Ser 


His 


Leu 


Met 


Gin 


Ser 
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440 445 450 

lie Pro Gly Met His Asn Pro Asp Lys Phe Glu Val Phe Cys Tyr 
455 460 465 

Ala Leu Ser Pro Asp Asp Gly Thr Asn Phe Arg Val Lys Val Met 
470 475 480 

Ala Glu Ala Asn His Phe He Asp Leu Ser Gin He Pro Cys Asn 
485 490 495 

Gly Lys Ala Ala Asp Arg He His Gin Asp Gly He His He Leu 
500 505 510 

Val Asn Met Asn Gly Tyr Thr Lys Gly Ala Arg Asn Glu Leu Phe 
515 520 525 

Ala Leu Arg Pro Ala Pro He Gin Ala Met Trp Leu Gly Tyr Pro 
530 535 540 

Gly Thr Ser Gly Ala Leu Phe Met Asp Tyr He He Thr Asp Gin 
545 550 555 

Glu Thr Ser Pro Ala Glu Val Ala Glu Gin Tyr Ser Glu Lys Leu 
560 565 570 

Ala Tyr Met Pro His Thr Phe Phe He Gly Asp His Ala Asn Met 
575 580 585 

Phe Pro His Leu Lys Lys Lys Ala Val He Asp Phe Lys Ser Asn 
590 595 600 

Gly His He Tyr Asp Asn Arg He Val Leu Asn Gly He Asp Leu 
605 610 615 

Lys Ala Phe Leu Asp Ser Leu Pro Asp Val Lys He Val Lys Met 
620 625 630 

Lys Cys Pro Asp Gly Gly Asp Asn Ala Asp Ser Ser Asn Thr Ala 
635 640 645 

Leu Asn Met Pro Val He Pro Met Asn Thr He Ala Glu Ala Val 
650 655 660 

He Glu Met He Asn Arg Gly Gin He Gin He Thr He Asn Gly 
665 670 675 

Phe Ser He Ser Asn Gly Leu Ala Thr Thr Gin He Asn Asn Lys 
680 685 690 

Ala Ala Thr Gly Glu Glu Val Pro Arg Thr He He Val Thr Thr 
695 700 705 

Arg Ser Gin Tyr Gly Leu Pro Glu Asp Ala He Val Tyr Cys Asn 
710 715 720 

Phe Asn Gin Leu Tyr Lys He Asp Pro Ser Thr Leu Gin Met Trp 
725 730 735 

Ala Asn He Leu Lys Arg Val Pro Asn Ser Val Leu Trp Leu Leu 
740 745 750 

Arg Phe Pro Ala Val Gly Glu Pro Asn He Gin Gin Tyr Ala Gin 
755 760 765 

Asn Met Gly Leu Pro Gin Asn Arg He He Phe Ser Pro Val Ala 
770 775 780 

Pro Lys Glu Glu His Val Arg Arg Gly Gin Leu Ala Asp Val Cys 
785 790 795 

Leu Asp Thr Pro Leu Cys Asn Gly His Thr Thr Gly Met Asp Val 
800 805 810 

Leu Trp Ala Gly Thr Pro Met Val Thr Met Pro Gly Glu Thr Leu 
815 820 825 

Ala Ser Arg Val Ala Ala Ser Gin Leu Thr Cys Leu Gly Cys Leu 
830 835 840 

Glu Leu He Ala Lys Asn Arg Gin Glu Tyr Glu Asp He Ala Val 
845 850 855 

Lys Leu Gly Thr Asp Leu Glu Tyr Leu Lys Lys Val Arg Gly Lys 
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860 865 870 

Val Trp Lys Gin Arg He Ser Ser Pro Leu Phe Asn Thr Lys Gin 

875 880 885 

Tvr Thr Met Glu Leu Glu Arg Leu Tyr Leu Gin Met Trp Glu His 

890 895 900 

Tyr Ala Ala Gly Asn Lys Pro Asp His Met He Lys Pro Val Glu 

905 910 915 

Val Thr Glu Ser Ala 

920 

<210> 77 

<211> 3428 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2049950CB1 



<400> 77 

ggcacgaggc tgagtgtccg tctcgcgccc 
aggaggagga ggaggaggag gagggggcgg 
tgagctggga ggaaaccaag cgccatgccg 
tcctgcacat ctaccacgcc gtcaaggacc 
aggtggaata catgttggta tcttttgatc 
ctggggagaa agttcttgaa actctgcaag 
ctaccctttg gagaccagag tatgggagtt 
acggaggaac aatgtccgag ttcaatacag 
aggctacttc tatattagaa gaaaatcagg 
taggctgtcc tgggttcaca ctgcccgagg 
ccaagtccct cttctttcca gatgaagcaa 
caagaaatat ccgacatagg agaggagaaa 
acaagaatac accatctcca tttatagaaa 
cttctaagcc ggatcatatt tacatggatg 
tccaggtgac attccaagcc tgcagtatat 
ctactatctg tccaattgtt atggctttga 
tgtcagacat tgattgtcgc tggggagtga 
aggagcgagg actggagcca ttgaagaaca 
actcaataga cagctattta tctaagtgtg 
tagataaaga gatctacgaa cagctgttgc 
atgttgctca tctctttatt agagacccac 
atgatgctaa tgagtctgac cattttgaga 
gatttaagcc ccctcctcca aactcagaca 
aggtgcaatt aacagacttt gagaactctg 
gagtgatcct ttcctacaaa ttggattttc 
tgaaggtagc acagaaaaga gatgctgtct 
tttgcaaagg tggcaatgca gtggtggatg 
tcgctgcaga ggagtacacc ctcatgagca 
tgtttcctgg actgatccca attctgaact 
acaccagatg tagtattctg aactacctaa 
taatgacagt tgccagatgg atgagggagt 
acagtgtcat aactgatgaa atgaattata 
atgaattatg tgaatgccca gagttacttg 
gaagtaaaac tgactcatcc aactagacat 
actggctaca gtaccatgcc tctcagcccg 
ctgtactgtt ttctgggcca gtgagccaga 
tctagagttt atacagtgta catgtacata 



ggaagcgggc gaccgccgtc agcccggagg 60 
ccatggggct gctgtcccag ggctcgccgc 12 0 
accacgtgcg gcggcacggg atcctccagt 180 
ggcacaagga cgttctcaag tggggcgatg 240 
atgaaaataa aaaagtccgg ttggtcctgt 300 
agaaggggga aaggacaaac ccaaaccatc 360 
acatgattga agggacacca ggacagccct 42 0 
ttgaggccaa catgcgaaaa cgccggaagg 48 0 
ctctttgcac aataacttca tttcccagat 540 
tcaaacccaa cccagtggaa ggaggagctt 600 
taaacaagca ccctcgcttc agtaccttaa 660 
aggttgtcat caatgtacca atatttaagg 720 
catttactga ggatgatgaa gcttcaaggg 780 
ccatgggatt tggaatgggc aattgctgtc 840 
ctgaggccag atacctttat gatcagttgg 900 
gtgctgcatc tcccttttac cgaggctatg 960 
tttctgcatc tgtagatgat agaactcggg 1020 
ataactatag gatcagtaaa tcccgatatg 1080 
gtgagaaata taatgacatc gacttgacga 1140 
aggaaggcat tgatcatctc ctggcccagc 1200 
tgacactgtt tgaagagaaa atacacctgg 12 60 
atattcagtc cacaaattgg cagacaatga 1320 
ttggatggag agtagaattt cgacccatgg 1380 
cctatgtggt gtttgtggta ctgctcacca 1440 
tcattccact gtcaaaggtt gatgagaaca 1500 
tgcagggaat gttttatttc aggaaagata 15 60 
gttgtggcaa ggcccagaac agcacggagc 1620 
tagacaccat catcaatggg aaggaaggtg 1680 
cttaccttga aaacatggaa gtggatgtgg 1740 
agctaattaa gaagagagca tctggagaac 1800 
ttatcgcaaa ccatcctgac tacaagcaag 1860 
gccttatttt gaagtgtaac caaattgcaa 1920 
gatcagcatt taggaaagta aaatatagtg 1980 
tctacagaaa gaaaaatgca ttattgacga 2040 
tgtgtataat atgaagacca aatgatagaa 2100 
aattgattaa ggctttcttt ggtaggtaaa 2160 
gtaaagtatt tttgattaac aatgtatttt 2220 
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aataacatat ctaaagtcat catgaactgg 
caacctactg tctaagcagt tttgtaaatg 
gagttaaaat gtttactgta aatttttgtt 
tgaaattttt ctctttaaaa acattttctc 
tgtctacatt aaatcacttg aatccattga 
gcaccttatc tatgatgttt cttttgcaat 
gctttcccct ctgaataaat acccattgaa 
tttgtttaaa tttgctgatg caggaattaa 
gattattacc cagaattcac atgtagtgat 
aagttggcgg caggggtggg gggtggcaat 
tgtcaaaaat ggcgttcttc tcttgtggcc 
tgtcactctt tagtttttag ttaagcatac 
ccagatttta cctggggaat attctacata 
aaatcatgaa aggcactgag ttttgtaaat 
tttcagataa ttattatagc tttgcgttga 
gtcaactgct tctgaaataa ctctgtattg 
atttaaactg taatatgcta acttgaagag 
tttatgttta aatactaggg tttgttctat 
aatgcctggt tttcgtttgc aatttgcttg 
ttgaaatgtt tgtggtatga ggaaataaaa 
aaaaaaaa 



cttgtacatt tttaaattct tactctggag 2280 
tactggtaat tgtacaatac ttgcattcca 2340 
cttttaaaga ctacctggga cctgatttat 2400 
tcgttaattt tcctttgtca tttcctttgt 2460 
aagtgcttca agggtaatct tgggtttcta 252 0 
tggaataatc acttggtcac cttgccccaa 2580 
ctctgatggc tgttatcaaa ggaacttttc 2640 
gtttaaacac aactctatag aaagaaagga 2700 
tattaaggac aatttttttt ttaactaaaa 27 60 
catttttctt cctatacata caaaggatat 2820 
tgttattctg attgctgctg tatacagttt 2880 
tgatagactt tcctctaaaa gccattcact 2940 
ctgcttactt tctctataaa actcatcaat 3000 
caggacccta aatgtttaat tgtaaataag 3 06 0 
agtttgttgt tttttttctc aactagttaa 3120 
tagattatgc agatctttac aggcataaat 3180 
attgcaataa agctgcttca gctaaccctg 3 24 0 
attttataca tgcattttgg atgattaaag 3300 
tgtaaatcag gttgtaaaaa ggcagataaa 3360 
gaatggaatt agctttcatt cagaaaaaaa 3420 

3428 



<210> 78 

<211> 637 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2049950CD1 



<400> 78 



Met 


Gly 


Leu 


Leu 


Ser 


Gin 


Gly 


Ser 


Pro 


Leu 


Ser 


Trp 


Glu 


Glu 


Thr 


1 








5 










10 










15 


Lys 


Arg 


His 


Ala 


Asp 


His 


Val 


Arg 


Arg 


His 


Gly He 


Leu 


Gin 


Phe 










20 










25 










30 


Leu 


His 


He 


Tyr 


His 
35 


Ala 


Val 


Lys 


Asp 


Arg 
40 


His 


Lys 


Asp 


Val 


Leu 
45 


Lys 


Trp 


Gly 


Asp 


Glu 
50 


Val 


Glu 


Tyr 


Met 


Leu 
55 


Val 


Ser 


Phe 


Asp 


His 
60 


Glu 


Asn 


Lys 


Lys 


Val 


Arg 


Leu 


Val 


Leu 


Ser Gly Glu Lys Val 


Leu 










65 










70 










75 


Glu 


Thr 


Leu 


Gin 


Glu 
80 


Lys 


Gly 


Glu 


Arg 


Thr 
85 


Asn 


Pro 


Asn 


His 


Pro 
90 


Thr 


Leu 


Trp 


Arg 


Pro 


Glu 


Tyr 


Gly Ser Tyr Met 


lie Glu Gly Thr 










95 










100 










105 


Pro 


Gly 


Gin 


Pro 


Tyr 
110 


Gly 


Gly 


Thr 


Met 


Ser 
115 


Glu 


Phe 


Asn 


Thr 


Val 
120 


Glu 


Ala 


Asn 


Met 


Arg 
125 


Lys 


Arg 


Arg 


Lys 


Glu 
130 


Ala 


Thr 


Ser 


He 


Leu 
135 


Glu 


Glu 


Asn 


Gin 


Ala 
140 


Leu 


Cys 


Thr 


He 


Thr 
145 


Ser 


Phe 


Pro 


Arg 


Leu 
150 


Gly 


Cys 


Pro 


Gly 


Phe 
155 


Thr 


Leu 


Pro 


Glu 


Val 
160 


Lys 


Pro 


Asn 


Pro 


Val 
165 


Glu 


Gly 


Gly 


Ala 


Ser 
170 


Lys 


Ser 


Leu 


Phe 


Phe 
175 


Pro 


Asp 


Glu 


Ala 


He 
180 
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Asn 


Lys 


His 


Pro 


Arg 
185 


Phe 


Ser 


Thr 


Leu 


Thr 
190 


Arg 


Asn 


He 


Arg 


His 
195 




Arg 


Arg 


Gly 


Glu 


Lys 
200 


Val 


Val 


He 


Asn 


Val 
205 


Pro 


He 


Phe 


Lys 


Asp 
210 




Lys 


Asn 


Thr 


Pro 


Ser 
215 


Pro 


Phe 


He 


Glu 


Thr 
220 


Phe 


Thr 


Glu 


Asp 


Asp 
225 




Glu 


Ala 


Ser 


Arg 


Ala 

230 


Ser 


Lys 


Pro 


Asp 


His 
235 


He 


Tyr 


Met 


Asp 


Ala 
240 




Met 


Gly 


Phe 


Gly 


Met 
245 


Gly 


Asn 


Cys 


Cys 


Leu 
250 


Gin 


Val 


Thr 


Phe 


Gin 
255 




Ala 


Cys 


Ser 


He 


Ser 
260 


Glu 


Ala 


Arg 


Tyr 


Leu 
265 


Tyr 


Asp 


Gin 


Leu 


Ala 
270 




Thr 


He 


Cys 


Pro 


He 
275 


Val 


Met 


Ala 


Leu 


Ser 
280 


Ala 


Ala 


Ser 


Pro 


Phe 
285 




Tyr 


Arg 


Gly 


Tyr 


Val 
290 


Ser 


Asp 


He 


Asp 


Cys 
295 


Arg 


Trp 


Gly 


Val 


He 
300 




Ser 


Ala 


Ser 


Val 


Asp 
305 


Asp 


Arg 


Thr 


Arg 


Glu 
310 


Glu 


Arg 


Gly 


Leu 


Glu 
315 




Pro 


Leu 


Lys 


Asn 


Asn 
320 


Asn 


Tyr 


Arg 


He 


Ser 
325 


Lys 


Ser 


Arg 


Tyr 


Asp 
330 




Ser 


He 


Asp 


Ser 


Tyr 


Leu 


Ser 


Lys 


Cys 


Gly 


Glu 


Lys 


Tyr 


Asn 


Asp 












335 










340 










345 


3 fa 


He 


Asp 


Leu 


Thr 


He 


Asp 


Lys 


Glu 


He 


Tyr 


Glu 


Gin 


Leu 


Leu 


Gin 


. 










350 










355 










360 




Glu 


Gly 


He 


Asp 


His 


Leu 


Leu 


Ala 


Gin 


His 


Val 


Ala 


His 


Leu 


Phe 












365 










370 










375 




He 


Arg 


Asp 


Pro 


Leu 


Thr 


Leu 


Phe 


Glu 


Glu 


Lys 


He 


His 


Leu 


Asp 












380 










385 










390 




Asp 


Ala 


Asn 


Glu 


Ser 


Asp 


His 


Phe 


Glu 


Asn 


He 


Gin 


Ser 


Thr 


Asn 












395 










400 










405 




Trp 


Gin 


Thr 


Met 


Arg 


Phe 


Lys 


Pro 


Pro 


Pro 


Pro 


Asn 


Ser 


Asp 


He 


3^ 










410 










415 










420 




Gly 


Trp 


Arg 


Val 


Glu 
425 


Phe 


Arg 


Pro 


Met 


Glu 
430 


Val 


Gin 


Leu 


Thr 


Asp 
435 




Phe 


Glu 


Asn 


Ser 


Ala 


Tyr 


Val 


Val 


Phe 


Val 


Val 


Leu 


Leu 


Thr 


Arg 












440 










445 










450 




Val 


He 


Leu 


Ser 


Tyr 


Lys 


Leu 


Asp 


Phe 


Leu 


He 


Pro 


Leu 


Ser 


Lys 












455 










460 










465 




Val 


Asp 


Glu 


Asn 


Met 
470 


Lys 


Val 


Ala 


Gin 


Lys 
475 


Arg 


Asp 


Ala 


Val 


Leu 
480 




Gin 


Gly 


Met 


Phe 


Tyr 
485 


Phe 


Arg 


Lys 


Asp 


He 
490 


Cys 


Lys 


Gly 


Gly 


Asn 
495 




Ala 


Val 


Val 


Asp 


Gly 
500 


Cys 


Gly 


Lys 


Ala 


Gin 
505 


Asn 


Ser 


Thr 


Glu 


Leu 
510 




Ala 


Ala 


Glu 


Glu 


Tyr 
515 


Thr 


Leu 


Met 


Ser 


He 
520 


Asp 


Thr 


He 


He 


Asn 
525 




Gly 


Lys 


Glu 


Gly 


Val 
530 


Phe 


Pro 


Gly 


Leu 


He 
535 


Pro 


He 


Leu 


Asn 


Ser 
540 




Tyr 


Leu 


Glu 


Asn 


Met 
545 


Glu 


Val 


Asp 


Val 


Asp 
550 


Thr 


Arg 


Cys 


Ser 


He 
555 




Leu 


Asn 


Tyr 


Leu 


Lys 
560 


Leu 


He 


Lys 


Lys 


Arg 
565 


Ala 


Ser 


Gly 


Glu 


Leu 
570 




Met 


Thr 


Val 


Ala 


Arg 
575 


Trp 


Met 


Arg 


Glu 


Phe 
580 


He 


Ala 


Asn 


His 


Pro 
585 




Asp 


Tyr 


Lys 


Gin 


Asp 
590 


Ser 


Val 


He 


Thr 


Asp 
595 


Glu 


Met 


Asn 


Tyr 


Ser 
600 
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Leu lie Leu Lys Cys Asn Gin 
605 

Pro Glu Leu Leu Gly Ser Ala 
620 

Ser Lys Thr Asp Ser Ser Asn 
635 

<210> 79 

<211> 1093 

<212> DNA 

<213> Homo sapiens 



lie Ala Asn Glu Leu Cys Glu Cys 
610 615 

Phe Arg Lys Val Lys Tyr Ser Gly 
625 630 



<220> 

<221> misc_feature 

<223> Incyte ID No: 231588.6c 



<400> 79 

gcatccctca ctgactgaag ggataggaag 
gctaaacatc atcgtatgtc tgtgtcttat 
acttaggacc ttggttattt atattagttg 
attttctagt taaattcacc taagacaact 
cattaatgaa gcgttgttaa cttgcccctc 
ctgcttgggg agcatgctaa tgattccttg 
tgacattcca agcctgcagt atatctgagg 
tctgtccaat tgttatggct ttgagtgctg 
acattgattg tcgctgggga gtgatttctg 
gaggactgga gccattgaag aacaataact 
tagacagcta tttatctaag tgtggtgaga 
aagagatcta cgaacagctg ttgcaggaag 
ctcatctctt tattagagac ccactgacac 
ctaatgagtc tgaccatttt gagaatattc 
agccccctcc tccaaactca gacattggat 
aattaacaga ctttgagaac tctgcctatg 
tcctttccta caaattggat tttctcattc 
tggtgatggg tatagatcta tctgtagata 
cctgatttca ttt 

<210> 80 

<211> 834 

<212> DNA 

<213> Homo sapiens 



gcaacaagcc agtagaagag aaaatgcttt 60 
ttctcttttt tgactattta atcttatttc 120 
tctataggca gtggaacata attaaatacc 180 
tttaaacaaa actcttgcgt taaatgttgc 240 
tctgcccagc accttccttc tctgacttca 300 
gtgttaataa ctttgcaatt cttaaacagg 3 60 
ccagatacct ttatgatcag ttggctacta 420 
catctccctt ttaccgaggc tatgtgtcag 480 
catctgtaga tgatagaact cgggaggagc 540 
ataggatcag taaatcccga tatgactcaa 600 
aatataatga catcgacttg acgatagata 660 
gcattgatca tctcctggcc cagcatgttg 72 0 
tgtttgaaga gaaaatacac ctggatgatg 780 
agtccacaaa ttggcagaca atgagattta 840 
ggagagtaga atttcgaccc atggaggtgc 900 
tggtgtttgt ggtactgctc accagagtga 9 60 
cactgtcaaa ggtaaggata tgtttcttta 1020 
tatttattta tatatgctat ttatttccca 1080 

1093 



<220> 

<221> misc_feature 

<223> Incyte ID No: 152298.2 

<220> 

<221> unsure 
<222> 343-385 

<223> a, t, c, g, or other 



<400> 80 

ggcattttgc tatggcagcc caaatagact 
ctgtttaggc ccagccagcc ttcctgagcc 
tctctaccga ggtgtgatct cctaactcct 
tcagcctcca agatgcctgc agtcatccct 
tgtgccagga ttgggctctg tggccaaaaa 



gagacatact cc ttaacctt tgacccactt 6 0 
tgtgcatagt cttcctggct caaggaactc 12 0 
ggcactcatt tacctatcca tggttggtag 180 
gcctcctggg attcatatcc tcctccacat 240 
gaaaacagca gatgagagga cgtgtctctt 300 
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ctcagaaggg 
nnnnnnnnnn 
ctgaggaaag 
actgaagcct 
ttgagcttaa 
agcaccaccc 
gtttgctgtt 
agcagccacc 
cctgcacctg 



ttagaaaaga 
nnnnnnnnnn 
caaactacta 
ccagcaacaa 
gatgacttca 
agctctgctg 
tcaggctgcc 
ttgagaaatg 
aggattgctg 



ctgtggcttc 
nnnnnctctt 
tgttgtgagc 
ccctgtgagg 
gcttcagcag 
cttctagacc 
aaatttaggg 
cagtgatgat 
ctccaaacct 



cattttagat 
ttccttcttc 
agcccaatgg 
tcagtttgga 
acagcttgac 
cctgacctca 
gctggaactg 
gctgagtggc 
gggccaccag 



gannnnnnnn 
tcttccttgg 
agaggcccac 
agtggatttt 
tgcagccttt 
gaaattgcac 
cccataaagg 
aaggcagaag 
cctgaagatc 



nnnnnnnnnn 3 60 
atctcttgct 420 
aagacaacga 480 
ctagccccaa 540 
ctagagagca 600 
gagataacat 6 60 
ctggcacccc 720 
gcacagggtc 780 
ccgc 834 



<210> 81 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



199507.1 



<400> 81 

agctcatgga 

tgaaaatatc 

ttagctgact 

atttctagtt 

acattcagaa 

atgtttttct 



gttaggaaca 
tactctcttt 
ttttagattc 
cttaaatgcc 
aaactcagga 
gtattttatc 



agtatgttaa 
ggatgaaaaa 
ttttttcttt 
agtatttttt 
tcatacccat 
tcttccattt 



atatttatca 
tatttaacac 
tacatgatgt 
ttctgttaaa 
aaacccactg 
taaaataaag 



gagtgtgcct 
ttcactctca 
agttctcaga 
atatttatga 
tttagatttt 
ttttgcacat 



gacagtgagt 60 
gatataatta 12 0 
tatatacggg 180 
actatttcaa 240 
aaaaagttca 3 00 
g 351 



<210> 82 

<211> 919 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1434821CB1 

<220> 

<221> unsure 

<222> 15, 19, 40, 48, 55-56, 85-86, 88-299, 859, 861, 863, 866, 872, 874-875, 
877, 879-881, 890, 906-907 
<223> a, t, c, g, or other 



<400> 82 

acggcctagg 

taaggcgcgt 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

gctctttaag 

tgactcgggg 

tctgcgccct 

agacgtgtac 

cccagtgtgc 

tctatcctaa 

agggatctgc 

cggctgccac 



cc tgnaatnt 
cccatcgcca 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
caaacagagc 
tcgcctttgg 
ggtcctggtg 
agtggccccc 
aaataagggc 
taccatcgac 
ctgcatcctg 
ctccaccgga 



acggtcatgg 
ttcanntnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ctgccctata 
agcagagagg 
tccatgctgg 
cgtgaaagac 
tgctgtttcg 
gtccctccag 
acgcggtgcc 
cacctcagac 



cgtaccacan 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aaatccgggg 
aggcaatggc 
ccctcggcac 
agaattgtgg 
acgacaccgt 
aagaggagtg 
gtccccagca 
acgcttctgc 



accgccgnct 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ctcgggcggc 
caccatggag 
cctggccgag 
ttttcctggt 
tcgtggggtc 
tgaattttag 
cggtgattag 
agctgtgcct 



taatnnccgc 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnc 
ctctcatccc 
aacaaggtga 
gcccagacag 
gtcacgccct 
ccctggtgct 
acacttctgc 
tcccagagct 
cggctcacaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 
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cacagattga ctgctctgac tttgactact 
atattaaaaa aaaaaaaana nanaanggaa 
gcggcnncga ctaatgaat 



caaaattggc ctaaaaatta aaagagatcg 840 
angnnancnn ngaaagagan aaaaaaaagg 900 

919 



<210> 83 
<211> 84 
<212> PRT 
<213> Homo 



sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1434821CD1 



<400> 83 



Met 


Ala 


Thr Met 


Glu 


Asn 


Lys 


Val 


He 


Cys Ala 


Leu 


Val 


Leu 


Val 


1 






5 










10 








15 


Ser 


Met 


Leu Ala 


Leu 
20 


Gly 


Thr 


Leu 


Ala 


Glu Ala 
25 


Gin 


Thr 


Glu 


Thr 
30 


Cys 


Thr 


Val Ala 


Pro 
35 


Arg 


Glu 


Arg 


Gin 


Asn Cys 
40 


Gly 


Phe 


Pro 


Gly 
45 


Val 


Thr 


Pro Ser 


Gin 
50 


Cys 


Ala 


Asn 


Lys 


Gly Cys 
55 


Cys 


Phe 


Asp 


Asp 
60 


Thr 


Val 


Arg Gly 


Val 
65 


Pro 


Trp 


Cys 


Phe 


Tyr Pro 
70 


Asn 


Thr 


He 


Asp 
75 


Val 


Pro 


Pro Glu 


Glu 
80 


Glu 


Cys 


Glu 


Phe 













<210> 84 

<211> 2734 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 289671.27 



<400> 84 

gaaaggcttt tactgggcag acggggtgag tctcaagcca gtggaccagt gaggggtgag 60 
ggcacgtcct ccgaaggagc aggtttttcc tttgggttta ggtgtaagtg aactattatc 120 
attggagtgg agaactggag agaaagggtt gtcactgtcc agcactacac agctgcaggc 180 
acacagatgg tacacattcc cagaaagaca cataggtaga cacgtggctg tacacccatg 240 
cacacacaaa caatcacgca tacctgtagg catgtgtgta aacacccaca tgcacccaca 300 
cccacatgcc tggcagtaca cagaactgta tgcatccatt tgtgccaggc tggggccttg 3 60 
agtgatagga aaggggtctg tgatgggtag atagtgtggt tggagacacg gatttcttcc 42 0 
tgaacaaagt ccctccccta catggtggac atgggatgag acggccttca gttacttcct 480 
cttgaccccc agggctgcct gccgcctcat gtaggacagg atgtccatct tgacgttgct 540 
gaccgtggtc cggtggtgcc agcgcatgat gggtatacca tctggcccca ccaggaactt 600 
ctcaaattcc agcggatgtc gtgaaccttc atgggttccc agaagaggcg gtcagatgta 6 60 
cccaggagct ccgaggtggg aggacaggag ttctttagga aagtgtagaa tttctgctct 720 
ttctctccat tgacatcccc tttctcaaag agctggaaat tagggacaaa gcctccacct 780 
ggtcggacat acttgagggt aggaaggatc tctgagttct ctcctggttc ctgttttcca 840 
aattggttgc agggaaagcc ccagaatgac cagaccgaat ggtgcaagct cttcctgtag 900 
tgcattcagt tcaatgtact ggcccgtcag gcctcagtag ctggccacgt tgacaaagag 960 
gacgtatttg ccagcatact gcttgaaggg gatgtactcc tccccatcaa tggtgagggc 1020 
tccgtactcg taaatggtgc cacttatgcc accatggcag tccatcttcg acttctcttg 1080 
tccccggctc tgcgagacgg acggtggcca gggatcaggc agcggctcag gcgaccctga 1140 
gtgtgccccc accccgccat ggcccggctg ctgcaggcgt cctgcctgct ttccctgctc 1200 
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ctggccggct tcgtctcgca gagccgggga 
ggcaatcccc agatggactg ccatggtggc 
ctcaccattg atggggagga gtacatcccc 
tttgtcaacg tggccagcta ctgaggcctg 
caggaagagc ttgcaccatt cggtctggtc 
aaacaggaac caggagagaa ctcagagatc 
ggaggctttg tccctaattt ccagctcttt 
cagaaattct acactttcct aaagaactcc 
tctgaccgcc tcttctggga acccatgaag 
ttcctggtgg ggccagatgg tatacccatc 
aacgtcaaga tggacatcct gtcctacatg 
aagtaactga aggccgtctc atcccatgtc 
agaaatccgt gtctccaacc acactatcta 
ggccccagcc tggcacaaat ggatgcatac 
gggtgcatgt gggtgtttac acacatgcct 
gggtgtacag ccacgtgtct acctatgtgt 
tgcagctgtg tagtgctgga cagtgacaac 
aatagttcac ttacacctaa acccaaagga 
ctaactgata cctcaacctt ggggccagca 
tgactgacgt ccccagaagt ttctgggtct 
cctgaagggc cctcccaagg ctacatcccc 
ctccctgaga tcaaccaagg cagatgtgac 
ggcgtcttca tgagggaggg gcccaaagcc 
gaggggccag cccttagtgc attcaggcta 
ccttcggagg acgtgccctc acccctcact 
cccagtaaaa gcctttctgc agcagctgaa 

<210> 85 
<211> 528 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1282225CB1 



caagagaagt cgaaggctcc ccgccagatg 12 60 
ataagtggca ccatttacga gtacggagcc 1320 
ttcaagcagt atgctggcaa atacgtcctc 13 80 
acgggccagt acattgaact gaatgcacta 1440 
attctgggct ttccctgcaa ccaatttgga 1500 
cttcctaccc tcaagtatgt ccgaccaggt 1560 
gagaaagggg atgtcaatgg agagaaagag 1620 
tgtcctccca cctcggagct cctgggtaca 1680 
gttcacgaca tccgctggaa ctttgagaag 1740 
atgcgctggc accaccggac cacggtcagc 1800 
aggcggcagg cagccctggg ggtcaagagg 1860 
caccatgtag gggagggact ttgttcagga 1920 
cccatcacag acccctttcc tatcactcaa 1980 
agttctgtgt actgccaggc atgtgggtgt 2040 
acaggtatgc gtgattgtgt gtgtgtgcat 2100 
ctttctggga atgtgtacca tctgtgtgcc 2160 
cctttctctc cagttctcca ctccaatgat 2220 
aaaaccagct ctaggtccaa ttgttctgct 2280 
tctcccactg cctccaaata ttagtaacta 2340 
accacactcc ccaacccccc actcctactt 2400 
accccacagt tctccctgag agagatcaac 2460 
agcaagggcc acggacccca tggcaggggt 2520 
cttgtgggcg gacctcccct gagcctgtct 25 80 
aggcccctgg gcagggatgc cacccctgct 2 640 
ggtccactgg cttgagactc accccgtctg 2700 
aaaa 2734 



<400> 85 

ggagccccct 

gtgaagaggg 

ggaaaacttt 

gaaggatatc 

caccgctggg 

gacaatgaca 

gacagctttc 

catgacattg 

tttcatatta 



ataaaacagc 
agctctattg 
gaagccttca 
aagggggtgt 
tccaaagtga 
ggggagaaag 
aaaaacatca 
ggtgacattg 
ttttagtgtg 



ctacagtgga 
ccaccatgag 
tgaaggcaat 
cggaaatcgt 
tccaaaacga 
tcaagacagt 
agtctgtgac 
tcttcaagag 
taaaattaat 



cagtctggtc 
tttctccggc 
cggtctgccg 
gcagaatggg 
attcacggtg 
ggttcagttg 
cgaactcaac 
aatcagcaag 
gtaataaagt 



ggcagagccg 
aagtaccaac 
gaagagctca 
aagcacttca 
ggggaggaat 
gaaggtgaca 
ggcgacataa 
agaatttaaa 
gaactttg 



caggtcagtc 60 
tgcagagcca 12 0 
tccagaaggg 180 
agttcaccat 240 
gtgagctgga 3 00 
ataaactggt 3 60 
tcaccaatac 42 0 
caagtctgca 480 
528 



<210> 86 
<211> 127 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1282225CD1 
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<400> 86 



Met Ser 


Phe 


Ser 


Gly Lys 


Tyr 


Gin 


Leu 


Gin 


Ser 


Gin 


vjlu 


Asn 


irne 


1 






5 










1U 












Glu Ala 


Phe 


Met 


Lys 


Ala 


He 


Gly Leu 


Pro 


Glu 


GlU 


Leu 


lie 


bin 








20 










25 










30 


Lys Gly 


Lys 


Asp 


He 


Lys 


Gly 


Val 


Ser 


Glu 


lie 


Val 


Gin 


Asn 








35 










4U 










*± D 


Lys His 


Phe 


Lys 


Phe 


Thr 


He 


Thr 


Ala 


Gly 


Ser 


Lys 


Val 


j. J.e 


V3-LI1 






50 










55 










60 


Asn Glu 


Phe 


Thr 


Val 


Gly Glu 


Glu 


Cys 


Glu 


Leu 


Glu 


Thr 


Met 


Thr 








65 










70 










75 


Gly Glu 


Lys 


Val 


Lys 


Thr 


Val 


Val 


Gin 


Leu 


Glu 


Gly 


Asp 


Asn 


Lys 




80 










85 










90 


Leu Val 


Thr 


Ala 


Phe 
95 


Lys 


Asn 


He 


Lys 


Ser 
100 


Val 


Thr 


Glu 


Leu 


Asn 
105 


Gly Asp 


He 


He 


Thr 


Asn 


Thr 


Met 


Thr 


Leu 


Gly Asp 


He 


Val 


Phe 






110 










115 










120 


Lys Arg 


He 


Ser 


Lys 
125 


Arg 


He 



















<210> 87 

<211> 324 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 263336.57 



<400> 87 

ctgcctgact gcttgttcgt ctcactggtg 
gaccccaact gctcttgcgc cactggctgc 
tgtgcccagg gctgcgtctg caaaggggca 
gggaacagct cttctcccag atgtaaatag 
aatacaacac tgagccattt gctgcatttc 
aaacaatttt gactttaaaa aaaa 



tgagctccag catccccttt gctcgaaatg 60 
tgttcctgct gccccgtggg ctgtgccaag 120 
tcggagaagt gcagctgctg tgcctgatgt 180 
aacaacctgc acaacctgga tttttttaaa 240 
tttttatact aaatatgtga ctgacaataa 3 00 

324 



<210> 88 

<211> 933 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 464689.40 



<400> 88 

cacctggaat ggaagcacgt 
agcatctcat ctcctagtga 
agatgctctg tggactgaat 
agaaccttcc tagaatagat 
gttaatcctt ggcattggca 
cctgccagct ggcaggagga 
atgaaggtag gcttgaagcc 
gtgtgtaaga aactgacaga 
cgtagctggg gtgaactact 
ccagcccaac ttggacaact 



gggaagcaat gtttattggc 
gaaatgagga aaaatacctc 
gccaggaact ggaagtttgc 
ccagtgtccc tgccccctgg 
tagagaaaca agttactggg 
ggtggcttgt gtgccttgca 
ccaggcaagc ccagtgaccc 
acgtgctgtc cctgcctcct 
tcttggacgt ggagctgggc 
gccccttcca tgaccagcca 



ctaaaacatc aatgtatgtg 60 
tgggttaaat ggcaggaatg 12 0 
cgaaatttca tcatcacatg 180 
gtcataggta gcggaattca 240 
gaggcctggg gcatggcatc 300 
ggtgacaatg tgggcagctc 3 60 
ggtcacagtg aagtgcctgt 420 
gctctttcac atgtgtagat 480 
cgaaccacgt gtaccaagac 540 
catctgaaaa ggaaagcatt 600 
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ctgctctttc cagatctacg ctgtgccttg gcagggcaca atgaccttgt cgaaatccac 660 
ctgtcaggac gcctaggggt ctgtaccggg ctggcctgtg cctatcacct cttatgcaca 720 
cctcccaccc cctgtattcc cacccctgga ctggtggccc ctgccttggg gaaggtctcc 780 
ccatgtgcct gcaccaggag acagacagag aaggcagcag gcggcctttg ttgctcagca 840 
aggggtctgc cctccctcct tccttcttgc ttctcatagc cccggtgtgc ggtgatacac 900 
ccccacctcc tgcaataaaa tagtagcatc ggc 933 

<210> 89 

<211> 1788 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc„ feature 

<223> Incyte ID No: 155943.1 

<220> 

<221> unsure 

<222> 32, 361, 1085, 1180, 1183, 1191, 1207, 1234, 1247, 1275, 1319, 
1327-1328, 1332, 1336, 1338, 1343, 1345, 1351, 1353, 1362-1363, 1366, 1368, 
1376-1378, 1380, 1383-1384, 1388, 1396, 1398-1399, 1402, 1411-1413 
<223> a, t, c, g, or other 

<400> 89 

ctctgcttca aatgcgctct ttcaaaccat tnattatcct gtgtattttt aatgtggttt 60 
tagtaaatgt tggtagtagc tctgttgaag taggtaattg tgttatgttt tgggtggtac 12 0 
acacttgggg catggtaacc caaatttcat gtgcacggtt tccctttagc ccactgccca 180 
aatttcacat acccttcacc ctttgttccc tttgtaaaag gagtggtatc tgttttgagc 2 40 
tgccaattca gatgatcaga aatgctgctt tcctcagcat tgtcttgtta aaccgcatgc 3 00 
catttggaac tttggcagtg agaagccaaa aggaagaggt gaatgacata tatatatata 3 60 
nattcaatga aagtaaaatg tatatgctca tatactttct agttatcaga atgagttaag 42 0 
ctttatgcca ttgggctgct gcatatttta atcagaagat aaaagaaaat ctgggcattt 480 
ttagaatgtg atacatgttt ttttaaaact gttaaatatt atttcgatat ttgtctaaga 540 
accggaatgt tcttaaaatt tactaaaaca gtattgtttg aggaagagaa aactgtactg 600 
tttgccatta ttacagtcgt acaagtgcat gtcaagtcac ccactctctc aggcatcagt 660 
atccacctca tagctttaca cattttgatg gggaatattg cagcatcctc aggcctgaca 72 0 
tctgggaaag gctcagatcc acctactgct ccttgctcgt tgattttgtt ttaaaatatt 780 
gtgcctggtg tcaactttta agcaacagca ctgcctaaaa gcaagcagag aacagaatcc 840 
cagcaccatt ctataggcaa ctttttagaa ttcagatata gtaaatctgt tccagattta 900 
tgatgtttta tgtaaaaaaa attttgtata ataacatagc tgaatatttt tgtttctttt 960 
ctttgatgta aggcgtgtga acattcgttt gaatatcaca tgttgaagtc aggtatggca 1020 
caatgggttc tgagaccagc ttttcctccc ctcccatttg ccttgttcca agctctttct 1080 
tttcnaatta cttttctgga tatcataggc aggtatttaa ttttactaaa ttagccatcc 1140 
tgtgtgaatg tattaaagaa gccactgtgt tttagtgtan ttngccaaaa nataaaagct 12 00 
gttcctnatt tgcccctatt tttttggtgt cttnaagtta tatattnaat cacagagaag 1260 
caagggagaa agttnaaaga tatctaaggc tcatatcact tgattctatg gtagattana 1320 
ttagaanncc cnaggncnct cgntnatgct ngnacatggg cnnatntngt gttccnnntn 13 80 
ggnnttcnaa gtctananng tnaaatgggt nnnaatttaa gtttatattt gcatttccaa 1440 
gcgtttctaa aaatcactaa tgccatctat acttttagta tgaaacagca gactatagaa 1500 
agcacaggga agaataggct aaatacattc tttgaagaac cagaggcata taaccacatc 15 60 
attatgtcat tcctaataca tggctagatt ttctaatgat aaaattgact gtgtcccaat 1620 
gcttatttga ttctaagctt ttttattctg tttctgagat attttaatag ctttgcaaaa 1680 
tatgctgacc agtttttgga aaataatggt ttttatagca agcaaagagc tttatggcac 1740 
attttcaaaa tagcactcat acatacttac attttgacag aaatgtga 1788 

<210> 90 
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<211> 1111 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 243794.19c 

<220> 

<221> unsure 

<222> 519-616, 774-963 

<223> a, t, c, g, or other 

<400> 90 

taccgggccc cccctttttt gaagggtttt ttcaaatgtt tattttatat acaaagaatt 60 

atcatggttt ttcattgagt agatgccccg gataatcctc tgaaggaaga gcatttagtc 120 

caacttaatg aaaccgatat ccttcgcgta ctgacggaaa cactggcggc acatattgag 180 

gccatatttc cggatcagac cgtgccggtt tgaacagaca cgacaagagc gagaaccctg 240 

gccgaatttt cgcgggtggc tccagtacag ctgctggtga cccatcttgc tctcagcagt 300 

gcaacgaggt aaaaggaaga agctggccca cgcatgcgct cttcaaattt ttgagacagt 3 60 

^ ttacccagaa tgcagtgctc aaaggaaacg cgtgcgcagt gtggtcaggt tgtttcgctg 420 

if ggtgagtaaa atgaaatctt agaggcgttg tgggctggcc cagttgatga cgtcaccata 480 

S -U ccacagcttc tagtgctatt ctgcgccggt atccgaccnn nnnnnnnnnn nnnnnnnnnn 540 

"■1=3 nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 600 

nnnnnnnnnn nnnnnnccga tcgggtgtcc gcactaagtt cggcatcaat atggtgacct 660 

ifij cccgggagcg ggggaccacc aggttgccta aggaggggtg aaccggccca ggtcggaaac 72 0 

r% ggagcaggtc aaaactcccg tgctgatcag tagtgggatc gcgcctgtga atannnnnnn 780 

j7l nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 840 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnimnnnn 900 

^ nnnrmrmnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 960 

* nnntggtgag actctatctc caacaacaaa acaaaaacct cttacaaatg aatgagaaaa 1020 

Q aagcagatga cctaatagaa acgtaagcaa aatgcttaaa caggcacctc acaacaagtt 1080 

vf tagccaaatg gccaatgaaa aaagatgctc t 1111 

■if <210> 91 

y <211> 961 

□ <212> DNA 

l«& <213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 243794.23 

<220> 

<221> unsure 
<222> 739 

<223> a, t, c, g, or other 
<400> 91 

ctatggagat aaaaagatta aaaacagaaa caaaaaccga acagtgtgaa cagtgcaccc 60 

tgaggtctcc ctggggtccc ttgtacccct caggagcctg tggatgaccc tgtgcaaaca 120 

gttgggtgga agactgtgtc ttcctgtgtg tttggatgag taccagaact ttctgcgtct 180 

gtttttcacc ctacccaatg cagtgcttac ctaaaaaatg cgttgaatag agcttcttgc 2 40 

ttttacctcg ttgcactgct gagagcaaga tgggtcacca gcagctgtac tggagccacc 300 

cgcgaaaatt cggccagggt tctcgctctt gtcgtgtctg ttcaaaccgg cacggtctga 3 60 

tccggaaata tggcctcaat atgtgccgcc agtgtttccg tcagtacgcg aaggatatcg 420 
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gtttcattaa 
tgaaaaacca 
tcactattcg 
ggtgctcagc 
tactcagggg 
agacccctct 
ccctgtgaga 
gtacacctga 
gctagcaccc 
t 



gttggactaa 
tgataattct 
cttataaaat 
tttctgcggc 
cgggttttaa 
ttcctcctnc 
cgaccctctt 
tcatcgagca 
gtcccccttt 



atgctcttcc 
ttgtatataa 
aatcgtccct 
gggttccggg 
cagggcccct 
cccctttggg 
actgattccc 
gccactgggt 
ctgtttcgtg 



ttcagaggat 
aataaacatt 
tacaacaaaa 
ctgtattccc 
gggaaccccc 
ttcccccttt 
tgttgggttg 
cgcctctctg 
atgatgtctt 



tatccggggc 
tgaaaaaaca 
aaagggggcg 
tttatgggcg 
ggtttcacat 
gtgagtcccc 
gcgttctcag 
ttcgtggtca 
cgatcctacg 



atctactcaa 
agactcgaga 
gccacttttg 
cccctaaatt 
ttacccgtgt 
ctttgcacga 
ggtcccggtg 
cgtcgacgtc 
gttccgcggc 



480 
540 
600 
660 
720 
780 
840 
900 
960 
961 



<210> 92 

<211> 3041 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> incyte ID No: 159309CB1 



I-4L 



<400> 92 

gcgagcgaga gagcaagcag gcagcaggct gccggcgggc gggcggacgg cacagaggga 60 
gggagcgagc gagcagtgag taagccagca agggcggtcg ggtcccgagg tcagccgaga 120 
tttctcaggt ccctccggcc ccctccctgg agtccacagc gcctccggtg tccagaggat 180 
cggacacggc ccggcccggc catggcctcg ttgctgaagg tggatcagga agtgaagctc 240 
aaggttgatt ctttcaggga gcggatcaca agtgaggcag aagacttggt ggcaaatttt 3 00 
ttcccaaaga agttattaga acttgatagt tttctgaagg aaccaatctt aaacatccat 360 
gacctaactc agatccactc tgacatgaat ctcccagtcc ctgaccccat tcttctcacc 420 
aatagccatg atggactgga tggtcccact tataagaagc gaaggttgga tgagtgtgaa 480 
gaagccttcc aaggaaccaa ggtgtttgtg atgcccaatg ggatgctgaa aagcaaccag 540 
cagctggtgg acattattga gaaagtgaaa cctgagatcc ggctgttgat tgagaaatgt 600 
aacacggtca aaatgtgggt acagctcctg attcccagga tagaagatgg aaacaacttt 660 
ggggtgtcca ttcaggagga aacagttgca gagctaagaa ctgttgagag tgaagctgca 720 
tcttatctgg accagatttc tagatattat attacaagag ccaaattggt ttctaaaata 780 
gctaaatatc cccatgtgga ggactatcgc cgcaccgtga cagagattga tgagaaagaa 840 
tatatcagcc ttcggctcat catatcagag ctgaggaatc aatatgtcac tctacatgac 900 
atgatcctga aaaatatcga gaagatcaaa cggccccgga gcagcaatgc agagactctg 960 
tactgaggcc agggccaggg ccaggggact ctgtgagtct ggctcaagac cgacattgcc 1020 
ttggtttgtt acatgactat cgtgatgggg aaactggctg gaaatagtaa tcacacctct 1080 
ctgtttttag ttagagtcta atgaaactct catctagttc tgtgatgtgt ttacctcttt 1140 
tttcaggcct caggaactct tctatttcct tccctaatac cccacaccca acctgtcgta 1200 
atttctggag aactccaggt ttgtgtgtgc aggatgttgg cacaaaaata cctgtgtttt 1260 
cattctcccc ctctctccct cctgtgtctt gcgctttatg ttttcttccg tttgataatt 1320 
agttggttaa aagctgaggg aaccggaagg aaagtgctag gtgtttttta ggaactaggg 1380 
tggcgggggg acgaacttct cttcctcaca tgaggttact gtttctttcc tctgtggggc 1440 
attggatcct cccacagttg ccctggtgat gacttagggc ttcccatctg tgtacatccc 1500 
actttgaatc ttgatcgtga caagaaatac cttaggcctt cagtcaattc cgaagctcct 1560 
tcagttgttt ttataatggg cgttttcaca tgcacatatg tgtatgcatg tatacgccca 1620 
tacagacatg cacacacaga ctcctactcc attagctaac ataccctccc tctccacaac 1680 
ccctgtcaca tacctttcag gaggtgacag ttgtcttagt tgtcatctac ccagacaaac 1740 
gtcctgggcc cgtcctccct cctgatactg tagcctcttg gtacccaggg tgagttggtg 1800 
gagaacagag agatgagaag cagagggctt ggggaaagcc tgttcctctc tgactcagcc 1860 
ctttttggca ttattgcaag agcttgactc ctggttgcct tttcccagcc agttttcagt 192 0 
tggggtgaag gtttctgcaa gtgtgaggtc cagatgctgc tgctcatgtt gggctttcct 1980 
tttgggaact atttctcttt atttatagtg tcgggcttcc ggggaaagca atcattggtg 2040 
tgtatgtgta tgtgcatgca cacacgtgca tatacacatt tgtgtatgtg gaaatgtgct 2100 
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gggcaagtca 
ttaattgtta 
ggctggagag 
tatttttcct 
ttactcccaa 
gtaacaaacc 
agctaaaacc 
ctgttccact 
accatgtcaa 
ctggtgcaat 
acccacctcc 
cttttcccca 
catttgtgtt 
ctccctactt 
tagaggctgc 
tcattttctt 



aaactataga 
acagcttttg 
ttgatacctg 
gtctctgtct 
tattctgtag 
aattgcattt 
cttccccctt 
gcccctcctc 
gaaattatta 
gctctggtgg 
atggacacct 
gtatagtgga 
cagtctgaat 
tcagaagatc 
tatcgttcca 
taccttatac 



agagttgcct 
tgttaatccc 
cagtcagcct 
tccaaccccc 
agagggagtc 
tagttgggca 
ccctccatgt 
ctcaccctat 
aaaatacagg 
ctagggatgt 
agccaccctg 
aagactgagg 
tatgggaaag 
ctagttcctt 
tgtgtaagga 
taattcttcc 



cctgtctctc 
cttcagcccc 
gccagtgact 
aataatattt 
aggatgctgt 
gtgctcccac 
gtttctcagt 
cacccatgga 
tactttgacc 
actcatgctc 
ttgtgtgtcc 
cttctgccta 
ttagctcttc 
ccttcccgag 
atgaactggt 
tgaataatgt 



gaatcttcca 
tagctctttt 
cttagtgtct 
ccaccgggga 
cttcccacga 
ccaccctcca 
ttcccgtttc 
tcgtaatgta 
tctttctaaa 
atatgtgtgc 
ttatgccagt 
ctgagcaagg 
ccagacctaa 
tgatacccat 
tcaaggcgcg 
c 



gagatatcac 
attctaccac 
gtttctgact 
tgcatcattt 
atagtactca 
gatcccttcc 
gtttgttgga 
aaattctttt 
gccgcagacc 
acgcttggac 
tgagctgaat 
ttgggtgctt 
gctgccttct 
gaactgccag 
tcctacccag 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3041 



<210> 93 
<211> 254 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No; 159309CD1 



<400> 93 





Met 


Ala 


Ser 


Leu 


Leu 


Lys 


Val 


Asp 


Gin 


Glu 


Val 


Lys 


Leu 


Lys Val 




1 








5 










10 








15 




Asp 


Ser 


Phe 


Arg 


Glu 
20 


Arg 


He 


Thr 


Ser 


Glu 
25 


Ala 


Glu 


Asp 


Leu Val 
30 




Ala 


Asn 


Phe 


Phe 


Pro 


Lys 


Lys 


Leu 


Leu 


Glu 


Leu 


Asp 


Ser 


Phe Leu 












35 










40 








45 




Lys 


Glu 


Pro 


He 


Leu 


Asn 


He 


His 


Asp 


Leu 


Thr 


Gin 


He 


His Ser 












50 










55 








60 




Asp 


Met 


Asn 


Leu 


Pro 


Val 


Pro 


Asp 


Pro 


He 


Leu 


Leu 


Thr 


Asn Ser 












65 










70 








75 




His 


Asp 


Gly 


Leu 


Asp 
80 


Gly 


Pro 


Thr 


Tyr 


Lys 

85 


Lys 


Arg 


Arg 


Leu Asp 
90 




Glu 


Cys 


Glu 


Glu 


Ala 
95 


Phe 


Gin 


Gly 


Thr 


Lys 
100 


Val 


Phe 


Val 


Met Pro 
105 




Asn 


Gly 


Met 


Leu 


Lys 
110 


Ser 


Asn 


Gin 


Gin 


Leu 
115 


Val 


Asp 


He 


He Glu 
120 




Lys 


Val 


Lys 


Pro 


Glu 
125 


He 


Arg 


Leu 


Leu 


He 
130 


Glu 


Lys 


Cys 


Asn Thr 
135 




Val 


Lys 


Met 


Trp 


Val 


Gin 


Leu 


Leu 


He 


Pro 


Arg 


He 


Glu Asp Gly 












140 










145 








150 




Asn 


Asn 


Phe 


Gly 


Val 
155 


Ser 


He 


Gin 


Glu 


Glu 
160 


Thr 


Val 


Ala 


Glu Leu 
165 




Arg 


Thr 


Val 


Glu 


Ser 
170 


Glu 


Ala 


Ala 


Ser 


Tyr 
175 


Leu 


Asp 


Gin 


He Ser 
180 




Arg 


Tyr 


Tyr 


He 


Thr 
185 


Arg 


Ala 


Lys 


Leu 


Val 
190 


Ser 


Lys 


He 


Ala Lys 
195 




Tyr 


Pro 


His 


Val 


Glu 
200 


Asp 


Tyr 


Arg 


Arg 


Thr 
205 


Val 


Thr 


Glu 


He Asp 
210 




Glu 


Lys 


Glu 


Tyr 


He 


Ser 


Leu 


Arg 


Leu 


He 


He 


Ser 


Glu 


Leu Arg 
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215 

Asn Gin Tyr Val Thr Leu His 
230 

Lys lie Lys Arg Pro Arg Ser 
245 

<210> 94 
<211> 1298 
<212> DNA 

<213> Homo sapiens 



220 225 
Asp Met lie Leu Lys Asn lie Glu 

235 240 
Ser Asn Ala Glu Thr Leu Tyr 

250 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1273 641CB1 



<400> 94 

cccggtgcct 

aagcttgacc 

ccctccgcct 

tggaacttgc 

tggaggatgc 

tctggaagag 

ctcgttccct 

tgctgatgct 

gggacacccc 

ggctgctgct 

tcttgaagat 

cagcagacat 

cactgctggc 

agcagaacat 

agccctccat 

cctctaaaac 

tgactgtgct 

tctcttctcc 

aggatgctgt 

ggaagcattc 

gaacaatgtt 

taaacaagat 



gcgggattgc 
ccaggtacac 
gcttctctca 
cctcactagc 
cgtctacctg 
ctcggcaccc 
ggtgctggtg 
ggtcatggtg 
gatgatggtc 
caccaggaag 
aacgctgacc 
ttctgagggg 
tctctggacc 
gggagccaaa 
cttctcagtc 
caggtctcaa 
gacacgaatg 
agacctggac 
actcattaga 
ccccttgtca 
aggataaaat 
gatgtctgaa 



tggagagaac 
agcagatctt 
gcctcccaca 
atcctgacct 
tacaagaaca 
acggtggtgt 
gaaatgacca 
gaaggctttg 
cacacaggcc 
aagcttcagc 
tggtgggcct 
agcacagctc 
ctgggcatca 
tttgctctgt 
ttggccaacg 
gtgatgaatt 
tactaccgaa 
ttgaacctca 
atacaagatt 
acacaagctg 
tgctttggat 
aatgtgaaaa 



gcggcgatgg 
ctggaggtgc 
gcagcccact 
tgctggcgct 
ccctttgccc 
ctgtgctgtg 
tcacctcgtt 

gggggaagga 

cctgctgctg 
tgctgatgtt 
tgttctcgtc 
tatggatcaa 
tttcccgtca 
tccaggttct 
gtgggcagat 
gccacctcct 
ggaaagacca 
aagcctaagg 
cctttactgt 
gcagatacat 
cttgcctgga 
aaaaaaaa 



agccgggcag 
tgaagaccaa 
cctgagagcc 
gggctccatt 
catcaagagg 
ctgctttggt 
ttatgccgtg 
ggcagtgctg 
ctgctgcccc 
gggccctttc 
cccgacggaa 
cactttcctt 
agccaggcta 
cctcatcctg 
tgcttgttcg 
catactggag 
caaggttggg 
tggatggctt 
ccctcaacct 
ttgactctac 
aggtgtttta 



gacccagata 
ttacggcatc 
ctgggccctg 
gccatcttcc 
cggactctgc 
ctctggatcc 
tgcttttacc 
aggacgctga 
tgctgtcaac 
caatacgcct 
tcttatgacc 
ggcgtgtcca 
cacctgggtg 
actgccctac 
cctccctatt 
acttttctaa 
tatgaaactt 
ggacaatgaa 
tgaccaaatg 
agatgaaggt 
agttttgtaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1298 



<210> 95 

<211> 224 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1273641CD1 



<400> 95 










Met 


Thr 


He 


Thr 


Ser 


Phe 


Tyr 


1 








5 






Leu 


Val 


Met 


Val 


Glu 
20 


Gly 


Phe 


Thr 


Leu 


Arg 


Asp 


Thr 
35 


Pro 


Met 


Cys 


Cys 


Cys 


Pro 


Cys 
50 


Cys 


Gin 



Ala 


Val 


Cys 
10 


Phe 


Tyr 


Leu 


Leu 


Met 
15 


Gly Gly 


Lys 


Glu 


Ala 


Val 


Leu 


Arg 






25 










30 


Met 


Val 


His 
40 


Thr 


Gly 


Pro 


Cys 


Cys 
45 


Arg 


Leu 


Leu 
55 


Leu 


Thr 


Arg 


Lys 


Lys 
60 
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Leu Gin Leu Leu Met Leu Gly Pro Phe Gin Tyr Ala Phe Leu Lys 
65 70 75 

lie Thr Leu Thr Trp Trp Ala Leu Phe Ser Ser Pro Thr Glu Ser 
80 85 90 

Tyr Asp Pro Ala Asp lie Ser Glu Gly Ser Thr Ala Leu Trp lie 
95 100 105 

Asn Thr Phe Leu Gly Val Ser Thr Leu Leu Ala Leu Trp Thr Leu 

110 115 120 

Gly lie lie Ser Arg Gin Ala Arg Leu His Leu Gly Glu Gin Asn 

125 130 135 

Met Gly Ala Lys Phe Ala Leu Phe Gin Val Leu Leu lie Leu Thr 

140 145 150 

Ala Leu Gin Pro Ser lie Phe Ser Val Leu Ala Asn Gly Gly Gin 

155 160 165 

lie Ala Cys Ser Pro Pro Tyr Ser Ser Lys Thr Arg Ser Gin Val 

170 175 180 

Met Asn Cys His Leu Leu lie Leu Glu Thr Phe Leu Met Thr Val 

185 190 195 

Leu Thr Arg Met Tyr Tyr Arg Arg Lys Asp His Lys Val Gly Tyr 

200 205 210 

Glu Thr Phe Ser Ser Pro Asp Leu Asp Leu Asn Leu Lys Ala 

215 220 

<210> 96 
<211> 823 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__feature 

<223> Incyte ID No: 403717.1 



<400> 96 

ctcctgggcc 

cccctcccca 

aggaggaagt 

gccggctgga 

tactccaggg 

atgaattaac 

tccaggtagc 

ccagaagccc 

gagatctagc 

gcctctctac 

agacctagct 

gcctgtccac 

aaacacgatt 

gaataaccaa 



gcgcggctgc 
ccccagggcc 
ggaaacctct 
aggcctaagg 
caacttcaac 
gcaaaacaga 
tctgtcagaa 
cgtttcgagc 
aacttccctc 
agctcagtga 
gtcctccatc 
gttgtcacca 
ccctctccct 
gataaagtat 



agcggggagc 
cttctcgggg 
gaaaggagag 
aaagcagccg 
cccactagga 
gccactttgg 
gatgggacct 
tacgaagtct 
cccctgggat 
cgtagcgcgc 
ccgcctccgc 
gatccacaag 
agtagagaag 
gtggtgtgaa 



gcggactcgg 
gagatatcca 
gaaaccgact 
atggctccca 
cccaggccaa 
tgcctacccc 
ggcgccttgc 
ctcttctact 
tccctgtgaa 
caaaaccaag 
agtcgataat 
cgcttttgat 
aatctattct 
aataaataaa 



gatgtcgggc 
ggagctgaaa 
cttttgcaag 
agacaactct 
aaccatatat 
tccacaagta 
aggggtagcc 
gcagtcttct 
tccactctag 
tacccacccc 
ctccaggatc 
gagagctgct 
tctgggctgg 
aaa 



ggtgtccgcg 60 
gagattcctc 120 
aaaactgagc 180 
gtccggccag 240 
atatatatat 300 
ggtaggcaca 3 60 
ctatggagat 420 
ctccaacgtg 480 
ttgggatata 540 
ggcaactgga 600 
caagcaaagt 660 
acccttttgg 720 
cgtagacaaa 7 80 
823 



<210> 97 

<211> 794 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No; 047593.1 
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<220> 

<221> unsure 

<222> 502-546, 605-661 

<223> a, t, c, g, or other 



<400> 97 

ccagcaagta 

atctaccaag 

tctgcaattc 

cctagtatgt 

tgacatgccc 

cattaataat 

tggctcaaag 

taactcctag 

taatgttggg 

nnnnnngatg 

tctannnnnn 

ncacacagag 

caacagtcac 

tatctctttg 



ctgagcttta 
gacttggtct 
aactctgggc 
ctacggccat 
tatgctgatg 
aattacctat 
aaataatttt 
aagaccacca 
gaaaacggga 
aaaatgttct 
nnnnnnnnnn 
ctgttacaaa 
aaaaacctct 
taat 



actgtttcca 
acacatagag 
tccatcttga 
accaccctag 
ctttcatatg 
gatgtgagag 
taagtagcaa 
tgctgtattt 
gnnnnnnnnn 
aaaattgaca 
nnnnnnnnnn 
taagtaatat 
caattttccc 



aatggggctt 
ggaagacaga 
aggaaatgaa 
gcgtgcccaa 
cgttacctta 
ggtcattata 
caccaacatt 
ttggtctaca 
nnnnnnnnnn 
gtgatgacca 
nnnnnnnnnn 
ttaatggagg 
atatatcctg 



ctgagaggca 
gaccaggaaa 
tgcatgaaga 
tctcgtctga 
tttaatcctc 
ccaattttat 
tggaatcttc 
aatttaaatg 
nnnnnnnnnn 
ttgctcaact 
nnnnnnnnnn 
cctcttccca 
aagtagaagg 



ctgagttggc 60 
cactcatctt 120 
acattcttaa 180 
acccagtacg 240 
atgacttcca 3 00 
gaagaaaata 3 60 
ttgaaacttc 420 
gaatagtatc 480 
nnnnnnnnnn 540 
ccatgaggac 600 
nnnnnnnnnn 660 
ccctactcta 720 
gcttgccttt 780 
794 



<210> 98 

<211> 3722 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mxsc_f eature 

<223> Incyte ID No: 347055.4 

<220> 

<221> unsure 

<222> 104, 2838 

<223> a, t, c, g, or other 



<400> 98 

gcggggccgg 

agatccgaga 

aggtgttcta 

gcccgaagga 

ctttcaccat 

gaattgttgc 

aatatgatgg 

tctgcacaga 

agagaaataa 

tcgacaaatc 

cagatataga 

atgctgttaa 

gagatattgc 

ctctgctaat 

tgcaacatgc 

gaaaactctc 

aaaagatcca 

ttggcttcat 

tgttgctgaa 

tggaagcctt 



gcgggggttc 
acacaggcga 
acgacagagg 
ggaaacagtg 
gcctggatca 
ccttgagatc 
tgtagatgct 
tagagaagat 
cctttcctat 
aaagtctgtg 
aggaatcgac 
ctggattgag 
tgtatatgcc 
tgggccaaat 
ctatgatttt 
catacagtgc 
tgcccagtgg 
gatctttcac 
tgacttcctt 
tggggatgtt 



cctcgtgagg 
cgtcgcagga 
agttggaggt 
acagacctgg 
cttcctttga 
tattttcctt 
ggaaagtata 
attaactctc 
gattgcattg 
aagactaatt 
acaactaatg 
tccagctctt 
acaggaaatg 
gctcctttaa 
tacaagcctg 
tacctcagtg 
cagaaagagg 
tcaccatatt 
aatgaccaga 
aaattagaag 



gacctgaggc 
ggggagaacg 
gccagagagg 
agactgcagt 
atgcagaagc 
ctcaatatgt 
ccattggctt 
tttgcatgac 
ggcggctgga 
tgatgcagct 
catgctatgg 
gggatggacg 
ctagacctac 
tttttgaacg 
atatgctatc 
cattagaccg 
gaaatgataa 
gtaaactggt 
atagagataa 
acacctactt 



cgaccgtagc 
cgangagggc 
cagctgtgac 
tctctatcct 
ttgctggcca 
tgatcaagca 
gggccaggcc 
tgtggttcag 
agttggaaca 
gtttgaagag 
aggcacagct 
gtatgccctg 
aggtggagtt 
agggcttcgt 
tgaatatcct 
ctgctattct 
agattttacc 
tcagaaatct 
aaatagtatc 
tgatagagat 



ggatctgaga 
gttgaggtct 
cgcctagagt 
tcacacagct 
aaagatgtgg 
gagttggaaa 
aagatgggct 
aatcttatgg 
gagacaatca 
tctgggaata 
gctgtcttca 
gtagttgcag 
ggagcagtag 
gggacacata 
atagtagatg 
gtctactgca 
ttgaatgatt 
ctagctcgga 
tatagtggcc 
gtggagaagg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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catttatgaa 
caaatcaaaa 
cacagtactc 
gtttggctgc 
ttgataaaat 
tggcaccaga 
actatattcc 
tggatgaaaa 
atgaaggagt 
agaaagtacc 
gggaacatta 
ggtatgggaa 
tgtaaatttt 
ctttgctcta 
atgatgttaa 
ggtttttaaa 
tctccaatta 
gaaagtacct 
agtgtggtaa 
agcataacaa 
gggacaataa 
agttattgta 
aaacatggta 
ggtagattat 
ttgcagtcct 
tttaaaaatt 
gcttcagtgt 
tcttttcctt 
caagttttta 
ccttaaaaaa 
agttttgtgt 
gggatagttg 
tgtgaagttt 
gcaaggtaat 
attttgattt 
attaataatg 
caagtgttgg 
atgggttttc 
attaatcata 
accgttaata 
ggcaatggac 
aacataccga 
ag 



ggctagctct 
tggaaatatg 
acctcagcaa 
cactctgtac 
aacagcaagt 
tgtcttcgct 
ccagggttca 
gcacagaaga 
aggacttgtg 
aagactccct 
agatactctg 
cagttggagg 
tatgtgactg 
tttgctgaca 
gggctctgta 
catggtataa 
aaaaattttt 
gtggtttttg 
aattggggta 
acatgccctt 
aacactggct 
atgacctctg 
cattcaggag 
gctgaacaac 
tctttgcacc 
taaaatggaa 
tataaattca 
ttcctttntt 
cctagtctga 
caacaacaaa 
agatcttttt 
gaactaatgt 
cagttatcta 
atgtaatagt 
gtacagtcat 
taagttctga 
ggagatcggt 
tcaaagtcca 
caccttatta 
aggtgtatga 
tttgagaaaa 
tctccccaac 



gaactcttca 
tacacatctt 
ttagcaggga 
tctcttaaag 
ttatgtgatc 
gaaaacatga 
atagattcac 
acttacgctc 
cattcaaaca 
gccacagcag 
tgaggtgcaa 
aatgggatat 
acatggagcc 
tgcttcctgt 
aaacttcata 
tgaattgtgt 
taacatgtaa 
gaaaacattt 
aaatgtggta 
tttctaaaat 
ctggaatctg 
aacagagaaa 
ctgtgaatat 
agtgagatgt 
ttattttaaa 
gggaagaata 
acatagaggc 
tttttttttg 
ctagaagtat 
caaaactatc 
ggtgctgaac 
acagaactaa 
aaataaatat 
agtgtttgta 
aatttgttaa 
tttaaagaat 
atgttttgaa 
ttgccggcaa 
acggtgaggt 
ttaatgctct 
cccatttcct 
acttgctgaa 



gtcagaaaac 
cagtatatgg 
agagaattgg 
tcacacaaga 
ttaaatcaag 
agctcagaga 
tctttgaagg 
ggcgtcccac 
tagcaactga 
cagaacctga 
gacttcaggg 
ctggggataa 
tggatgacta 
tgtggtctgg 
cctctttggc 
acttctgtca 
gaattttgta 
ctagcttggg 
aaatgtgata 
tgataaatcc 
gaatgttaag 
cactgccatt 
agctctaggt 
tattggaggt 
gaataaatga 
ggggcagggc 
tgacaaccta 
gtatctgttc 
tccacttcaa 
acacaggata 
tatgacatga 
attttttaaa 
acacaaatat 
agatactctt 
aatgacttca 
ggtgggaaaa 
aagagtaatt 
tgggcaggcc 
gaataacttt 
gtgccagtat 
ggcacccaaa 
ctatgacatg 



aaaggcatct 
ttcccttgca 
agtgttttct 
tgctacaccg 
gcttgattca 
ggacacccat 
aacgtggtac 
tccaaatgat 
gcatattcca 
agcagctgtc 
tggggtgggc 
ttttaaagga 
tcgtgtactt 
ccaatgccaa 
catttgtatg 
gaagaaagca 
ctttgaacaa 
gaatgtgaca 
cgcacaaacc 
taaagaggaa 
tccaggccag 
gaagaggctt 
gtgctcctga 
gtggatgagg 
aacatttttc 
attattaggc 
aattcatggt 
aatgaaaata 
ggtctgaagt 
gataagaaga 
gccttataga 
ctttatttgc 
gaaatataat 
gtctaatatt 
tttaacattc 
tggtgcatgt 
taacttttgg 
tgcaaatact 
atttcaaagt 
ttgcaggcct 
agttaaatta 
agccttatag 



ttacttgtat 
tctgttctag 
tatggttctg 
gggtctgctc 
agaactggtg 
catttggtca 
ttagttaggg 
gacactttgg 
agccctgcca 
attagtaatg 
atggggtggg 
ttacatgtta 
gggaaagtct 
atgtactcga 
catgatgttt 
gaggtactaa 
caagattaca 
acattccccc 
ctttgaaaat 
gaaaagagct 
cagtgacaaa 
ctggtataga 
atcagttcat 
gagtttgttg 
tggttacttt 
tatttctgat 
gtaacacagc 
aggtatgacc 
aggactttta 
ttggttaaac 
ttgtaaaata 
tgttaaattc 
gtttcagatt 
aactagtagt 
actgatgtag 
aatacttttg 
gtgccaggaa 
ggcacagagc 
tattcacctc 
gcccattgcc 
ctcttttcaa 
attgtaaaat 



1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3722 



<210> 99 

<211> 1498 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 898899.11 



<400> 99 

gtcacgggct caaggctgga ggctggcggg ctagggctga gtggagcgcc tgcttagaga 60 
ccttcgggag aacttctgcc ggaaccccga cggctcagag gcgccctggt gcttcacact 120 
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gcggcccggc atgcgcgcgg ccttttgcta ccagatccgg cgttgtacag acgacgtgcg 180 
gccccagggt gaggcccaag cttgggggct acagagccgg gctggaagcc tggaaccgga 240 
gggccggggc gaggtctcgg cctgatggct gcccgcaccc gccacagact gctaccacgg 300 
cgcaggggag cagtaccgcg gcacggtcag caagacccgc aagggtgtcc agtgccagcg 360 
ctggtccgct gagacgccgc acaagccgca gttcacgttt acctccgaac cgcatgcaca 420 
actggaggag aacttctgcc ggaacccaga tggggatagc catgggccct ggtgctacac 480 
gatggaccca aggaccccat tcgactactg tgccctgcga cgctgcgctg atgaccagcc 540 
gccatcaatc ctggaccccc cagaccaggt gcagtttgag aagtgtggca agagggtgga 600 
tcggctggat cagcggcgtt ccaagctgcg cgtggttggg ggccatccgg gcaactcacc 660 
ctggacagtc agcttgcgga atcgggccag catttctgcg gggggtctct agtgaaggag 72 0 
cagtggatac tgactgcccg gcagtgcttc tcctcctgcc atatgcctct cacgggctat 780 
gaggtatggt tgggcaccct gttccagaac ccacagcatg gagagccaag cctacagcgg 840 
gtcccagtag ccaagatggt gtgtgggccc tcaggctccc agcttgtcct gctcaagctg 900 
gagagatctg tgaccctgaa ccagcgtgtg gccctgatct gcctgccgcc tgaatgatat 960 
gtggtgcctc cagggaccaa gtgtgagatt tcagtccggg gtgagaccaa aggtacgggt 1020 
aatgacacag tcctaaatgt ggccttgctg aatgtcatct ccaaccagga gtgtaacatc 1080 
aagcaccgag gacatgtgcg ggagagcgag atgtgcactg agggactgtt ggcccctgtg 1140 
gggccctgtg agggtgacta cgggggccca cttgcctgct ttacccacaa ctgctgggtc 1200 
ctgaaaggaa ttagaatccc caaccgagta tgcgcaaggt cgcgctggcc agccgtcttc 12 60 
acacgtgtct ctgtgtttgt ggactggatt cacaaggtca tgagactggg ttaggcccag 1320 
ccttgacgcc atatgctttg gggaggacaa aacttgtaag tacagtcaag gacaagactt 1380 
gtactcaagg ctgagattta ataaaattca tatttttact acttcaccaa ggactttctt 1440 
aaatgaaaat ggtttttccc cctacaagta aacagtaata aagaagagaa ttattcct 1498 

<210> 100 

<211> 3042 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 898899.32 

<220> 

<2 21> unsure 

<222> 865, 881, 888-889, 897, 1850, 3016 
<223> a, t, c, g, or other 

<400> 100 

tcgatctaca aggtcgtgac gggaaaaagg ggcacctcaa gtgtccccac caaacctggc 60 
tgacacctga cactaagtag ggaggcctct cagggggcta gctgtgctag gcccttgcaa 120 
ctgacctgtg ggacctgagg cctggcccct catggctcct gtcaccaggt ctcaggtcag 180 
ggtccagcag gccctgagct gacgtgcgga gccagagcca cccaatcccg tagggacagg 240 
tttcgcaact tcccggatgg ggctgtggtg ggtcacagtg cagcctccag ccagaaggat 3 00 
ggggtggctc ccactcctgc tgcttctgac tcaatgctta ggggtccctg ggcagcgctc 3 60 
gccattgaat gacttctagg tgctccgggg cacagagcta cagcgccgct acaagcggtg 420 
gtgcccaggc cttggcagga ggatgtggca gatgctgaag agtgtgctgg tcgctgtggg 480 
cccttaatgg actgccgggc gttccactac aatgtgagca gccatggttg ccaactgctg 540 
ccatggactc aacactcacc ccacacgagg ctgcggcatt ctgggcgctg tgacctcttc 600 
caggagaaag gtacatgccc acgctccgga atggcctgga agagaacttc tgccgtaacc 660 
ctgatggcga ccccggaggt ccttggtgcc acacaacaga ccctgccgtg cgcttccaga 720 
gctgcggcat caaatcctgc cgggtggccg cgtgtgtctg gtgcaatggc gaggaatacc 780 
gcggcgcggt agaccgcacc gagtcagggc gcgagtgcca gcgctgggat cttcagcacc 840 
cgcaccagca ccccttcgag ccggngttcc tcgaccaagg ntcctggnna cgacagnact 900 
attggcccgg acatccgtgg acggctccga ccgggccatg gtgctacact acggatccgc 960 
agatcgagcg agagttctgt gacctccccc gctgcggtag gcggcgggga ccaggcctgg 1020 



105 



PA-0035 US 



gagggtacct 
gcgtgacctg 
cagccccaga 
tccgaggcac 
ggctaccggg 
caaatcccgc 
gcgggcgttg 
ctggaggctg 
ctgccggaac 
cgtgggcttt 
ccaagcttgg 
tctcggcctg 
accgcggcac 
cgccgcacaa 
ggcggcatgc 
acttcgctcc 
gagaacttct 
caaggacccc 
tcctggaccc 
gatcagcgtt 
agtcagcttg 
gtggatactg 
ggtatggttg 
cccagtagcc 
gagatctgtg 
ggtgcctcca 
tgacacagtc 
gcaccgagga 
ggcctgtgag 
gaaaggaatt 
gcgtgtctct 
ttgacgccat 
actcaaggtt 
acgaaaatgg 



gggaaccttg 
agagcatatc 
gggatctcag 
agccccgcca 
gcacagccaa 
atcagcaccg 
ggacgtgctg 
gcgggctagg 
cccgacggct 
tgctaccaga 
gggctacaga 
atggctgccc 
ggtcagcaag 
gccgcagtga 
tttgatgtct 
cgctcccgcc 
gccagaccca 
attcgactac 
ccccagacca 
gttccaagct 
cggaattggc 
actgcccggc 
ggcaccctgt 
aagatgctgt 
accctgaacc 
gggaccaagt 
ctaaatgtgg 
catgtgcggg 
ggtgactacg 
agaatcccca 
gtgtttgtgg 
atgctttggg 
gagatttaat 
tttttncccc 



gggaggggcg 

ccgtggagta 
ctgtcgctcg 
agaggccaca 
taccaccacc 
atttacgcca 
ctgcgggtga 
gctgagtgca 
cagaggcgcc 
tccggcgttg 
gccggggctg 
gcaccggccg 
acccgcaagg 
atccctggtg 
gggaccagag 
tcggttcacg 
gatggggata 
tgtgccctgc 
ggtgcagttt 
gcgcgtggct 
agggccagca 
agtgcttctc 
tccagaaccc 
gtgggccctc 
agcgtgtggc 
gtgagattgc 
ccttgctgaa 
agagcgagat 
ggggcccact 
accgagtatg 
actggattca 
gaggacaaaa 
aaaattaata 
tgcaagtaaa 



tggcttggcc 
ccgtacacct 
gggccggacc 
agtgtcagct 
gcgggcgtac 
gaaaaatacg 
gacgggagga 
gcgcctgctt 
ctggtgcttc 
tacagacgac 
gaagcctgga 
cagactgcta 
gtgtccagtg 
ctcccggccc 
cctggaaatg 
tttacctccg 
gccatgggcc 
gacgctgcgc 
gagaagtgtg 

ggggggccat 

tttctgcggg 
ctcctgccat 
acaacatgga 
aggctctcag 
cctgatctgc 
aggccggggt 
tgtcatctcc 
gtgcactgag 
tgcctgcttt 
cgcaaggtcg 
caaggtcatg 
cttgtaagta 
tttttactac 
cagtaatgaa 



ggggaggtca 

gggaaaggcg 
tatctcggtc 
gcttccgcgg 
cttgccagcg 
cgtgcaagtg 
gggtagtcac 
agagaccttc 
acactgcggc 
gtgcggcccc 
accggagggc 
ccacggcgcg 
ccagcgcgcg 
cgccaggccn 
gttgagacta 
aaccgcatgc 
ctggtgctac 
tgatgaccag 
gcaagagggt 
ccgggcaact 
gggtctctag 
atgcctctca 
gagccaggcc 
cttgtcctgc 
ctgccgcctg 
gagaccaaag 
aaccaggagt 
ggactgttgg 
acccacaact 
cgctggccag 
agactgggtt 
cagtcaagga 
ttcaccaagg 
ga 



gaggggctgg 
ggtttggtcc 
catctaaggg 
gaagggtgag 
ttgggacgcg 
aggtgggggg 
gggcttaggg 
gggagaactt 
ccggcatgcg 
agggtgaggc 
cggggcgggg 

ggggagcagt 

tccgctgaga 
ctaaccctgg 
ccctgccacg 
acaactggag 
acgatggacc 
ccgccatcaa 
ggatcggctg 
caccctggac 
tgaaggagca 

cgggctatga 

tacagcgggt 
tcaagctgga 
aatgatatgt 
gtacgggtaa 
gtaacatcaa 
cccctgtggg 
gctgggtcct 
ccgtcttcac 
aggcccagcc 
caagacttgt 
actttcttaa 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3042 



<210> 101 

<211> 1952 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2047630CB1 



<400> 101 

gtcaagctgt 

gattttcttc 

atgtgtggca 

gctatgaaga 

accaactgct 

ccaattcgag 

cataagaaga 

atccttcatc 

tttgcatttg 

ggagtcagac 

gctaaaggtc 



ccacatccct 
aatcacatct 
tttgggcgct 
ttgcacacag 
gctttggatt 
tgaagaaata 
tgcaacagca 
tttatgacaa 
ttttactgga 
ctttgtttaa 
ttgttacatt 



ggcctcagcc 
gaataaatca 
gtttggcagt 
aggtccagat 
tcaccggttg 
tccgtatttg 
ttttgaattt 
aggaggaatt 
tactgccaat 
agcaatgaca 
gaagcactcc 



cgccacatca 
cttgaagaaa 
gatgattgcc 
gcattccgtt 
gcggtagttg 
tggctctgtt 
gaataccaga 
gagcaaacaa 
aagaaagtgt 
gaagatggat 
gcgactccct 



ccctgacctg 
gcttatagct 
tttctgttca 
ttgagaatgt 
acccgctgtt 
acaatggtga 
ccaaagtgga 
tttgtatgtt 
tcctgggtag 
ttttggctgt 
ttttaaaagt 



cttacgccca 60 
tcattgcacc 120 
gtgtctgagt 180 
caatggatac 240 
tggaatgcag 300 
aatctacaac 3 60 
tggtgagata 420 
ggatggtgtg 480 
agatacatat 540 
atgttcagaa 600 
ggagcctttt 660 
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cttcctggac 
atggttaaat 
aaactctttc 
aatgctgtaa 
ttggactcca 
tatcctctcc 
aaggtggcag 
attcaggctc 
gcttcagtag 
atcttctctg 
ccttctcctg 
gatgttctcc 
ctagatcatc 
aatgggatag 
gagattctct 
tggtttaaga 
gcagcccaga 
gtctttgaac 
tggatcaatg 
gcttaggtgg 
tgtgggtaga 
aaagtcctaa 



actatgaagt 
atcatcactg 
caggttttga 
agaaacgttt 
gcttggttgc 
agacatttgc 
atcatattgg 
tggatgaagt 
gtatgtattt 
gagaaggatc 
aaaaagccga 
gcgcagatcg 
gattttcttc 
aaaaacatct 
ggcgaccaaa 
ttttacagga 
aatttccctt 
gccattaccc 
ccactgaccc 
tctttatgct 
taggggaaca 
atctaaaaaa 



tttggattta 
tcgggatgaa 
gatagaaact 
gatgacagac 
tgccactctg 
aattggcatg 
aagtgaacat 
catattttcc 
aatttccaag 
agatgaactt 
ggaggagagt 
aactactgct 
ctattacttg 
cctgagagag 
agaagccttc 
atacgttgaa 
caatactcct 
aggccgggct 
ttctgcccgc 
gtaatgtgaa 
atgagagtca 
aaaaaaaaaa 



aagccaaatg 
cccctgcacg 
gtgaagaaca 
agaaggattg 
ttgaagcagc 
gaagacagcc 
tatgaagtcc 
ttggaaactt 
tatattcgga 
acgcagggtt 
gagaggcttc 
gcccatggtc 
tctctgccac 
acgtttgagg 
agtgatggaa 
catcaggttg 
aaaaccaaag 
gactggctga 
acgctgaccc 
agcaaatatt 
actcaggcta 
aa 



gcaaagttgc 
ccctctatga 
acctcaggat 
gctgcctttt 
tgaaagaagc 
ccgatttact 
tttttaactc 
atgacattac 
agaacacaga 
acatatattt 
tgagggaact 
ttgaactgag 
cagaaatgag 
attccaatct 
taacttcagt 
atgatgcaat 
aaggatatta 
gccattactg 
actacaagtc 
tcttcgtgtt 
acttgggtgt 



atccgtggaa 
caatgtggag 
cctttttaat 
atcagggggc 
ccaagtacag 
ggctgctaga 
tgaggaaggc 
aacagttcgt 
tagcgtggtg 
tcacaaggct 
ctatttgttt 
agtcccattt 
aattccaaag 
gatacccaaa 
taagaattcc 
gatggcaaat 
ctaccgtcaa 
gatgcccaag 
agctgtcaaa 
ggatggggac 
gaaaaaaata 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1952 



<210> 102 
<211> 561 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 102 

Met Cys Gly lie Trp 
1 5 
Val Gin Cys Leu Ser 
20 

Ala Phe Arg Phe Glu 
35 

Gly Phe His Arg Leu 
50 

Pro lie Arg Val Lys 
65 

Gly Glu lie Tyr Asn 
80 

Glu Tyr Gin Thr Lys 
95 

Asp Lys Gly Gly lie 
110 

Phe Ala Phe Val Leu 
125 

Gly Arg Asp Thr Tyr 
140 

Glu Asp Gly Phe Leu 
155 

Thr Leu Lys His Ser 



2047630CD1 



Ala Leu 
Ala Met 
Asn Val 
Ala Val 
Lys Tyr 
His Lys 
Val Asp 
Glu Gin 
Leu Asp 
Gly Val 
Ala Val 
Ala Thr 



Phe Gly 
Lys lie 
Asn Gly 
Val Asp 
Pro Tyr 
Lys Met 
Gly Glu 
Thr lie 
Thr Ala 
Arg Pro 
Cys Ser 
Pro Phe 



Ser 

10 
Ala 

25 
Tyr 

40 
Pro 

55 
Leu 

70 
Gin 

85 
He 
100 
Cys 
115 
Asn 
130 
Leu 
145 
Glu 
160 
Leu 



Asp 
His 
Thr 
Leu 
Trp 
Gin 
He 
Met 
Lys 
Phe 
Ala 
Lys 



Asp Cys 
Arg Gly 
Asn Cys 
Phe Gly 
Leu Cys 
His Phe 
Leu His 
Leu Asp 
Lys Val 
Lys Ala 
Lys Gly 
Val Glu 



Leu 
Pro 
Cys 
Met 
Tyr 
Glu 
Leu 
Gly 
Phe 
Met 
Leu 
Pro 



Ser 

15 
Asp 

30 
Phe 

45 
Gin 

60 
Asn 

75 
Phe 

90 
Tyr 
105 
Val 
120 
Leu 
135 
Thr 
150 
Val 
165 
Phe 
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170 






Leu 


Pro 


Gly His 


Tyr 


Glu 


Val 










185 






Val 


Ala 


Ser 


Val 


Glu 
200 


Met 


Val 


Pro 


Leu 


His 


Ala 


Leu 
215 


Tyr 


Asp 


Phe 


Glu 


He 


Glu 


Thr 

230 


Val 


Lys 


Asn 


Ala 


Val 


Lys 


Lys 
245 


Arg 


Leu 


Leu 


Leu 


Ser 


Gly 


Gly 
260 


Leu 


Asp 


Leu 


Lys 


Gin 


Leu 


Lys 
275 


Glu 


Ala 


Phe 


Ala 


He 


Gly 


Met 
290 


Glu 


Asp 


Lys 


Val 


Ala 


Asp 


His 
305 


He 


Gly 


Asn 


Ser 


Glu 


Glu 


Gly 
320 


He 


Gin 


Leu 


Glu 


Thr 


Tvr 


Asp 
335 


He 


Thr 


Tvr 


Leu 


He 


Ser 


Lys 
350 


Tvr 

J. _y J- 


He 


lie 


Phe 


Ser 


Glv 

l^J _L. Jf 


Glu 
365 


Glv 


Ser 


Tvr 


Phe 


His 


Lys 


Ala 
380 


Pro 


Ser 


Glu 


Arg 


Leu 


Leu 


Arg 
395 


Glu 


Leu 


Asp 


Arg 


Thr 


Thr 


Ala 
410 


Ala 


His 


Leu 


Asp 


His 


Arg 


Phe 
425 


Ser 


Ser 


Met 


Arg 


He 


Pro 


Lys 
440 


Asn 


Gly 


Thr 


Phe 


Glu Asp 


Ser 


Asn 


Leu 










455 






Pro 


Lys 


Glu 


Ala 


Phe 
470 


Ser 


Asp 


Trp 


Phe 


Lys 


He 


Leu 
485 


Gin 


Glu 


Ala 


Met 


Met 


Ala 


Asn 
500 


Ala 


Ala 


Lys 


Thr 


Lys 


Glu 


Gly 
515 


Tyr 


Tyr 


Tyr 


Pro 


Gly Arg 


Ala 


Asp 


Trp 










530 






Trp 


lie 


Asn 


Ala 


Thr 
545 


Asp 


Pro 


Lys 


Ser 


Ala 


Val 


Lys 
560 


Ala 





<210> 103 
<211> 2764 
<212> DNA 







175 










180 


Leu 


Asp 


Leu 


Lys 


Pro Asn Gly Lys 






190 










195 


Lys 


Tyr 


His 


His 


Cys 


Arg 


Asp 


Glu 






205 










210 


Asn 


Val 


Glu 


Lys 


Leu 


Phe 


Pro 


Gly 






220 










225 


Asn 


Asn 


Leu 


Arg 


He 


Leu 


Phe 


Asn 






235 










240 


Met 


Thr 


Asp 


Arg 


Arg 


He Gly Cys 






250 










255 


Ser 


Ser 


Leu 


Val 


Ala 


Ala 


Thr 


Leu 






265 










270 


Gin 


Val 


Gin 


Tyr 


Pro 


Leu 


Gin 


Thr 






280 










285 


Ser 


Pro 


Asp 


Leu 


Leu 


Ala 


Ala 


Arg 






295 










300 


Ser 


Glu 


His 


Tyr 


Glu 


Val 


Leu 


Phe 






310 










315 


Ala 


Leu 


Asp 


Glu 


Val 


He 


Phe 


Ser 






325 










330 


Thr 


Val 


Arg 


Ala 


Ser 


Val 


Gly Met 






340 










345 


Arg 


Lys 


Asn 


Thr 


Asp 


Ser 


Val 


Val 






355 










360 


Asp 


Glu 


Leu 


Thr 


Gin 


Gly Tyr 


He 






370 










375 


Pro 


Glu 


Lys 


Ala 


Glu 


Glu 


Glu 


Ser 






385 










390 


Tyr 


Leu 


Phe 


Asp 


Val 


Leu 


Arg 


Ala 






400 










405 


Gly 


Leu 


Glu 


Leu 


Arg 


Val 


Pro 


Phe 






415 










420 


Tyr 


Tyr 


Leu 


Ser 


Leu 


Pro 


Pro 


Glu 






430 










435 


He 


Glu 


Lys 


His 


Leu 


Leu 


Arg 


Glu 






445 










450 


He 


Pro 


Lys 


Glu 


He 


Leu 


Trp 


Arg 






460 










465 


Gly 


He 


Thr 


Ser 


Val 


Lys 


Asn 


Ser 






475 










480 


Tyr 


Val 


Glu 


His 


Gin 


Val 


Asp 


Asp 






490 










495 


Gin 


Lys 


Phe 


Pro 


Phe 


Asn 


Thr 


Pro 






505 










510 


Tyr 


Arg 


Gin 


Val 


Phe 


Glu 


Arg 


His 






520 










525 


Leu 


Ser 


His 


Tyr 


Trp 


Met 


Pro 


Lys 






535 










540 


Ser 


Ala 


Arg 


Thr 


Leu 


Thr 


His 


Tyr 






550 










555 






10 


8 











PA-0035 US 



<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1039889.8 

<400> 103 

ctagtctcgc actctgttct tccgccgctc 
ggaagaagag atcgccgcgc tggtcattga 
tgctggggac gacgctcccc gagccgtgtt 
ggtgagtgga tggcgccgcg gggctcctgg 
ccggcgaggc tgacgggtcg tcccctgcag 
tcctacgtgg gcgacgaggc ccagagcaag 
gagcatggca tcgtcaccaa ctgggacgac 
aacgagctgc gcgtggcccc ggaggagcac 
cccaaggcca acagagagaa gatgactcag 
cgtcctttcc ccagtcattt tctgcccatc 
ctgttccagg ctctgttcct ctcccggcat 
tggtttctgc ctgcgttctt ttcttttctc 
ggcgtgtgag catggggtgg ccgtgggtct 
tctcagatta tgtttgagac cttcaacacc 
ctgtccctct acgcctctgg gcgcaccact 
acccacacgg tgcccatcta cgagggctac 
ctggctggcc gggacctgac cgactacctc 
cttcaccacc acggccgagc gggaaatcgt 
cgccctggac ttcgagcagg agatggccac 
ctacgagctg cccgatggcc aggtcatcac 
ggcgctgttc cagccttcct tcctgggtag 
atcctcggtg acacagcatc actaagggag 
gcatccacga gaccaccttc aactccatca 
tgtacgccaa cacggtgctg tcgggcggca 
tgcagaagga gatcaccgcc ctggcgccca 
ttggtggccc tctgcctggc tcgggagagc 
gtgcctggct gtctttgcag atcatcgcac 
gtggctccat cctggcctca ctgtccacct 
acgacgagtc gggcccctcc atcgtccacc 
cgtagcattt gctgcatggg ttaattgaga 
cctcatgcta gcctcacgaa actggaataa 
gtatctgata tcagcactgg attgtagaac 
taactgttcc ccttggtatt tgtttaatac 
tacgtgtggc ttggtcactt cgtggctaag 
tggcttggtg agtctgtgtg gccagcagcc 
ggctgagtgt tctgggattt ctctagaggc 
gtctgtcagg gttggaaagt ccaagccgta 
ttggccagaa caccgtgggc tgttacttgc 
tgtaaatgta ttcattctta atttatgtaa 
tgaagagatg acaacaaatt ttggttttct 
acacgtcatt gtgtaaggaa aaataaaagg 
tgtacgagta cacaatcatg ctgtttatta 
ttatttactt tattagtaac acttatttga 
atttatgcct ctgatgtatc acatgcaggt 
atacattgct gacaagcgag agaacgagaa 
ttattttttc aagcccctgt gtgagtttgc 
tgtg 

<210> 104 



cgccgtcgcg ttatctctgc cggtcgcaat 60 
caatggctcc ggcatgtgca aagctggttt 120 
tccttccatc gtcgggcgcc ccagacacca 180 
gttctgcgtt gcggggtggg ttcggtgtcg 240 
ggcgtcatgg tgggcatggg ccagaaggac 3 00 
cgtggcatcc tgaccctgaa gtaccccatt 3 60 
atggagaaga tctggcacca caccttctac 420 
ccagtgctgc tgaccgaggc ccccctgaac 480 
gtgaggctcg gcagacgccc gtgctcctcc 540 
ttgatttctg acatttaagt gtttctttcg 600 
ttcctccctg aagcctccag gtttctcatt 660 
cacacatcac actggcatgc agcatgttgt 720 
ctgtccctga ctaagccgcc ccttgtccct 780 
ccggccatgt acgtggccat ccaggccgtg 840 
ggcattgtca tggactctgg agacggggtc 900 
gccctccccc acgccatcct gcgtctggac 960 
atgaagatcc tacactgagc gaggctacag 1020 
gcgcgacatc aaggagaagc tgtgctacgt 1080 
cgccgcatcc tcctcttctc tggagaagag 1140 
cattggcaat gagcggttcc ggtgtccgga 1200 
gtgttgtgag ctaaaggttt ctactcttac 1260 
ggctctgtcc cctaggtatg gaatcttgcg 1320 
tgaagtgtga cgtggacatc cgcaaagacc 13 80 
ccaccatgta tccgggcatt gctgacagga 1440 
gcaccatgaa gatcaaggtg agtcgagggg 1500 
tgactggggg gcgctctgtg agctgaagcc 1560 
ccccagagcg caagtactcg gtgtggatcg 1620 
tccagcagat gtggattagc aagcaggagt 1680 
gcaaatgctt ctaaacggac tcagcagatg 1740 
atagaaattt gcccctggca aatgcacaca 1800 
gccttcgaaa agaaattgtc cttgaagctt 1860 
ttgttgctga ttttgacctt gtattgaagt 1920 
cctgtacata tctttgagtt caacctttag 1980 
gtaagaacgt gcttgtggaa gacaagtctg 2040 
tctgatctgt gcagggtatt aacgtgtcag 2100 
tggccaagaa ccagttgttt tgtcttgcgg 2160 
ggacccagtt tcctttctta gctgatgtct 2220 
tttgagttgg aagcggtttg catttacgcc 22 80 
ggtttttttt gtacgcaatt ctcgattctt 2340 
actgttatgt gagaacatta ggccccagca 2400 
aaattcagcc ctaaaatgta tttctctctg 2460 
aactatcttg cttacatctt taagtatttt 2520 
aaaagtaatt gggagagaaa aatgtgttgg 2 580 
tgtcagctct ggttcaagtg tgtaatctct 2 640 
ggatataaat ggagagtatg tgaatggatt 2700 
aactgtgctg gtaaggacca gttctttcat 2760 

2764 
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<211> 1450 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 1272969CB1 



<400> 104 

ctcgggtcgc 

ttctctctcc 

gtccctgggc 

cgtctatgca 

caggggcggc 

gggaggcatc 

cctggacaga 

gcacttggag 

ggacctgagg 

tgacaatgcc 

gcgccagtct 

cacacgactg 

gaagaaccac 

cgtggaggta 

ccaatatgac 

gattgaggag 

gacgctcaca 

aaatctgaag 

gatggagcag 

agagggacag 

ggctgagatc 

tgccttggac 

ggatggcaaa 

aagcagggta 

aaaaaaaaaa 



gcggctcgcg 
ccggacagca 
tctgtccagg 
ggcgctgggg 
atggggtccg 
cagaacgaga 
gtgaggagcc 
aagaagggac 
gctcagatct 
cgtcttgctg 
gtggagaacg 
cagctggaga 
gaagaggaag 
gatgccccca 
gagctggctc 
agcaccacag 
gagctgagac 
gccagcttgg 
ctcaacggga 
cgccaggccc 
gccacctacc 
agcagcaact 
gtggtgtctg 
ccc tttgggg 



caggccgcca 
tgagcttcac 
cgcccagcta 
gctctggttc 
ggggcctggc 
aggagaccat 
tggagaccga 
cccaggtcag 
tcgcaaatac 
ctgatgactt 
acatccatgg 
cagagatcga 
taaaaggcct 
aatctcagga 
ggaagaaccg 
tggtcaccac 
gtacagtcca 
agaacagcct 
tcctgctgca 
aggagtatga 
gccgcctgct 
ccatgcaaac 
agaccaatga 
agcaggaggc 



ccgtcgtccg 
cactcgctcc 
cggcgcccgg 
ccggatctcc 
caccgggata 
gcaaagcctg 
gaaccggagg 
agactggagc 
tgtggacaat 
tagagtcaag 
gctccgcaag 
ggctctcaag 
acaagcccag 
cctcgccaag 
agaggagcta 
acagtctgct 
gtccttggag 
gagggaggtg 
ccttgagtca 
ggccctgctg 
ggaagatggc 
catccaaaag 
caccaaagtt 
caataaaaag 



caaagcctga 
accttctcca 
ccggtcagca 
gtgtcccgct 
gccgggggtc 
aacgaccgcc 
ctggagagca 
cattacttca 
gcccgcatcg 
tatgagacag 
gtcattgatg 
gaggagctgc 
attgccagct 
atcatggcag 
gacaagtact 
gaggttggag 
atcgacctgg 
gaggcccgct 
gagctggcac 
aacatcaagg 
gaggacttta 
accaccaccc 
ctgaggcatt 
ttcagagttc 



gtcctgtcct 
ccaactaccg 
gcgcggccag 
ccaccagctt 
tggcaggaat 
tggcctctta 
aaatccggga 
agatcatcga 
ttctgcagat 
agctggccat 
acaccaatat 
tcttcatgaa 
ctgggttgac 
acatccgggc 
ggtctcagca 
ctgctgagac 
actccatgag 
acgccctaca 
agacccgggc 
tcaagctgga 
atcttggtga 
gccggatagt 
aagccagcag 
attggaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1450 



<210> 105 
<211> 430 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1272969CD1 



<400> 105 
Met Ser Phe 

1 

Leu Gly Ser 
Ser Ala Ala 
lie Ser Val 
Gly Gly Leu 
Gly He Gin 



Thr Thr Arg 
5 

Val Gin Ala 
20 

Ser Val Tyr 
35 

Ser Arg Ser 
50 

Ala Thr Gly 
65 

Asn Glu Lys 



Ser Thr Phe 
Pro Ser Tyr 
Ala Gly Ala 
Thr Ser Phe 
He Ala Gly 
Glu Thr Met 



Ser Thr Asn 
10 

Gly Ala Arg 
25 

Gly Gly Ser 
40 

Arg Gly Gly 
55 

Gly Leu Ala 
70 

Gin Ser Leu 



Tyr Arg Ser 
15 

Pro Val Ser 

30 

Gly Ser Arg 
45 

Met Gly Ser 
60 

Gly Met Gly 
75 

Asn Asp Arg 
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80 










85 










90 




Leu 


Ala 


Ser 


Tyr 


Leu 
95 


Asp 


Arg 


Val 


Arg 


Ser 
100 


Leu 


Glu 


Thr 


Glu 


Asn 
105 




Arg 


Arg 


Leu 


Glu 


Ser 
110 


Lys 


He 


Arg 


Glu 


His 
115 


Leu 


Glu 


Lys 


Lys 


Gly 
120 




Pro 


Gin 


Val 


Arg 


Asp 


Trp 


Ser 


His 


Tyr 


Phe 


Lys 


lie 


He Glu Asp 












125 










130 










135 




Leu 


Arg 


Ala 


Gin 


He 
140 


Phe 


Ala 


Asn 


Thr 


Val 
145 


Asp 


Asn 


Ala 


Arg 


He 
150 




Val 


Leu 


Gin 


He 


Asp 


Asn 


Ala 


Arg 


Leu 


Ala 


Ala Asp 


Asp 


Phe 


Arg 












155 










160 










165 




Val 


Lys 


Tyr 


Glu 


Thr 
170 


Glu 


Leu 


Ala 


Met 


Arg 
175 


Gin 


Ser 


Val 


Glu 


Asn 
180 




Asp 


He 


His 


Gly 


Leu 
185 


Arg 


Lys 


Val 


He 


Asp 
190 


Asp 


Thr 


Asn 


He 


Thr 
195 




Arg 


Leu 


Gin 


Leu 


Glu 
200 


Thr 


Glu 


He 


Glu 


Ala 
205 


Leu 


Lys 


Glu 


Glu 


Leu 
210 




Leu 


Phe 


Met 


Lys 


Lys 


Asn 


His 


Glu 


Glu 


Glu 


V ul 


Taw 


Gly Leu Gin 












215 










220 










225 




Ala 


Gin 


He 


Ala 


Ser 
230 


Ser 


Glv 


Leu 


Thr 


Val 
235 


Glu 


Val 


Asp 


Ala 


Pro 
240 




Lys 


Ser 


Gin Asp 


Leu 


Ala 


Lys 


He 


Met 


Ala 




lie 


Arg 


Ala 


Gin 












245 










250 










255 




Tvt 
J- -Sr - 1 - 


Asp 


Glu 


Leu 


Ala 


Arg 


Lys 


Asn 


Arg 


Glu 


ril ,-, 
vjJL U. 


Leu 


Asp 


Lys 


Tyr 












260 










265 










270 






Ser 


Gin 


Gin 


He 


Glu 


Glu 


Ser 


Thr 


Thr 


Val 


Val 


Thr 


Thr 


Gin 












275 










280 










285 




Ser 


Ala 


Glu 


Val 


Gly 


Ala 


Ala 


Glu 


Thr 


Thr 


Leu 


Thr 


Glu 


Leu Arg 












290 










295 










300 




Arg 


Thr 


Val 


Gin 


Ser 
305 


Leu 


Glu 


He 


Asp 


Leu 
310 


Asp 


Ser 


Met 


Arg 


Asn 
315 


"4 


Leu 


Lys 


Ala 


Ser 


Leu 
320 


Glu 


Asn 


Ser 


Leu 


Arg 
325 


Glu 


Val 


Glu 


Ala 


Arg 
330 




Tvr 


Ala 


Leu 


Gin 


Met 


Glu 


Gin 


Leu 


Asn 


Glv 


He 


Leu 


Leu 


His 


Leu 












335 










340 










345 


3 a 


Glu 


Ser 


Glu 


Leu 


Ala 


Gin 


Thr 


Arg 


Ala 


Glu 


Gly 


Gin 


Arg 


Gin 


Ala 












350 










355 










360 




Gin 


Glu 


Tyr 


Glu 


Ala 
365 


Leu 


Leu 


Asn 


He 


Lys 
370 


Val 


Lys 


Leu 


Glu 


Ala 
375 




Glu 


He 


Ala 


Thr 


Tyr 
380 


Arg 


Arg 


Leu 


Leu 


Glu 
385 


Asp 


Gly 


Glu 


Asp 


Phe 
390 




Asn 


Leu 


Gly Asp 


Ala 


Leu 


Asp 


Ser 


Ser 


Asn 


Ser 


Met 


Gin 


Thr 


He 












395 










400 










405 




Gin 


Lys 


Thr 


Thr 


Thr 


Arg 


Arg 


He 


Val 


Asp 


Gly Lys 


Val 


Val 


Ser 












410 










415 










420 




Glu 


Thr 


Asn 


Asp 


Thr 
425 


Lys 


Val 


Leu 


Arg 


His 
430 













<210> 106 

<211> 6290 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 282397.85c 
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<400> 106 

tttttgaaaa ttggagataa aatttttatt 
acaaattaaa caatacaatt aatatgttta 
aaatccattt tttctataca aacatggttt 
tggtttatga aataacaaat agaaaaatca 
gagatggagc tataaaaaca aagagagaag 
taaatgttgt agaaagatca attaaagtga 
gagccatgtt ggtgaagtga aggaagtgga 
taatgtaaga gccaagacat ttatttgagt 
cttcttgctg ttgtttttgt catttcatgt 
aaaactccaa gatgggatct ctgtttctgt 
tgtgtgaggc tctcattggt ataagtttaa 
ttgcgggcaa aatacagaat gaatttcagt 
ggctggagac atgctgtccc tgtgcccaca 
cccgctcttc acagtcttca ccgcctttct 
ctatgaaacc cacgtagtcg gacaccctaa 
ataggaagtg tttcttctgc tgaagcctgg 
attgtgtttt ttggtcttga aacacgtttc 
tttgaatctg gatccattga taggaaacat 
acactctgat gagtcacaga tccccatttg 
cgcactttat caccaatctt gatgtgagaa 
tccacatgaa tgtacctaaa ccagtagatg 
ttgagatcat gcaatccatc tctgtccagc 
cgcacacttc ttcgtatgtt cggcagcatc 
tcacatatac agcataatca tcattaccca 
tctccgtcac aacagcacca gtagacatgg 
cctcctcgtc agaatactcg tcggacaccg 
tgtcggagtg gtccagcagc cacccgacca 
tcccggaagc accagtgaga gacttcaggg 
tctccatgag ctgcaccacg atcggcagag 
ctctggcagg gcggatgtgc tgcacgttga 
cttcaaatcc tgggctcgaa gggtgagtgg 
gttcctgttt atcaaatatg gccttcacag 
gctgcaagag gatcatgggg ggctgcggcc 
ataccactgc tccatcatct gtgtgaacag 
ggatctgccg cagtttatcc tggtgggaga 
gcttcaactg ctggcgccgc agcaggtcca 
tcgatttctt tattttgtgc ttttctaact 
agacagacag catgggctct gtgaagggca 
gtggtttcag ctgattcaat gggcaaacgc 
tgattttgcc cttcagggtg atgcgagtca 
cttggccgcc caggcacagg cgaccatcga 
ggccccccac ttcagggttc tcggaatcag 
aaggccttcc cgcaaagctg tgggtgatgg 
tgagcccatt ccaccgagtc agggagtgca 
ccagtgtgct gctgtgggtg gcagtcagcg 
gcgtggactc tgaggaggaa accaggggag 
agggaaggga gacggccact cacctctgag 
acagggaagg gagacggcca cccacctctg 
gtacagggaa gggagacggc cacccacctc 
ggacacaggg aagggagacg gccacccacc 
cagggtacag ggaagggaga cggccaccca 
atagtgagca agctccccaa gaagtcaaac 
accctttcgg tcttgtccca tgacggaagg 
tgcctctgca gcgaggtggc agtgaagggt 
gtgatccact gcggggagct gagggcgccg 



acttgtaaac aaaattctgt caaaaacctg 60 
atagaactaa ttacatatga gaggcatcca 120 
gatatacagt cattttatct gtgtattaat 180 
agtatgcatt atcaagttaa agaagcagga 240 
aatgttgtaa ggagggctta acaaccagga 3 00 
tggcctagag atcacgggct tcctttggca 360 
agccagacca caatggttga agaatgaatg 42 0 
ctgatagtaa tgaaaaagga caagaatttt 480 
tcaaaaccct ttatctccca tgtggtactg 540 
gaggcctgta gtgcttagta catccttgaa 600 
ttcctgactg tggatgaaag ctttaaaact 660 
gagttcccat gtattaaaca aggtggcgct 72 0 
ggagtagcag tgctgtgctc atcttcctga 780 
tcaggagtct cccctttggc ttttccacag 840 
tgcttctcct ttcctgtttg ggcgagattt 900 
ttcatttatt ctgccaaatg tatgcctggt 9 60 
acaaaaatca aagtcatcac agtttctgca 102 0 
ctgacatcca tcacaccttt cacaaccccc 1080 
tattttggtg tggtgacaga ggctttgacc 1140 
gaacttcttg gtggaggata gcctataagt 120 0 
ccccctttct gctgccagtc acactgcaca 1260 
ttgatgactt tgccaacatc acatcacctt 1320 
taaccatcat tcccacctga atattctctc 1380 
agaaaccagc tcggtttttg tacgtctggc 1440 
agtaggcggc atcatccatg tcctccacca 1500 
tgtctgcatc tgagagctcc gtgacctgta 1560 
aggcttccac accaggcaag ccggacgcat 162 0 
caaactcgat gttccttctg ggaaatccca 1680 
cgggaacggg tgactgcttg cgcctcttca 1740 
caggcgtggt ggcctcactg gagctgcagt 1800 
actccacaac ggccagtgca gcagtctcaa 1860 
gagacggctg ggtggccgag gccagcagct 1920 
cttcaggaga catgtcccca aggtcaggtg 1980 
ttccagtctc ctgaacagct ggctgagaca 2040 
acagcgcccg acctgctttc aggatgtata 2100 
ggtccacttg tcctgcaaag gcctgtttag 2160 
tgcttccagc gaggttcacc aactgagccc 2220 
ggttgttcac attaaaggcc acggcaggga 2280 
gacacgtccg catgtcagag aactgcacgg 2340 
tggtgacttc tccaaagtca tcgtgcacaa 2400 
tgcctccaac cacagccagg accgccatga 2460 
ggaagtagtc atctaactgg gcccctttgg 2520 
agcggagctg ggagttgatg tacttgttga 2580 
gcgtgtgcag cagtgccacc acctcctccg 2640 
aggcctgcgg gcacaccctg cgccgcctca 2700 
aagctgctgc accactcttc accagggcac 2760 
tgacggcact acacggctct tcaccaggac 2 82 0 
agtgacggca ctgcaccgct cttcaccagg 2 880 
tgagtgacgg cactgcaccg ctcttcacca 2940 
tctgagtgac ggcactgcac cgctcttcac 3000 
cctctgagta acggcacgtc agaggagcac 3060 
agcttctcca tgaggcattt catgtccctc 3120 
actgcttgca acaaatgcac agctaagatc 3180 
gcgtgccctt ccacaacctt catgagcagc 3240 
cacacctgca gcgtgagagc gatgctctgc 3300 
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acaaacccca gcgtgcacca gctccggtgt 
gatgtcttgt ccgtcgttcc gctttccact 
gtggcttcac tctgcatgat ctcagcatga 
aagttaatag tgctggtaaa catcattgca 
gcttcagagt cgtcctctgt gtccgaatcc 
tctgccagct tgaggtcgta ttttccttct 
gtgtcccact ggactcttat ccacccgtcc 
cctggaggag gcccatcctg atcgccccat 
ccaatcttca tcatggcagc cagttctggc 
tccttccttg tttcttccaa aactgtggca 
tcctcaacgc tgtcacaact ggggccaatc 
gtgccggaat tgagcaggag gtcaaggttg 
agcatcacca ggaggaagtg ggcttgcggg 
tcattggtga tggtttgcag gggaaccggc 
gcatccacca aaacatttcg aatgttctga 
acttccagca gcatccgatt aaaaggcggg 
agaggttccc ctatatcgat tccctcagga 
tacggcacag atggaagtaa gaaattcttg 
atcccttcca ggcgaacctc tgctctctcc 
acatccactg gctcttcttt aagggcaaat 
ggataaagac cctgcacatt ctgcttcaac 
ctcaacagcg gctgccattt gtccttgggt 
tttattggac tatgaggcaa aatgcaagct 
ttttcttcat catccgtaga ttctggcttc 
attatcttct gagctatcct cctccaatgg 
attatagaga ggtcattaca aacagcaggt 
ttgatgacag gagcgcagac ctccttgtaa 
agcgaacatt ttgcttggta gacaactcta 
ctgtgcttta cttgctcaat atcaagtgca 
cctaaatctt catgttttaa gaggcaacat 
tgctcggggg gaaacatgat cggtgtggtc 
tgacacaaaa agtccttcac gttgtgatcc 
aatgcctggg aatggtcccc cagggcccgt 
ggtgtgcccc ctggggagct gcagtggtcc 
atctggctgg tctgcaggcc tccagagaag 
atctcgacag gagacagcgg tgtgctcatt 
aggcccagat tcctctctgt gtctatcaga 
gtgacgcctt cttggtcagg ctccaaatac 
cgggtgtctt caaactgcaa agcagcttcc 
tgagcaagaa tactattttc tgttaacgac 
ttcccgtcaa tcacagtcca gaagcctcca 
cgtacaaatg tcactttctc attatttcta 
gagacgtcgg agagctacac agaggaggca 
ggccatgaca acaaccgccg tttgttgcag 
ggtgaggtac ctcaggaaac tctcactggg 
gagggagcta tccgttctgg gttgattctg 
ccatttcatt ccacagacca cagagcccat 
tcaaccattt ggagtcgagg cgagcctggg 
tttctccagc ttcctcccag gtctcaggcc 
ccggcgtgcg gacgcagcct cccaagagcc 

<210> 107 

<211> 622 

<212> DNA 

<213> Homo sapiens 



tgctccctgt acaccagcct gtttggagaa 33 60 
aacattcgca gcagtccgca taaagtcttg 3420 
actccagcag acagacaaag agtctgcagt 3480 
gtggggtgaa tgttcctttc agtttgttcg 3540 
tctgctgagg gctgtgcagg ggctggcagc 3 600 
ttccccatcc tgtaggagtt ggtgctgcct 3660 
tctcccagct caccaatcac tcggcctagg 372 0 
ttccagtcca cacctctcat gacccttgtt 3780 
cctgaaacag ggagctgcac aggagccgtt 3 840 
gaagcacctt gggcagaagc attcatatct 3900 
aggcgcagtg ccgtctgagc gagggccagc 3 960 
tttgcgctgt gctgcagggt gagcatgctg 402 0 
atggtcccca ggctcggtcc cgatgggttc 4080 
tggataccaa gctctttaaa tttggcactg 4140 
acagcccaag cgtacagctt gccaaaggtg 42 0 0 
atcaaatcaa catcctttaa acaatcagta 42 60 
ataagtcttt gccatccaca aaacatcgca 432 0 
ctcaccagat acaattttaa aattgtatct 43 80 
aactgtttta gtaggcactt tctcttttcc 4440 
tcagcaattg tactgaggag tggagactgc 4500 
cacttgtatt tgtgaacatc tgtaacagta 45 6 0 
gatttaattg caatgggtct cttgtccaca 462 0 
tcttctaaat cactctcttc gtttccaatt 4680 
ttaggaactc tctttttcct tggttctcga 4740 
ggcaaagaac ttaacaattt aaacttagac 4800 
ctcaattcat taaagaggaa tctcaaacgt 4860 
gaacggccct gttcttgatg agtcttaatg 4920 
caaacatcca ccactgactt aggcaacgtt 4980 
cctgcatgaa ctaaagataa tgccacatga 5040 
aacagcaagc gaccgacctc ttccacggga 5100 
aaatggcact gcctacagta cctttctatt 5160 
tgaatgttgt tgtctgcaat ggcttgcaga 5220 
ctgtgggagc agagtcgaga tttgctggca 5280 
tcgtctttct cctcgttgta gctgtagtgg 5340 
atggatgact gaagccattt ggcacattca 5400 
gctaaatagg aagcgtgtaa tccgagaagc 5460 
ggtgaggaga gactccccag atctggtatg 552 0 
tggccaacac aaaatgcgtg catggattcc 5580 
aaagctacca ctgggtcttc ccctgcaaac 5640 
tgtgtctgga agtcctttat atcatacact 5700 
tcgttattat ggttctccaa atcagctatg 5760 
cagttctgac ctgtaaaaaa tgactcttat 5820 
tctacagggt gtagccagac ggtctaaatg 5880 
atcaatggca agcctgttgt cttgtggaag 5940 
gctcagagga ccagacaaaa gcttttccag 6000 
ttccagtgta tacaatttct ccatctttaa 6060 
ctcttgtgaa tgcaagctgt atatctgttt 6120 
cagccaaaca caaagattca gagggcatct 6180 
tgacgcgcag ggccgggccg cctcgccccg 6240 
gctggctcag ccggcgcccg 6290 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 282397.94 



<400> 107 

ggaaaatacg acctcaagct ggcagagctg ccagcccctg cacagccctc agcagaggat 60 
tcggacacag aggacgactc tgaagccgaa caaactgaaa ggaacattca ccccactgca 120 
atgatgttta ccagcactat taacttactg cagactcttt gtctgtctgc tggagttcat 180 
gctgagatca tgcagagtga agccaccaag actttatgcg gactgctgcg aatgttagtg 240 
gaaagcggaa cgacggacaa gacatcttct ccaaacaggc tggtgtacag ggagcaacac 300 
cggagctggt gcacgctggg gtttgtgcag agcatcgctc tcacgctgca ggtgtgcggc 360 
gccctcagct ccccgcagtg gatcacgctg ctcatgaagg ttgtggaagg gcacgcaccc 420 
ttcactgcca cctcgctgca gaggcagatc ttagctgtgc atttgttgca agcagtcctt 4 80 
ccgtcatggg acaagaccga caaggttagg gccatgaaat tcctcattgg agaagctgtt 540 
tgacctcttt ggggagcttg ctcactaagg ggctctcctg aactgtccgt taatccaaaa 600 
gtgggttggc cgtctccctt cc 622 



<210> 108 
<211> 1521 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1448817CB1 



<400> 108 

cccatccagc 

gctccaccat 

tcggcccctg 

ctggtactgc 

gcgccctgct 

gtcacccggt 

tgcggcgtgg 

cagcaacctc 

tccgctcccc 

gaggaggagc 

ctttgggacg 

aaatggaagg 

caggagacat 

ttttatcaca 

gtctaccctt 

tgccagatat 

aatatttaag 

atgtatatat 

tttatttatt 

acttgtccta 

ttgcatttct 

cctagaaaat 

gttaacttgt 

ttgattacat 

tatgttgtta 

actgttaaaa 



gagcatctgc 
cacttgccca 
tctgctgctc 
tcctgctgac 
ccgccgagaa 
ccgccggctg 
cgactgcacg 
tgcacgccct 
atgctgcaga 
tcctggataa 
ccatcagtac 
agccctgccg 
caggagaaga 
gcagacagtg 
ggaatgggaa 
attttaatgt 
tatatagtat 
atatagtaac 
cactgtaagt 
tgtcaatttg 
gctcttccaa 
gcaaaatgaa 
atattccacc 
aatcaaagct 
aacacgtgtc 
aaaaaaaaaa 



ggccgcgccg 
gagtttgggc 
gcgcctggag 
tgtccaggtc 
gctcgcgctc 
cggctgttgc 
ctgcgcccgg 
cacccgcggc 
ggcagggagc 
tttccatctg 
ctatgatggc 
aatagaactc 
aatttccaaa 
tgagacatcc 
gaggatccct 
acaaaactga 
atttatactc 
tactttttat 
ttattttttc 
tatatcatga 
agctcctgcg 
ataagagaga 
attcacattt 
acctgtggtg 
tataatggaa 
a 



ccgccaccct 
caccgcccgc 
atgtcagagg 
ggcgtgacag 
tgcccgccgg 
ccgatgtgcg 
ggactcagtt 
caaggcgcct 
cctgaaagcc 
atggcccctt 
tcgaaggctc 
tacagagtcg 
ttttacctgc 
atggatggag 
gggtctccag 
aaccagatga 
tagaacatgc 
actccataca 
tacacagtaa 
aacacttctc 
tctgttttta 
gtagtttttc 
gatgtacatg 
atgttgccac 
acatttacaa 



cccagagagc 
cgccaccagc 
tccccgttgc 
ccggcgctcc 
tgtccgcctc 
ccctgcctct 
gccgcgcgct 
gcgtgcagga 
cagagagcac 
ctgaagagga 
tccatgtcac 
tagagagttt 
caaactgcaa 
aggcgggact 
agatcagggg 
aataatgttc 
acatttatat 
taacttgata 
aaacttgtac 
atcatattgt 
aagagcatgg 
agctagtttg 
tgtagggaaa 
ctgttaaaat 
taaatattct 



actggccacc 
ccagagagca 
tcgcgtctgg 
gtggcagtgc 
gtgctcggag 
gggcgccgcg 
gccgggggag 
gtctgacgcc 
ggagataact 
tcattccatc 
caacatcaaa 
agccaaggca 
caagaatgga 
ctgctggtgc 
agaccccaac 
tgtcacgtga 
atatatgtat 
tagaaagctg 
tatgttaata 
atgtaagtaa 
aaaaatactg 
aaggaggacg 
gttaaaagtg 
gtacactgga 
gcatggaaat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1521 



<210> 109 
<211> 259 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1448817CD1 

<400> 109 



Met 


Ser 


Glu 


Val 


Pro 


Val 


Ala 


Arg 


1 








5 








Leu 


Thr 


Val 


Gin 


Val 


Glv 


Val 


Thr 










20 








Ala 


Pro 


Cys 


Ser 


Ala 


Glu 


Lys 


Leu 










35 








Ala 


Ser 


Cys 


Ser 


Glu 


Val 


Thr 


Arg 










50 








Prn 

XT -L 




pvrq 
_y o 


Ala 


Leu 


Pro 


Leu 


Gly 










65 








Al ^ 






Al a 


A rrr 


Gly 


Leu 


Ser 


Hi n 


r 1 ! n 
oXIl 


ir X O 


Leu. 


o w 
rixfc> 


riXci 


Leu 


1 I IX 






















DfciX 


Asp 


Al ;=> 
/lid 


Coy* 


Al n 


irX O 


















lr X O 


bill 


Cor 


Jr X U 


VjrX U. 


O fcrX 


Thr 


Glu 










X ^ o 








Asp 


Asn 


Phe 


His 


Leu 


Met 


Ala 


Pro 










140 








Leu 


Trp 


Asp 


Ala 


He 


Ser 


Thr 


Tyr 










155 








Val 


Thr 


Asn 


He 


Lys 


Lys 


Trp 


Lys 










170 








Tyr 


Arg 


Val 


Val 


Glu 


Ser 


Leu 


Ala 










185 








Glu 


Glu 


He 


Ser 


Lys 


Phe 


Tyr 


Leu 










200 








Phe 


Tyr 


His 


Ser 


Arg 


Gin 


Cys 


Glu 










215 








Gly 


Leu 


Cys 


Trp 


Cys 


Val 


Tyr 


Pro 










230 








Gly 


Ser 


Pro 


Glu 


He 


Arg 


Gly Asp 










245 








Asn 


Val 


Gin 


Asn 











<210> 110 
<211> 919 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID Wo: 1100769.2 

<220> 

<221> unsure 
<222> 867 



Val 


Trp 


Leu 


Val 


Leu 


Leu 


Leu 




10 










15 


Ala Gly 


Ala 


Pro 


Trp 


Gin 


Cys 




25 










30 


Ala 


Leu 


Cys 


Pro 


Pro 


Val 


Ser 




40 










45 


Ser 


Ala 


Gly Cys 


Gly Cys Cys 




55 










60 


Ala 


Ala 


Cys 


Gly 


Val 


Ala 


Thr 




70 










75 


Cys 


Arg 


Ala 


Leu 


Pro Gly Glu 




85 










90 


Arg Gly 


Gin Gly 


Ala 


Cys 


Val 




100 










105 


His 


Ala 


Ala 


Glu 


Ala 


Gly 


Ser 




115 










120 


He 


Thr 


Glu 


Glu 


Glu 


Leu 


Leu 




130 










135 


Ser 


Glu 


Glu 


Asp 


His 


Ser 


He 




145 










150 


Asp 


Gly 


Ser 


Lys 


Ala 


Leu 


His 




160 










165 


Glu 


Pro 


Cys 


Arg 


He 


Glu 


Leu 




175 










180 


Lys 


Ala 


Gin 


Glu 


Thr 


Ser 


Gly 




190 










195 


Pro 


Asn 


Cys 


Asn 


Lys 


Asn 


Gly 




205 










210 


Thr 


Ser 


Met 


Asp 


Gly Glu Ala 




220 










225 


Trp 


Asn 


Gly Lys 


Arg 


He 


Pro 




235 










240 


Pro 


Asn 


Cys 


Gin 


He 


Tyr 


Phe 




250 










255 
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<223> a, t, c, g, or other 



<400> 110 

cgcggcgcaa 

atagtcccat 

agatttcagc 

gaagcccgtc 

ggccctgcca 

aggaacaatg 

tgtgcccgat 

gaggccgcag 

aagctgtatg 

aatcgatctc 

gctgccccac 

aggctattct 

gtcgtgccaa 

gcgtgcccaa 

cagtcaggga 

tgaagctaca 



gggcttgctg 
gtgcactttg 
agaaatgctg 
tcctaaggat 
ggcaccgtct 
gtcgtgccaa 
gcgtgcccaa 
cagtcaggga 
tgaagctaca 
gtgaagcccg 
gtcccccacc 
ctggagaaaa 
aaagggccgc 
ggacaaggcc 
catttctgaa 
ttactgtgt 



ggagacacat 
ttccatggat 
aatgtaaagg 
tctcccggtg 
cctctctccg 
aaagggccgc 
ggacaaggcc 
catttctgaa 
ttactgtgtg 
caaggaccga 
aaagcccatg 
ataaaatgga 
ggccacgtgc 
attaagaaat 
gcgagcntct 



aacctcgatt 
aaataaacac 
aatatttgag 
tccgcgtagg 
gtccgtgcct 
ggccacgtgc 
attaagaaat 
gcgagcgtct 
agttgtgcaa 
acacccccac 
taaggagctg 
aattgtactt 
agcctattcg 
tcgtcattcg 
tcgatgccta 



ttcttccgcc 
taggaacgca 
taaagtgagt 
gatctcatgc 
ccaagatgac 
agcctattcg 
tcgtcattcg 
tcgatgccta 
ttcacagcaa 
cccgatttag 
agttcttaaa 
aaaaaaaaaa 
ctgcactaac 
aaacatagtg 
tgtgcttccc 



atccggctaa 60 
tttccaccct 120 
tgccgttctt 180 
tatataggag 240 
aaagaaaaga 300 
ctgcactaac 360 
aaacatagtg 42 0 
tgtgcttccc 480 
agtagtcagg 540 
acctgcgggt 600 
gactgaagac 660 
aggaacaatg 720 
tgtgcccgat 780 
gaggccgcag 840 
aagctgtatg 900 
919 



<210> 111 

<211> 1456 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No; 332521.1 

<220> 

<221> unsure 

<222> 128, 131, 141-160, 910, 923-947 
<223>a, t, c, g, or other 



<400> 111 

gcgggtagtg 

aagggatgta 

ctcttttngg 

tctccctaat 

aagtcagagc 

gtcccatcag 

cattgaatgg 

aacatgacaa 

ctccttctca 

gtctctcttc 

agcccaggta 

ggggaactcc 

ggtggggagt 

agaaagaacc 

ttcaagtaag 

cagggaagtn 

cttcacaagc 

tctaaaaaga 

agtggaaagc 

cctccaccct 

tgctgctggt 



aattatctgt 
tgtttatagc 
natctattga 
gctctctaaa 
ctggcacctg 
gagcctcagc 
agtgaggatc 
cgtgaccaca 
gtgagccctt 
tccggtcttc 
gttggtgtgt 
cttggcctca 
atcctgcctg 
aggagaacaa 
cgagtctgca 
ctctctctcg 
aactcaggat 
gaagtgataa 
actgaccaag 
ccagagatcc 
ccccaggacc 



gcctagaccc 
atccaggcaa 
nnnnnnnnnn 
tttgtccaga 
cagataggat 
caaggagggg 
aaggtgggaa 
ccacacatgc 
ctcccattcc 
ccagaagggt 
ctcaatatga 
agccagtata 
tgacctctag 
ccaaagcagc 
agttctcaga 
ctnnnnnnnn 
cattctagca 
acagagctcc 
gagactttta 
agagtccagg 
cacattttaa 



aaactgaaag 
tgatcttttt 
nnnnnnnnnn 
gctttctttt 
aacactggtg 
cctgggcaca 
tgactgggtg 
ctccaacaca 
agatcatcag 
aaaactccca 
atagggggtg 
gtttggaagt 
gttatgaaaa 
ttacagacgc 
agcagacaga 
nrinnnnrmnn 
ggctttccca 
agctctgcta 
agccagtggt 
agtctgaagt 
caatcaatgt 



tgtctcaggc 
ttttccacga 
gctctctttc 
tcctagaaat 
tctgatggtg 
ctcaggtccc 
gtggctgcca 
cacccacagt 
cacacccaca 
gcctaccctg 
agtagcttca 
tgggggtcgg 
ctatcttaga 
ctgaacggag 
tatccaatct 
nnnnnnnatt 
ctgtcaaaca 
gctctatata 
tcttcagaat 

ggggccccag 

tttcagatgt 



aggaagttcc 
actaaaatac 
accttgcacc 
ccagagagca 
aggctgccca 
catggttgtc 
ctagcccagg 
ctaaacatct 
cccaccatag 
ctccagcttc 
tagaaagaat 
ggatgttaag 
aggtgctttt 
aatgaagtgt 
ggactgcagc 
gcttgtatga 
gagacttcat 
tttactgatt 
cacctagatg 
gtgatgtcat 
ctcatgagga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 
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acactactta atgcagtggg aaagaaaata 
tgcatattct ggactctaat ttagtttaat 
ttcttaaatg ccattcagtc tggacttcaa 
ttccacctcg ggtgtg 



tttcagagga gaattttttc ttaaagaagc 1320 
tcactccagg atggcacgca ggattcctaa 13 8 0 
atcacttgtc ttcagaaaat aaaagatttg 1440 

1456 



<210> 112 

<211> 4346 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 225080.16 



<400> 112 

ctgcagagtg gcttcctgcc ttactgtgag 
cagaagacac tggctcaggc catgatgtac 
gacaaggact tcatgatgcg tagagcactg 
ggcgccgagg gggcccctac aagaccgagc 
actgcgagag gggccggcag acgtggacct 
agaccggcct ggaagcctac gccctggggc 
ccaaagccca caccgccttt gagggggctc 
aggctgagga tgggcactgg acgggtgatt 
tcctgatcac ttgccacgtg gcacgcatcc 
tgcggtacct gcggtcagtg cagctccctg 
agtccaccgt gtttgggact gcgctcaact 
ctgacgatcc tgacctggta cgagcccgga 
ccatcccctc ctgggggaag ttctggctgg 
tcaataccct gttcccagag atgtggctgt 
cactctggtg ccactgccgg caggtgtacc 
tgagtgccgc ggaagacccg ctggtccaga 
tcgccagcat tgactggctg gcgcagagga 
cccacagctg gctgctccgc gtggtatatg 
gtgcccacct gcggcagcgg gccgtgcaga 
gattcaccaa gagcatcagc atcggcccga 
ggtatgtgga cgggcccgcc tccactgcct 
atctctggat gggccttgac ggcatgaaaa 
acaccgcatt cgccatccag gctctgcttg 
cgtcctgcct gcagaaggct catgagttcc 
ccgactacca gaagtactac cgccagatgc 
actgcggctg gatcgtttct gactgcacgg 
aggagaagtg tccccatgtc accgagcaca 
ctgtgctgct gaacatgaga aatccagatg 
gggggcactt gctggagctg ctgaacccct 
acacctatgt ggagtgcacc tcagccgtga 
tcccggagca cagggcagcg gagatccggg 
ggcggcagca gagggccgat ggctcctggg 
gcacctggtt tggcctggag gccttcgcct 
cctgtgcaga ggtctcccgg gcctgtgact 
gctgggggga ggactttgag tcctgcgagg 
agatccataa cacatgctgg gccatgatgg 
aggcccagga gagaggagtc cggtgtctac 
cgcaggaaaa cattgctggg gtcttcaaca 
ggaacatctt ccccatctgg gccctcggcc 
ttgctggcca cccctgagaa catgcctacc 
gccaaggggt cctggccggg ttggggagcc 



cccgtctacc agcgctgtgt caccctggtg 60 
acccagcacc ctgagcagta tgaggctccc 12 0 
cagcagcaat gacggagggc acgtgtctgc 180 
ccgccaccga cctcggccgc tggcgactca 240 
acctgcagga cgagcgcgcc ggccgcgagc 300 
tggacaccaa gaattacttt aaggacttgc 3 60 
tgaacgggat gacattttac gtggggctgc 42 0 
atggtggccc acttttcctc ctgccaggcc 480 
ctctgccagc cggatacaga gaagagattg 540 
acggtggctg gggcctgcac attgaggata 600 
atgtgtctct cagaattctg ggtgttgggc 660 
acattcttca caagaaaggt ggtgctgtgg 720 
ctgtcctgaa tgtttacagc tgggaaggcc 7 80 
ttcctgactg ggcaccggca cacccctcca 840 
tgcccatgag ctactgctac gccgttcggc 900 
gcctccgcca ggagctctat gtggaggact 960 
acaacgtggc ccccgacgag ctgtacacgc 102 0 
cgctcctcaa cctgtatgag caccaccaca 1080 
agctgtatga acacattgtg gccgacgacc 1140 
tctcgaaaac catcaacatg cttgtgcgct 1200 
tccaggagca tgtctccaga atcccggact 12 60 
tgcagggcac caacggctca cagatctggg 1320 
aggcgggcgg gcaccacagg cccgagtttt 1380 
tgaggctctc acaggtccca gataaccctc 1440 
gcaagggtgg cttctccttc agtacgctgg 1500 
ctgaggcctt gaaggctgtg ctgctcctgc 1560 
tccccagaga acggctctgc gatgctgtgg 1620 
gagggttcgc cacctatgag accaagcgtg 1680 
cggaggtctt cggggacatc atgattgact 1740 
tgcaggcgct taagtatttc cacaagcgtt 1800 
agaccctcac gcagggctta gagttctgtc 1860 
aaggctcctg gggagtttgc ttcacctacg 1920 
gtatggggca gacctaccga gatgggactg 1980 
tcctgctgtc ccggcagatg gcagacggag 2 040 
agcggcgtta tttgcagagt gcccagtccc 2100 
ggctgatggc cgttcggcat cctgacatcg 2160 
ttgagaaaca gctccccaat ggcgactggc 2220 
agtcctgtgc catctcctac acgagctaca 2280 
gcttctccca gctgtaccct gagagagccc 2340 
tgctgggtgc cgtctgtgcg ttccagtgag 2400 
ctcccataac cctgtcttgg gctccaaccc 2460 
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ctcaacctct 

gggtgggtgg 

ggcttgggtg 

ccacctctgg 

agttcttggg 

ctggggtcgg 

agggcaaccc 

gctcatggag 

gcctgcgtat 

atggggtggt 

tctgtcatgg 

cccacctgcg 

acagaaatgc 

caggggtgag 

acagccagca 

agcccggcat 

ctctgggctg 

tcccttctag 

aagttcaggt 

cacctgagac 

cccctgctgc 

cgccttctgg 

cagtggagat 

ggggcacccc 

gggtcttctg 

tgcctgctca 

cacatcttaa 

gtcaggtttg 

gcagcaggac 

ctcctagcca 

ttatactgaa 

tgattccctt 



atctcataga 

cttagactct 

aggaaggggg 

gcacggcctc 

agaggagcag 

ccctgggcag 

tgtgacaatg 

catcctgagg 

ggggtggtgt 

gtcatggagc 

aacatcccaa 

tggaatgctg 

acaggggaca 

gggcaggcag 

cccagcccat 

atacccaggg 

gagcgagggc 

cctctgaccc 

cctggctttg 

tgtcactgct 

cttgcccagg 

gcaggtagca 

ctgcgtctgg 

tctgccttgg 

tccagctccc 

gagccctgca 

aactgggctt 

cacatgctgt 

agacagtgaa 

tggtcagact 

aatgttactg 

aaaaaaaaaa 



tgtgaatctg 

tgatttttac 

cacaggagcc 

aaggtagtga 

ctgtgcctgt 

gcttctcctg 

gcaggtagtg 

ccgtgcagca 

catggagcct 

cgcatacccc 

gtctgtgcag 

tttgtgaggt 

cttacggaca 

cagttgtagt 

caccactccc 

cacccctacg 

caggttttgg 

agtctggtct 

cctttgcctg 

ctcccctggc 

gcacacccta 

gtccctggcc 

acaccctcag 

tgtgcagtcc 

ttgccccatg 

gggcttggtc 

tattttcgct 

ttttttttct 

tcacagagtc 

gtacaaaacg 

aaagtcactt 

aaaagg 



ggggccaggc 
tgtaggttca 
gtgacccctg 
ggctaggagg 
gtgattcctt 
caccttttgt 
tgcatccgtg 

gggagcccca 

catgcccctg 

tgggttgtga 

cagggagccc 

gtctacaggg 

cagaaatgca 

tactgccgcg 

tgggctggct 

gctgccgcca 

gccgaggctt 

ggcttgcatg 

atgtggatga 

tactgggagg 

tacctcctca 

tctccccctg 

atcctgtcat 

agggctctca 

tgctgtcact 

agctgcctgt 

gaaggaactg 

cagcccacgt 

tgccctgagc 

gttttccaga 

ttatgagcat 



tggaggcagg 

tttctgaaag 

aggaggcaca 

ttttttctga 

agtgtcgagt 

ctgctgggct 

aatagcccag 

tgcccctggg 

ggtcgtgagc 

gctcgcctgc 

catgcccctg 

tttatagtag 

caggggaggc 

gggcactgct 

ggcaggtatg 

gtctcatgcc 

ccccaggcaa 

gatgtagggc 

gcagctcaca 

agtcactgag 

tctgctcttc 

gctgatcact 

tgcctgccca 

cccaggtgcc 

gactctcctt 

tcagtgtcaa 

tgttgggacc 

gttctccccc 

agaggctgct 

aatgaaatgt 

ctgccttaat 



gatggggaca 252 0 
tagcttgtcg 25 8 0 
gcgccttctg 2640 
ccaatagctg 2700 
gggctctggg 2760 
gagggacacg 2820 
tgcgggggtt 2 880 
tcgtgagctt 2940 
tcgcctgagt 3000 
atatgcaggg 3 060 
gggacatgaa 3120 
tcttgtggac 3180 
cgagcataac 3240 
atgtgcaggg 3300 
gcaccctggg 3360 
caggtgggtg 3420 
tcctgtgagc 3480 
ttggggtggg 3 540 
tgctcagggc 3 600 
agcttcgtta 3660 
ccctccctgc 3720 
ctccctcagg 3780 
gagtccttca 3840 
gcaccctctg 3900 
gggactcgcc 3960 
cacttccctg 4020 
cttgacatct 4080 
acgtggggta 4140 
gtccctggga 4200 
aaatccattt 42 6 0 
aaacagacat 4320 
4346 



<210> 113 

<211> 2624 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 334851.5 



<400> 113 

ggagctacat ggcaacctca gcagaaactc 
gggcacatga ctcagactca tccttcccac 
tatcggtgaa agaccagagg aaggctatca 
cgagaaagta tggcgtggcg gtgcaggact 
tcctggcggt gatcaaggcc attgacccca 
attccacacg agaaaatcta gagaaggctt 
ccaggctcct ggagccagaa gacatcatgg 
cttacgtggc acagtttcta gaacgttttc 
cagataaaga agttcctatc gaatccactt 
aggagagcaa agtcttcgtt ctgactgaaa 
aaaccagcca cccaccaccc tccaaagtct 
aattccgcct ggatggtgtt tccagccatg 
accagattat tgaccaggtc ctgcaagggg 



tccatcttcc agcttgtccc ctggctcagg 60 
ccacacccac tgcagagagg agcgtggcaa 120 
aggccctgtt ggcgtgggtg cagaggaaaa 180 
ttgcgggcag ttggaggagt gggctggctt 240 
gcctggtgga catgaaacag gccctggaaa 3 00 
tcagcatcgc acaggatgcc ctgcacatcc 360 
ttgacacacc agacgagcag tctatcatga 420 
cggagttgga agccgaagat attttcgatt 480 
ttgttcgcat caaagaaact ccttctgaac 540 
atggggagcg tacctacact gttaaccatg 600 
ttgtctgtga caagcccgag agcatgaagg 6 60 
cgctgtcaga cagctccacc gagttcatgc 720 
gcccaggtaa gaccagcgac atcagtgagc 7 80 
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catctccaga 
cgatcaagaa 
acctgtccct 
gacatgtctt 
ttccagaatc 
ataattctca 
aaagtcactc 
aggttaacct 
taaaagcctc 
acaaagttcc 
atgctgaaaa 
agcctcaagt 
gctgtccttc 
ccaagagaaa 
gtgtgggcga 
ggagtcacag 
tcattcccca 
aggcttatgt 
agggctatat 
ccagttcctc 
gcaggggtgg 
accaccagca 
ccccaaacct 
gtagtaaaaa 
caccaggaag 
cttccaggac 
cggaatcgga 
gaaaccgaat 
acagcccgca 
ttctcttcct 
ggctctgata 



atcctccatt 
aacagttcac 
ttgctttgaa 
ggcagttgag 
ctcctctgac 
gtcttcttcc 
tctttcaccc 
gatgactgta 
aaaatttaac 
ttcacctcat 
actaggtaaa 
taagatggac 
agccccagaa 
gtccacccgt 
ggaattatct 
cgaagaaggc 
cgacctcttc 
agaagacccg 
gccagacctg 
ggtgccagga 
tgtgggtacc 
aagggagacc 
ggaaaacata 
aaaggaaaaa 
tgttcaatcc 
tagtcacagt 
tcattttagc 
attaaccagg 
gagtgactcc 
gtggctcctg 
cgtgtgtctg 



ttatcatcca 
tttgaggctg 
gggagcccaa 
gttgctgagg 
aaggtcgctg 
tgtaatggtg 
ccaggagaaa 
gaagctttag 
agcgacctaa 
gagacaaaac 
aggagtatta 
aaacatgaac 
gagacaccag 
cctcattatg 
tccagccccc 
ctggatttca 
tatttcccac 
gaggatctaa 
gactccaggg 
gagagcctcc 
acaccagcct 
aaagagaatg 
gcaaaccccc 
aggaaacatg 
tcagatgacc 
gactccagca 
tatgttcagt 
aaggccaaca 
ctgacacagc 
gtgtactgct 
gataataaaa 



gaaaggagaa 
acacctacaa 
gagtggcaaa 
aaaaggaaca 
gtgacatttt 
ctttagagag 
atactgtgat 
aggagggaga 
tagattttgc 
ctgacgagga 
aatctgctca 
ctcatcagga 
tggataaaaa 
aggaagaggg 
caagcagctg 
agccctcccc 
actatgaggt 
aaaatgaaga 
aggaggaggc 
ccagtgccag 
cagaacccgc 
accccatgga 
tagaagaaaa 
tggaccacgt 
tagaagaaga 
tttaccttcg 
tgaggaacgc 
gctcaggaga 
ttgtccagca 
tgctgctctt 
aagacaggac 



cgggaggtcc 
ggatcctttc 
ggaatcattg 
gaaacaggaa 
tttggtggag 
tacagcccgc 
ggccgattcc 
ctattttgaa 
ttctaccagc 
tgctgaggct 
caaaaagaag 
ctccggagaa 
gccagaggtg 
agaagacgat 
tgtcagcttg 
acccctctca 
tcccctggct 
aatggatctc 
cgatggctct 
cgaccaggtg 
tccactggcc 
cagccatcag 
tgtaacgaaa 
agaaagttca 
cagtagcgac 
acgacatact 
agcagatctg 
agccatgtca 
gccggatatg 
cccacaactg 
cctg 



aactctttgc 
tgcagtaaga 
aggcaggatg 
tcctcgaaga 
ggcacaaaca 
cacgatgaag 
ttccagatca 
gccatcccat 
caggctttca 
tttgagaatc 
gattcgccag 
gaagctgaag 
catgaaaagg 
gacctccagg 
gagacccttg 
aaggtttccg 
gcagttttgg 
gaagagccag 
cagagcagct 
ctgtatctca 
ccccatgagg 
tcccaggaat 
gaatcaatca 
ctatttgtag 
tacagcattc 
cataggtctt 
gatgacagaa 
ctggggagcc 
atgtatttta 
gatgttagca 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2624 



<210> 114 
<211> 996 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



995529.7 



<400> 114 

gccgcggaat 

aaaatagaga 

acaggtcaag 

agtactgcaa 

cttcaggatg 

gatctgaaga 

aaggtagtaa 

actccagttg 

cttttccatg 

cccaataatg 

aaatggaaac 

ttgctctcga 

aatcatccat 

aagtttccat 



aataagccgg 
aaattggaga 
tggtagccat 
ttcgggaaat 
tgcttatgca 
aatacttgga 
cactctggta 
acatttggag 
gggattcaga 
aagtgtggcc 
caggaagcct 
aaatgttaat 
attttaatga 
atgttatgtc 



gatctaccat 
aggtacctat 
gaaaaaaatc 
ttctctatta 
ggattccagg 
ttctatccct 
cagatctcca 
tataggcacc 
aattgatcaa 
agaagtggaa 
agcatcccat 
ctatgatcca 
tttggacaat 
aacagatagt 



acccattgac 
ggagttgtgt 
agactagaaa 
aaggaacttc 
ttatatctca 
cctggtcagt 
gaagtattgc 
atatttgctg 
ctcttcagga 
tctttacagg 
gtcaaaaact 
gccaaacgaa 
cagattaaga 
tgtgttttta 



taactatgga 
ataagggtag 
gtgaagagga 
gtcatccaaa 
tctttgagtt 
acatggattc 
tggggtcagc 
aactagcaac 
ttttcagagc 
actataagaa 
tggatgaaaa 
tttctggcaa 
agatgtagct 
ttgttaactc 



agattatacc 60 
acacaaaact 120 
aggggttcct 180 
tatagtcagt 240 
tctttccatg 300 
ttcacttgtt 360 
tcgttactca 420 
taagaaacca 480 
tttgggcact 540 
tacatttccc 600 
tggcttggat 660 
aatggcactg 720 
ttctgacaaa 780 
ttgtctattt 840 
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ttgtcttata tatatttctt tgttatcaaa cttcagctgt acttcgtctt ctaatttcaa 900 
aaatataact taaaaatgta aatattctat atgaatttaa atataattct gtaaatgtgt 960 
gtaggtctca ctgtaacaac tatttgttac tataat 996 

<210> 115 

<211> 1825 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 995529.8 



<400> 115 

ggagcggccg 

agattatacc 

acacaaaact 

aggggttcct 

tatagtcagt 

tctttccatg 

ttcacttgtt 

aagagttctt 

taaactggct 

tgaggtagta 

aactccagtt 

acttttccat 

tcccaataat 

caaatggaaa 

atttgctctc 

tgaatcatcc 

aaaagtttcc 

ttttgtctta 

aaaaatataa 

gtgtaggtct 

gaatcaggaa 

cctgtagttg 

aagtattttt 

tatacaacct 

tttaagcatt 

gttttcagta 

gatcaagggc 

ttaggtaggt 

actgaaggag 

agtgtttatt 

ttgggaataa 



ccgcggtaat 
aaaatagaga 
acaggtcaag 
agtactgcaa 
cttcaggatg 
gatctgaaga 
aagagttatt 
cacagagact 
gattttggcc 
acactctggt 
gacatttgga 
ggggattcag 
gaagtgtggc 
ccaggaagcc 
gaaaatgtta 
atattttaat 
atatgttatg 
tatatatttc 
cttaaaaatg 
cactgtaaca 
aaaatttgag 
gaactactaa 
atgctctgaa 
ggctaaagat 
cggaatgaga 
acttaaaaag 
tgtccgcaac 
tttgaaagct 
gtgcttatct 
agcagccatc 
actgtttaac 



aataagccgg 
aaattggaga 
tggtagccat 
ttcgggaaat 
tgcttatgca 
aatacttgga 
tataccaaat 
taaaacctca 
ttgccagagc 
acagatctcc 
gtataggcac 
aaattgatca 
cagaagtgga 
tagcatccca 
atctatgatc 
gatttggaca 
tcaacagata 
tttgttatca 
taaatattct 
actatttgtt 
ttggcttaaa 
aatttaggaa 
tgtttaaatg 
gaatattttt 
aaactataca 
ctaacatgag 
agggaagaac 
ttttgtctaa 
tggctttcga 
taaaaaggct 
aaata 



gatctaccat 
aggtacctat 
gaaaaaaatc 
ttctctatta 
ggattccagg 
ttctatccct 
cctacagggg 
aaatctcttg 
ttttggaata 
agaagtattg 
catatttgct 
actcttcagg 
atctttacag 
tgtcaaaaac 
cagccaaacg 
atcagattaa 
gttgtgtttt 
aacttcagct 
atatgaattt 
actataataa 
tcatctcagt 
aatgctaagt 
ttctcatcag 
ctactggtat 
gatttgagaa 
agcatgccaa 
agttttgaaa 
gtgaattctt 
gtctgagttt 
ctaatgtata 



acccattgac 
ggagttgtgt 
agactagaaa 
aaggaacttc 
ttatatctca 
cctggtcagt 
attgtgtttt 
attgatgaca 
cctatcagag 
ctggggtcag 
gaactagcaa 
attttcagag 
gactataaga 
ttggatgaaa 
aatttctggc 
gaagatgtag 
tattgttaac 
gtacttcgtc 
aaatataatt 
aactataata 
ccttatggca 
tcaagtttcg 
tttcttgcca 
tttaattttt 
atgatgctaa 
aatttgctaa 
atttatgaac 
atgccttggt 
aaaactacac 
tttaactaaa 



taactatgga 
ataagggtag 
gtgaagagga 
gtcatccaaa 
tctttgagtt 
acatggattc 
gtcactctag 
aaggaacaat 
tatatacaca 
ctcgttactc 
ctaagaaacc 
ctttgggcac 
atacatttcc 
atggcttggg 
aaaatggcac 
ctttctgaca 
tcttgtctat 
ttctaatttc 
ctgtaaatgt 
ttgatgtcag 
gttttatttt 
taatgctttg 
tgttgttaac 
gacctaaatg 
atttatagga 
gtcttacaaa 
tatcttattt 
cagagtaata 
attttgacat 
attactagct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1825 



<210> 116 

<211> 4416 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



201851.1 



<400> 116 



120 



PA-0035 US 



cggcggcggc gcggccgggc cggggagcgg 
ggcttctcca gctacagcag cctgtacgac 
gacagcgctt ctgctgcaag tagcatggag 
agagtccaga tgcaagaaga cgacatccag 
cggcggctga acattactga ggaacagcag 
gcaagaccac tgatgcagac cctgccctta 
ccaaagaaac ctactggctc tctaccatcc 
ccagcaacca aaagtaacat caagaggacc 
cgaagggaaa gcaatgggga ttccagagga 
tcttccagtg gcaaaaaaga acagtgaaag 
agaaggctat gtaaaaatgt ttcttcgtgg 
tcaagtggat tcttacagct tggaagcaaa 
ggaatgggtc tatgggtaca ggggtcgaga 
gggagagacc gtctacttca tcgcatccgt 
gcagaggcat tacgctggcc acaacgatga 
gatcacgata gcaacaggac aagttgcggg 
acatgtgcgc atctgggatt ctgtgacatt 
ttttgaccga gcagtcacct gtattgcatt 
tgctgtggat gactccaacg accatgtgct 
actagcagat gtgaagtgct ctaatgaagc 
caccaacatc atagttactt gtggaaaatc 
ctcccttaat aagaagcaag gattattcga 
tgtgactttc tctgaaaacg gtgacaccat 
atggggaaaa ggtacaaatc gaataagcta 
ttttgcactt tgtatgttaa gagatggcac 
gctcatttct tggagcggaa actatcaaaa 
tggtccaata cggacagtgg ccgaggggaa 
aaactttgtc ctgcagggca ctctgtcagg 
tgatgagctc tggggactgg ccatccatgc 
tgacaagcat gccactctct gggacgctgt 
agaggatcca gctcagtctt ctggttttca 
actcactggg aggtggtttg tgtttgacac 
agatggaaac gaacagctct ctgtaatgcg 
aggctcacat gacaactgca tctatatata 
gcgagtgggc aagtgctcgg gtcattccag 
ctcacagttc ctcgtgtcaa attccggaga 
ctgtaagcaa gtcgtaagtg tggaaactac 
cactttggga ttccatgttt ttggagtgtg 
tgccgtctgt cgggcccatg agaagaaact 
gcacctcttc tcatacccct gctcgcagtt 
cagcagccat gtcaccaatg tcgatttcct 
cgggaaagac acaagcatca tgcagtggcg 
gagcagcatg ggcaaggaag acacagactc 
ttgtttaaaa aattcttaca aacctcagga 
tagcgtgtca gcgggcgcca cagcggatca 
atatgacaca gtgcacattg aataccaaca 
aacagaagta actggtatat tcttagtaac 
gaatgccttt taaaacattg tatataatct 
caaatattta tgatgataat gaggtactga 
aaaggacaga tcacttcaga agagtgaata 
aaagatgaga ctgtgtttgg ttacattttc 
gctgtgagag agggcttgta tccctcttgt 
aatatttcag cagggtacac aggcgtttcc 
gatgcggtca gcctcttcac acccacctgg 
ctgattcacg gtgagacatt ttgccacctt 
ttgtacttgt ataggattct agcaattcat 



gcgcggcccg gcggcctcag catggaggac 60 
acgtcctcgc tgctccagtt ctgcaacgat 12 0 
gtgacagacc gcattgcttc actggagcag 180 
ctgctcaaat cagctctagc tgatgtggtt 240 
gccgtgctta acaggaaagg acctaccaaa 300 
agaaccacgg tcaacaatgg cactgtgtta 3 60 
ccctccgggt tcaggaaaga aactgctgtg 420 
agctcttctg aacgagtgtc tcctgggggt 480 
aaccggaatc gcacaggctc caccagcagc 540 
caaacccaag gagcctgtat tcagtgcaga 600 
acgccctgtt accatgtaca tgcccaaaga 660 
agtagaactt ccaaccaaga gactcaagct 72 0 
ctgccgtaac aacctgtact tgcttccgac 780 
ggtggtgtta tacaacgtgg aggagcaact 840 
cgtgaagtgc ctagcagttc atcctgatcg 900 
cacatcgaag gatggaaaac aattgccccc 9 60 
gaatactctc cacgtcattg gaataggttt 102 0 
ctcaaaatct aatggaggaa ccaatctctg 1080 
ctctgtatgg gactggcaga aagaagaaaa 1140 
tgtgtttgct gcggatttcc accccacgga 1200 
acatctctac ttttggacac tagaaggaag 12 60 
gaaacaagaa aagccaaagt ttgtcctctg 1320 
tactggagat tcaagtggca acatcttagt 1380 
tgcagttcag ggggcccatg agggtggcat 1440 
actggtgtcg ggaggtggga aagaccgaaa 1500 
acttcgtaaa acggagattc cagaacagtt 1560 
aggcgatgtg atcttgattg gcacaactcg 1620 
ggacttcaca cccattactc agggtcacac 1680 
ctcaaaacct cagttcttga cctgtgggca 1740 
gggtcaccgt cccgtctggg acaaaataat 1800 
tccttcaggg tctgtggttg cagtcggaac 1860 
agaaacaaaa gacttggtca ccgttcacac 1920 
atactcacca gatgggaatt tcttagccat 1980 
tggcgttagt gacaacggga ggaagtacac 2 040 
cttcattact cacctggact ggtctgtaaa 2100 
ctacgaaatc ctctactggg ttccctctgc 2160 
aagagacatt gaatgggcta cctatacctg 2220 
gccagaaggc tcggacggaa ccgacatcaa 2280 
cctgtcaaca ggcgacgact ttggcaaagt 2340 
cagggctcca agccacatct acggcgggca 2 400 
ctgtgaagac agccacctca tctccacggg 2460 
cgtcatttag tacccaccga gagctgtggg 2520 
gcattaccct tggtcactgt gatttctgtt 2580 
aaactgtgcc ctccgccggc taccttagct 2 640 
gcggttccgt gttcactttt gttgtacaat 2700 
aggttgcaac gtttacatta tagccacatc 2760 
ttttctatga actcttcaaa aatggtcaca 2820 
tcactgtttt caccatctag cttgctaagt 2880 
accacgatgg ctgttgagga attggtccta 2 940 
actgatttgc acagctgaat caggagacac 3 000 
caaagtttca ttgcattctc ccttggggag 3060 
gctaagcaga ctctactcct aactgacttc 3120 
aagtttcagt gacaccgtcc tgcctaacca 3180 
cttgcatccc ccatcccttg ttcacacgcc 3240 
cttgtgtata ttacttggca tgagatgata 33 00 
aataaatatg taagactagg ctttactgtc 3 3 60 



121 



PA-0035 US 



ttatgcttat 
ctctctcgag 
agggcagctg 
tgagttctga 
gattgtgtga 
tagaagagta 
taaatgaatg 
caactttcaa 
taaacaccat 
ataatgaaat 
aattaaaata 
attctcacct 
gatggcgtgg 
ctcaattggc 
caatggagag 
gtaaggtctg 
tacaaacaca 
actattgctc 



ggacattgta 
cgcaccataa 
cttttcctgt 
tgcgttaaac 
cagattgaaa 
ataaacagac 
gaattatctg 
aaacattttt 
gtattattga 
aaaatctgaa 
tttaaaatta 
gggccatttg 
aagcattcat 
agtttacgtg 
aatgataaga 
cttttatttc 
cacacatcta 
tctttataat 



tatttgtatt 
acctgcagag 
cttttgtgca 
ggaggtggca 
tttattgttt 
tttaaagcaa 
agctctatgg 
gatgacatca 
agatgaatct 
aagtggattt 
gatatgattc 
cagatgagac 
caggggagat 
gttttgtgaa 
tgagggaagg 
tatgtactcc 
ctattttaga 
gattaatcac 



ttatgaccaa 
agaagtctcg 
tgggcgaccc 
gaaatttgtc 
acattgggga 
atattaagat 
cactggttgt 
ccagcctact 
gtttgtatgt 
cttattgacc 
acactatatt 
tgtagtttgc 
aaccataaag 
tactggcaaa 
aaaaggcatt 
tgtttgccaa 
taaatgtact 
tttatt 



gtagaccaag 
aaaggctcca 
attacagtat 
aagaaggcct 
atgtatctca 
ttttactcat 
ttagagtgac 
gcagaagtgc 
atccttgtca 
tatattcatg 
ctgtttcata 
agatgagact 
gatttggcct 
agcaattgtt 
cattattgac 
gctcaataat 
gttatatata 



tcagaaagat 
ccaggtacca 
gagataagat 
tatccatttc 
aatttttaaa 
tcaaggcaag 
tgatgaagtg 
agggcaccag 
aatatattct 
aaagcatata 
tgcagatttt 
gtagtttgca 
aattaccata 
tttaaattaa 
ttacatgtca 
ggacaaagga 
tatgtaaact 



3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4416 



<210> 117 

<211> 1606 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



059509CB1 



<400> 117 

caactcattc 

tgaccggctg 

aggtccaggg 

tcctgcagtc 

tgcaggacaa 

gggaccccaa 

gtcagctcgt 

aaaagcaaca 

acataactgg 

aggctctggg 

gcaacttgca 

actcccaaac 

aaatggtcca 

gtgctagaaa 

ggggaatatt 

tgatagacat 

ggaaagaaaa 

gatgtttcaa 

atgcaatctg 

tgactcactt 

tcagtttgct 

catcttctgt 

tctctcaagt 

agtcaaaaga 

acctgtaatc 

gaccatagtg 

tgtgttggca 



gctttcattt 
cctggctgac 
gggacccagc 
tctctgtgtg 
gtactccaaa 
tgacgaagag 
tagaaagatg 
aaatatttct 
gaccagagga 
ccgcaaaata 
cttgaggaat 
atactttcga 
atatatttac 
tagttgttgg 
tgagcttaag 
ggaccatgaa 
agcaataacc 
aaaatctgac 
agtagagcag 
atcccaagag 
agcagaaatc 
ctttataatc 
agtgtatcac 
gagaagaggc 
ccaacatttt 
accaacatag 
catgcctgta 



cctcactgac 
ttacagcagt 
ctgggacaga 
gctgtaactt 
agtggcattg 
agtatgaaca 
attttgagaa 
cccctagtga 
agaagcaaca 
aactcctggg 
ggtgaactgg 
tttcaggagg 
aaatacacaa 
tctaaagatg 
gaaaatgaca 
gccagttttt 
tcaaagtgac 
caaaacaaac 
ccacaaccaa 
aatgaaattg 
tagaagactg 
tactccttgt 
agtagtagcc 
accactaaaa 
gggaacccaa 
tgaaacccca 
gtcccagcta 



tataaaagaa 
cagactctga 
cctgcgtgct 
acgtgtactt 
cttgtttctt 
gcccctgctg 
cctctgagga 
gagaaagagg 
cattgtcttc 
aatcatcaag 
tcatccatga 
aaataaaaga 
gttatcctga 
cagaatatgg 
gaatttttgt 
ttggggcctt 
tattcagttt 
aaacagaaaa 
aaaattctac 
ctgaaagatc 
tcagcttcca 
aaagactgta 
tccaggtttc 
gatcgcagtt 
ggtgggtaga 
tctctactga 
cttgagaggc 



tagagaagga 
caggatcatg 
gatcgtgatc 
taccaacgag 
aaaagaagat 
gcaagtcaag 
aaccatttct 
tcctcagaga 
tccaaactcc 
gagtgggcat 
aaaagggttt 
aaacacaaag 
ccctatattg 
actctattcc 
ttctgtaaca 
tttagttggc 
tcaggatgat 
cagaaaacaa 
aacacacact 
tttcaggact 
aacattaatg 
gaagaaagcg 
cttaagggac 
tgcctggtgc 
tcacgagatc 
aagtgcaaaa 
tgaggg 



agggcttcag 
gctatgatgg 
ttcacagtgc 
ctgaagcaga 
gacagttatt 
tggcaactcc 
acagttcaag 
gtagcagctc 
aagaatgaaa 
tcattcctga 
tactacatct 
aacgacaaac 
ttgatgaaaa 
atctatcaag 
aatgagcact 
taactgacct 
acactatgaa 
aaaaacctct 
gttctgaaag 
ctacctcata 
caatggttaa 
caacaatcca 
aacatcctta 
agtggctcac 
aagagatcaa 
attagctggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1606 



122 



PA-0035 US 



<210> 118 
<211> 281 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 059509CD1 

<400> 118 



Met 


Ala 


Met 


Met 


Glu 


Val 


Gin 


Gly Gly 


Pro 


Ser 


Leu 


Glv 


Gin 


Thr 


1 








5 










10 










15 


Cys 


Val 


Leu 


He 


Val 


He 


Phe 


Thr 


Val 


Leu 


Leu 


Gin 


Ser 


Leu 


Cvs 










20 










25 










30 


Val 


Ala 


Val 


Thr 




Val 


j.y x 


Phe 


Thr 


Asn 


Glu 


Leu 


Lys 


Gin 


Met 










35 










40 










45 


Gin Asp 


Lys 




Ser 


Lys 


Ser 


Gly 


He 


Ala 


Cys 


Phe 


Leu 


Lys 


Glu 










50 










55 










60 


Asp Asp 


Car 


±yr 


irp 




ir x u 


Asn Asp 


m n 


Glu 


Ser 


Met 


Asn 


Ser 










65 










70 










75 


Pro 


Cys 


irp 


ri~[ -n 


val 




l xp 


Gin 


Leu 




Gin 


Leu 


Val 


Arg 


Lys 










80 










85 










90 


Met 


He 


Leu 


Arg 


Thr 


Ser 


Glu 


Glu 


Thr 


He 


Ser 


Thr 


Val 


Gin 


Glu 










95 










100 










105 


Lys 


Gin 


Gin 


Asn 


He 


Ser 


Pro 


Leu 


Val 


Arg 


Glu 


Arg 


Gly 


Pro 


Gin 










110 










115 










120 


Arg 


Val 


Ala 


Ala 


His 


He 


Thr 


Gly Thr 


Arg 


Gly Arg 


Ser 


Asn 


Thr 










125 










130 










135 


Leu 


Ser 




Pro 


Asn 


Ser 


Lys 


Asn 


Glu 


Lys 


Ala 


Leu 


Gly 


Arg 


Lys 










140 










145 










150 


He 


Asn 


Ser 


Trp 


Glu 


Ser 


Ser 


Arg 


Ser 


Gly 


His 


Ser 


Phe 


Leu 


Ser 










155 










160 










165 


Asn 


Leu 


His 


Leu 


Arg 


Asn 


Gly 


Glu 


Leu 


Val 


He 


His 


Glu 


Lys 


Gly 










170 










175 










180 


Phe 


Tyr 


Tyr 


He 


Tyr 


Ser 


Gin 


Thr 


Tyr 


Phe 


Arg 


Phe 


Gin 


Glu 


Glu 










185 










190 










195 


He 


Lys 


Glu 


Asn 


Thr 


Lys 


Asn 


Asp 


Lys 


Gin 


Met 


Val 


Gin 


Tyr 


He 










200 










205 










210 


Tyr 


Ly s 


Tyr 


Thr 


Ser 


Tyr 


Pro 


Asp 


Pro 


He 


Leu 


Leu 


Met 


Lys 


Ser 










215 










220 










225 


Ala 


Arg 


Asn 


Ser 


Cys 


Trp 


Ser 


Lys 


Asp 


Ala 


Glu 


Tyr 


Gly 


Leu 


Tyr 










230 










235 










240 


Ser 


He 


Tyr 


Gin 


Gly 


Gly 


He 


Phe 


Glu 


Leu 


Lys 


Glu 


Asn 


Asp 


Arg 










245 










250 










255 


He 


Phe 


Val 


Ser 


Val 


Thr 


Asn 


Glu 


His 


Leu 


He 


Asp 


Met 


Asp 


His 










260 










265 










270 


Glu 


Ala 


Ser 


Phe 


Phe 


Gly 


Ala 


Phe 


Leu 


Val 


Gly 


















275 










280 













<210> 119 
<211> 593 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 481231.14 



123 



PA- 003 5 US 



<400> 119 

aggaggtgcg 

ttgccccagg 

gcggtgctga 

caagatgaac 

gatgtgctca 

aaacagctaa 

ctgcgcgaac 

gagggcctga 

gcgctcgagg 
ctgagcgctc 



tcctgctgcc 
ccgggcctct 
ccttggccgt 
ccccccagag 
aagacagcgg 
acctaaagct 
agctcggccc 
ggcaggagat 
acctccgcca 
tcgaggagta 



tgccccggtc 
gggtacctga 
gctcttcctg 
cccctgggat 
cagagactat 
ccttgacaac 
tgtgacccag 
gagcaaggat 
aggcctgctg 
cactaagaag 



actctggctc 
ggtcccccac 
acggggagcc 
cgagtgaagg 
gtgtcccagt 
tgggacagcg 
gagttctggg 
ctggaggagg 
cccgtgctgg 
ctcaacaccc 



cccagctcaa 
ggcccttcag 
aggctcggca 
acctggccac 
ttgaaggctc 
tgacctccac 
ataacctgga 
tgaaggccaa 
agagcttcaa 
agtgaggcgc 



ggttcaggcc 60 
gatgaaagct 120 
tttctggcag 180 
tgtgtacgtg 240 
cgccttggga 3 00 
cttcagcaag 360 
aaaggagaca 420 
ggtgcagccc 480 
ggtcagcttc 540 
ccg 593 



<210> 120 
<211> 2218 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



280276CB1 



<400> 120 

tgctcctcag 

ggtcctaagt 

tgaaggagga 

ttcagactgg 

gatgaaaggg 

aaattcacta 

aatggaaatt 

agtgtcagag 

acagcatatc 

ggaggtggac 

tcgtgaagta 

caaagactta 

tccagacttg 

ggcattaaca 

tactcgagga 

tagcagtgct 

ccctgggagc 

aagtactgga 

tgggagccct 

tgctgggcac 

atctggaagt 

ctggggcaca 

cacagaaaaa 

cacctctggt 

tattggtcct 

tgactgtccc 

ccgccatagg 

cccaggtttc 

agaatctggc 

attcccttcc 

caacagagga 

tgaagccgat 

cagaggtatc 

tatttctgca 



gagccagccc 
gtggtgggca 
ggcgtgcgtg 
cccttctgct 
ttgattgatg 
tttgaatatc 
ttgagaggcg 
gatctgagaa 
cagcttctgc 
attgatatta 
gatctgaagg 
cttccctcta 
gttcccggaa 
gacatgccgc 
ggctccacct 
ggaagctgga 
tctgggactg 
agctggaact 
agacctggta 
tggacctctg 
tttaggccag 
tttgaagagg 
ctggtcactt 
agcacaacca 
gatggtcaca 
gaggcaatgg 
caccctgatg 
ttctcaccta 
atcttcacaa 
cgtggtaaat 
gactccacat 
catgaaggaa 
cacacttctc 
cagtgttccc 



cacccttaga 
cagcatggac 
gcccaagggt 
ctgatgaaga 
aagtcaatca 
agaagaacaa 
atttttcctc 
gcagaattga 
agaaaaatgt 
agatccgatc 
actatgaaga 
gagataggca 
attttaagag 
agatgagaat 
cttatggaac 
actctgggag 
gagggactgc 
ctgggagctc 
gtaccggaac 
agagctctgt 
atagcccagg 
tgtcaggaaa 
ctaaaggaga 
ccacgcgtcg 
aagaagttac 
atttaggcac 
aagctgcctt 
tgttaggaga 
atacaaagga 
cttcaagtta 
ttgaaagcaa 
cacatagcac 
ctttggggaa 
atggcccctt 



aaagatgttt 
tgcagatagt 
tgtggaaaga 
ctggaactac 
agattttaca 
taaggattct 
agccaataac 
agtcctgaag 
tagagctcag 
ttgtcgaggg 
tcagcagaag 
acacttacca 
ccagcttcag 
ggagttagag 
cggatcagag 
ctctggacct 
aacctggaaa 
tggaactgga 
ctggaatcct 
atctggtagt 
ctctgggaac 
tgtaagtcca 
taaagagctc 
ttcatgctct 
caaagaagtg 
attgtctggc 
cttcgacact 
gtttgtcagt 
atccagttct 
cagcaaacaa 
gagctataaa 
caagagaggc 
gccttccctg 
gcatttcctt 



tccatgagga 
ggtgaaggtg 
catcaatctg 
aaatgccctt 
aacagaataa 
cattcgttga 
cgtgataata 
cgcaaagtca 
ttggttgata 
tcatgcagta 
caacttgaac 
ctgataaaaa 
aaggtacccc 
agacctggtg 
acggaaagcc 
ggaagtactg 
cctgggagct 
agtactggaa 
ggcagctctg 
actggacaat 
gcgaggccta 
gggacaagga 
aggactggta 
aaaaccgtta 
gtgacctccg 
ataggtactc 
gcctcaactg 
gagactgagt 
catcaccctg 
tttactagta 
atggcagatg 
catgctaaat 
tccccctaga 
cttaactctc 



tcgtctgcct 
actttctagc 
cctgcaaaga 
ctggctgcag 
ataagctcaa 
ccactaatat 
cctacaaccg 
tagaaaaagt 
tgaaacgact 
gggctttagc 
aggtcattgc 
tgaaaccagt 
cagagtggaa 
gaaatgagat 
ccaggaaccc 
gaaaccgaaa 
ctggacctgg 
accaaaaccc 
aacgcggaag 
ggcactctga 
acaacccaga 
gagagtacca 
aagagaaggt 
ctaagactgt 
aagatggttc 
tggatgggtt 
gaaaaacatt 
ctaggggctc 
ggatagctga 
gcacgagtta 
aggccggaag 
ctcgccctgt 
ctaagttaaa 
tgttacacgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 
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cattgaaact acactttttt ggtctgtttt tgtgctagac tgtaagttcc ttgggggcag 2100 
ggcctttgtc tgtctcatct ctgtattccc aaatgcctaa cagtacagag ccatgactca 2160 
ataaatacat gttaaatgga tgaatgaatt cctctgaaac tctaaaaaaa aaaaaaaa 2218 

<210> 121 
<211> 644 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 280276CD1 

<400> 121 

Met Phe Ser Met Arg lie Val Cys Leu Val Leu Ser Val Val Gly 
15 10 15 

Thr Ala Trp Thr Ala Asp Ser Gly Glu Gly Asp Phe Leu Ala Glu 
20 25 30 

Gly Gly Gly Val Arg Gly Pro Arg Val Val Glu Arg His Gin Ser 
35 40 45 

Ala Cys Lys Asp Ser Asp Trp Pro Phe Cys Ser Asp Glu Asp Trp 
50 55 60 

Asn Tyr Lys Cys Pro Ser Gly Cys Arg Met Lys Gly Leu lie Asp 
65 70 75 

Glu Val Asn Gin Asp Phe Thr Asn Arg lie Asn Lys Leu Lys Asn 
80 85 90 

Ser Leu Phe Glu Tyr Gin Lys Asn Asn Lys Asp Ser His Ser Leu 
95 100 105 

Thr Thr Asn lie Met Glu lie Leu Arg Gly Asp Phe Ser Ser Ala 

110 115 120 

Asn Asn Arg Asp Asn Thr Tyr Asn Arg Val Ser Glu Asp Leu Arg 

125 130 135 

Ser Arg lie Glu Val Leu Lys Arg Lys Val lie Glu Lys Val Gin 

140 145 150 

His lie Gin Leu Leu Gin Lys Asn Val Arg Ala Gin Leu Val Asp 

155 160 165 

Met Lys Arg Leu Glu Val Asp lie Asp lie Lys lie Arg Ser Cys 

170 175 180 

Arg Gly Ser Cys Ser Arg Ala Leu Ala Arg Glu Val Asp Leu Lys 

185 190 195 

Asp Tyr Glu Asp Gin Gin Lys Gin Leu Glu Gin Val lie Ala Lys 

200 205 210 

Asp Leu Leu Pro Ser Arg Asp Arg Gin His Leu Pro Leu lie Lys 

215 220 225 

Met Lys Pro Val Pro Asp Leu Val Pro Gly Asn Phe Lys Ser Gin 

230 235 240 

Leu Gin Lys Val Pro Pro Glu Trp Lys Ala Leu Thr Asp Met Pro 

245 250 255 

Gin Met Arg Met Glu Leu Glu Arg Pro Gly Gly Asn Glu lie Thr 

260 265 270 

Arg Gly Gly Ser Thr Ser Tyr Gly Thr Gly Ser Glu Thr Glu Ser 

275 280 285 

Pro Arg Asn Pro Ser Ser Ala Gly Ser Trp Asn Ser Gly Ser Ser 

290 295 300 

Gly Pro Gly Ser Thr Gly Asn Arg Asn Pro Gly Ser Ser Gly Thr 

305 310 315 
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Gly 


Gly 


Thr 


Ala 


Thr 


Trp 


Lys 


Pro 


Gly 


Ser 


Ser Gly 


Pro 


Gly 


Ser 










320 










325 










330 


Thr 


Gly 


Ser 


Trp Asn 


Ser 


Gly 


Ser 


Ser 


Gly 


Thr 


Gly 


Ser 


Thr 


Gly 










335 










340 










345 


Asn 


Gin 


Asn 


Pro 


Gly 


Ser 


Pro 


Arg 


Pro 


Gly 


Ser 


Thr 


Gly 


Thr 


Trp 










350 










355 










360 


Asn 


Pro 


Gly 


Ser 


Ser 


Glu 


Arg 


Gly 


Ser 


Ala 


Gly 


His 


Trp 


Thr 


Ser 










365 










370 










375 


Glu 


Ser 


Ser 


Val 


Ser 


Gly 


Ser 


Thr 


Gly 


Gin 


Trp 


His 


Ser 


Glu 


Ser 










380 










385 










390 


Gly 


Ser 


Phe 


Arg 


Pro 


Asp 


Ser 


Pro 


Gly 


Ser 


Gly Asn 


Ala 


Arg 


Pro 










395 










400 










405 


Asn 


Asn 


Pro 


Asp 


Trp 


Gly 


Thr 


Phe 


Glu 


Glu 


Val 


Ser 


Gly 


Asn 


Val 










410 










415 










420 


Ser 


Pro 


Gly 


Thr 


Arg 


Arg 


Glu 


Tyr 


His 


Thr 


Glu 


Lys 


Leu 


Val 


Thr 










425 










430 










435 


Ser 


Lys 


Gly 


Asp 


Lys 


Glu 


Leu 


Arg 


Thr 


Gly 


Lys 


Glu 


Lys 


Val 


Thr 










440 










445 










450 


Ser 


Gly 


Ser 


Thr 


Thr 


Thr 


Thr 


Arg Arg 


Ser 


Cys 


Ser 


Lys 


Thr 


Val 










455 










460 










465 


Thr 


Lys 


Thr 


Val 


He 


Gly 


Pro 


Asp 


Gly 


His 


Lys 


Glu 


Val 


Thr 


Lys 










470 










475 










480 


Glu 


Val 


Val 


Thr 


Ser 


Glu 


Asp 


Gly Ser 


Asp 


Cys 


Pro 


Glu 


Ala 


Met 










485 










490 










495 


Asp 


Leu 


Gly 


Thr 


Leu 


Ser 


Gly 


He 


Gly 


Thr 


Leu Asp 


Gly 


Phe 


Arg 










500 










505 










510 


His 


Arg 


His 


Pro 


Asp 


Glu 


Ala 


Ala 


Phe 


Phe 


Asp 


Thr 


Ala 


Ser 


Thr 










515 










520 










525 


Gly 


Lys 


Thr 


Phe 


Pro 


Gly 


Phe 


Phe 


Ser 


Pro 


Met 


Leu 


Gly 


Glu 


Phe 










530 










535 










540 


Val 


Ser 


Glu 


Thr 


Glu 


Ser 


Arg 


Gly 


Ser 


Glu 


Ser 


Gly 


He 


Phe 


Thr 










545 










550 










555 


Asn 


Thr 


Lys 


Glu 


Ser 


Ser 


Ser 


His 


His 


Pro 


Gly 


He 


Ala 


Glu 


Phe 










560 










565 










570 


Pro 


Ser 


Arg 


Gly 


Lys 


Ser 


Ser 


Ser 


Tyr 


Ser 


Lys 


Gin 


Phe 


Thr 


Ser 










575 










580 










585 


Ser 


Thr 


Ser 


Tyr Asn 


Arg 


Gly 


Asp 


Ser 


Thr 


Phe 


Glu 


Ser 


Lys 


Ser 










590 










595 










600 


Tyr 


Lys 


Met 


Ala 


Asp 


Glu 


Ala 


Gly 


Ser 


Glu 


Ala 


Asp 


His 


Glu 


Gly 










605 










610 










615 


Thr 


His 


Ser 


Thr 


Lys 


Arg 


Gly 


His 


Ala 


Lys 


Ser 


Arg 


Pro 


Val 


Arg 










620 










625 










630 


Gly 


lie 


His 


Thr 


Ser 


Pro 


Leu 


Gly Lys 


Pro 


Ser 


Leu 


Ser 


Pro 












635 










640 













<210> 122 

<211> 1712 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 4675668CB1 

<400> 122 

ctttcttcag tccccacgtg cgatccttcc cggcaacttt ttcgagaaaa atgcccaaat 60 
tcaaggcggc ccgtggggtg gggggtcagg aaaaacatgc gcccctggcc gatcagatcc 120 
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tggctgggaa 
aagcggagga 
agcaacagga 
aacgcaccac 
agtggcccac 
ttgtggaccc 
ggcgcaccct 
cagtcatgtc 
tgtacagggg 
ttaagatcat 
cctggactgc 
gcatggccca 
aatacaaacg 
gagcctggtt 
aagccatcat 
cggccatgct 
tgctgctgga 
tcctggggtt 
ctttggtcca 
tgctccggct 
cagtcccccg 
tcctggccaa 
gagctttaat 
tcccagtcca 
ttatccctgt 
cagctggggc 
aggcaaagac 



tgcggtgcgg 
agagtatgtg 
ggaactcgag 
gcggctgggt 
cctggagaag 
tgaggatgag 
ggctgacatc 
agaggtgtcg 
ggtccgggag 
ccctgcactc 
agctgccatg 
gcgcttctac 
actcaacttc 
caaagggatc 
tgtgggtagc 
gaaaattgct 
taagaagtat 
ccggacagag 
gcgctacaag 
gcagccccat 
cgatgtggaa 

aggggtttgg 

ggctgaagac 
ggacaggaag 
ttagttctga 
ttggtgtgag 
agatatttat 



gcgggggtcc 
gggccccggc 
gccgagcatg 
ccaagaatgc 
gctgccacaa 
cgtgccatag 
atcatggaga 
ggcttcccta 
gtattatcta 
tccaactggg 
taccaggcca 
aaccttgtcc 
catctctaca 
ctgattccac 
atcatcacca 
gagatggaat 
gcactgcctt 
aagcgtgaac 
gccgacttgg 
ccacagctat 
gatgttccca 
aaggacacca 
ccagatcagg 
gactgagggt 
gagccaactt 
tactttttct 
tgaaaaaaaa 



gggagaagcg 
tgagccgacg 
ggactgggga 
ctcaggatgg 
tgacagcagc 
agatgttcat 
agctgactga 
tgccccagct 
agtaccgcag 
agcaaatcct 
ccaggatttt 
tgctccctcg 
tggctctcaa 
tgtgcgagtc 
agtgctccat 
acagcggtgc 
accgggtgct 
tgcctgtgct 
ccacagacca 
cgcccgaaat 
tcaccgtgga 
agacccccgt 
gcagtgacag 
ctggctggtt 
gagataccat 
atggctattg 
aa 



gcggggtcgc 
gattttgcag 
caagcccgcg 
atcagatgac 
gggccatcat 
gaacaagaac 
gaagcagaca 
ggacccccgg 
tggaaaactg 
ctacgtcaca 
tgcctctaac 
agtacgagat 
gaaggccctt 
tggcacttgt 
ccctgtgttg 
caacagcatc 
ggatgcccta 
gtggcaccag 
gaaagaggcc 
caggcgtgag 
gtgaggaaaa 
tggtgactga 
atcacaggga 
ccctcttcca 
atgctagcat 
tgtcaggtca 



gggacaggag 
caagcacggc 
gcgccgcggg 
gaggacgagg 
gcagaggtgg 
cctcctgcca 
gaggttgaga 
gtcctagaag 
cccaaggcat 
gagccggagg 
ctgaaggaac 
gacgttgctg 
ttcaaacctg 
accctccggg 
cactccagtg 
ttcctgcgac 
gtcttccact 
tgcctcctga 
ctcttagaac 
cttcagagtg 
cagtcagctg 
agatgacact 
catctgtggc 
ttctaggccc 
tcccagtccc 
ctgtggataa 



180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1712 



<210> 123 
<211> 437 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 123 



4675668CD1 



Met 


Pro 


Lys 


Phe 


Lys 


Ala 


Ala 


Arg 


Gly 


Val 


Gly 


Gly 


Gin 


Glu 


Lys 


1 








5 










10 










15 


His 


Ala 


Pro 


Leu 


Ala 
20 


Asp 


Gin 


lie 


Leu 


Ala 
25 


Gly 


Asn 


Ala 


Val 


Arg 
30 


Ala 


Gly 


Val 


Arg 


Glu 
35 


Lys 


Arg 


Arg 


Gly 


Arg 
40 


Gly 


Thr 


Gly 


Glu 


Ala 
45 


Glu 


Glu 


Glu 


Tyr 


Val 
50 


Gly 


Pro 


Arg 


Leu 


Ser 
55 


Arg 


Arg 


He 


Leu 


Gin 

60 


Gin 


Ala 


Arg 


Gin 


Gin 
65 


Gin 


Glu 


Glu 


Leu 


Glu 
70 


Ala 


Glu 


His 


Gly 


Thr 
75 


Gly 


Asp 


Lys 


Pro 


Ala 

80 


Ala 


Pro 


Arg 


Glu 


Arg 
85 


Thr 


Thr 


Arg 


Leu 


Gly 
90 


Pro 


Arg 


Met 


Pro 


Gin 
95 


Asp 


Gly 


Ser 


Asp 


Asp 
100 


Glu 


Asp 


Glu 


Glu 


Trp 
105 


Pro 


Thr 


Leu 


Glu 


Lys 
110 


Ala 


Ala 


Thr 


Met 


Thr 
115 


Ala 


Ala 


Gly 


His 


His 
120 


Ala 


Glu 


Val 


Val 


Val 
125 


Asp 


Pro 


Glu 


Asp 


Glu 
130 


Arg 


Ala 


He 


Glu 


Met 
135 
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Phe 


Met 


Asn 


Lys 


Asn 
140 


Pro 


Pro 


Ala 


Arg 


Arg 
145 


Thr 


Leu 


Ala 


Asp 


He 
150 




He 


Met 


Glu 


Lys 


Leu 
155 


Thr 


Glu 


Lys 


Gin 


Thr 
160 


Glu 


Val 


Glu 


Thr 


Val 
165 




Met 


Ser 


Glu 


Val 


Ser 
170 


Gly 


Phe 


Pro 


Met 


Pro 
175 


Gin 


Leu 


Asp 


Pro 


Arg 
180 




Val 


Leu 


Glu 


Val 


Tyr 


Arg 


Gly Val 


Arg 


Glu 


Val 


Leu 


Ser 


Lys 


Tyr 












185 










190 










195 




Arg 


Ser 


Gly 


Lys 


Leu 
200 


Pro 


Lys 


Ala 


Phe 


Lys 
205 


He 


He 


Pro 


Ala 


Leu 
210 




Ser 


Asn 


Trp 


Glu 


Gin 
215 


He 


Leu 


Tyr 


Val 


Thr 
220 


Glu 


Pro 


Glu 


Ala 


Trp 
225 




Thr 


Ala 


Ala 


Ala 


Met 
230 


Tyr 


Gin 


Ala 


Thr 


Arg 
235 


He 


Phe 


Ala 


Ser 


Asn 
240 




Leu 


Lys 


Glu 


Arg 


Met 


Ala 


Gin Arg 


Phe 


Tyr 


Asn 


Leu 


Val 


Leu 


Leu 












245 










250 










255 




Pro 


Arg 


Val 


Arg 


Asp 
260 


Asp 


Val 


Ala 


Glu 


Tyr 
265 


Lys 


Arg 


Leu 


Asn 


Phe 
270 




His 


Leu 


Tyr 


Met 


Ala 
275 


Leu 


Lys 


Lys 


Ala 


Leu 
280 


Phe 


Lys 


Pro 


Gly 


Ala 
285 




Trp 


Phe 


Lys 


Gly 


He 


Leu 


He 


Pro 


Leu 


Cys 


Glu 


Ser 


Gly 


Thr 


Cys 












290 










295 










300 


. Pk 


Thr 


Leu 


Arg 


Glu 


Ala 


He 


He 


Val 


Gly 


Ser 


He 


He 


Thr 


Lys 


Cys 


|U 










305 










310 










315 




Ser 


He 


Pro 


Val 


Leu 


His 


Ser 


Ser 


Ala 


Ala 


Met 


Leu 


Lys 


He 


Ala 


* zs. 










320 










325 










330 




Glu 


Met 


Glu 


Tyr 


Ser 


Gly 


Ala 


Asn 


Ser 


He 


Phe 


Leu 


Arg 


Leu 


Leu 


Q 










335 










340 










345 


\M 


Leu 


Asp 


Lys 


Lys 


Tyr 


Ala 


Leu 


Pro 


Tyr 


Arg 


Val 


Leu 


Asp 


Ala 


Leu 












350 










355 










360 




Val 


Phe 


His 


Phe 


Leu 


Gly 


Phe 


Arg 


Thr 


Glu 


Lys 


Arg 


Glu 


Leu 


Pro 












365 










370 










375 




Val 


Leu 


Trp 


His 


Gin 

380 


Cys 


Leu 


Leu 


Thr 


Leu 
385 


Val 


Gin 


Arg 


Tyr 


Lys 
390 




Ala 


Asp 


Leu 


Ala 


Thr 


Asp 


Gin 


Lys 


Glu 


Ala 


Leu 


Leu 


Glu 


Leu 


Leu 












395 










400 










405 




Arg 


Leu 


Gin 


Pro 


His 


Pro 


Gin 


Leu 


Ser 


Pro 


Glu 


He 


Arg 


Arg 


Glu 












410 










415 










420 




Leu 


Gin 


Ser 


Ala 


Val 
425 


Pro 


Arg 


Asp 


Val 


Glu 
430 


Asp 


Val 


Pro 


He 


Thr 
435 



Val Glu 

<210> 124 

<211> 2177 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 15*3825.1 

<400> 124 

gctgctgctc cagccgccgc cgctgctggc ccgggctctg 
ccatgccgag aggagggggc cacagccctg ggcatgcagc 
ctgcccctgc cacgcaggaa gccccccggc ctgccagcag 
gcgtgcccga cccatctgat gggctgagtg cccgcaaccg 



ccgccggacg tccaccacct 6 0 
cctgcccagt agcccggcac 120 
cctcaggcct ccccgctgtg 180 
acagaagagg ttcgtgcttt 240 
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ctggcgggcg ctgggagaag acggacctca 
tggtgcagga gcaggtgcgg cagacgatgg 
cgccactcac ctttactgag gtgcacgagg 
ggtactggca tggggacgac ctgccgtttg 
ttcttcccca agactcaccg agaaggggat 
atcggggatg accagggcac agacctgctg 
ctggggctgc agcacacaac agcagccaag 
tacccactga gtctcagccc agatgactgc 
tggcccactg tcacctccag gaccccagcc 
gagattgcac cgctggagcc agacgccccg 
gtctccacca tccgaggcga gctctttttc 
gggggccagc tgcagcccgg ctacccagca 
agccctgtgg acgctgcctt cgaggatgcc 
cagtactggg tgtacgacgg tgaaaagcca 
ggcctggtga ggttcccggt ccatgctgcc 
tacttcttcc gaggcaggga ctactggcgt 
cccgtgcccc gcagggccac tgactggaga 
caggatgctg atggctatgc ctacttcctg 
gtgaaggtga aggctctgga aggcttcccc 
gccgagcctg ccaacacttt cctctgacca 
ctgccaggcc acgaatatca ggctagagac 
ggcatgggac tgagcccatg tctcctcagg 
actgccggga gggccacgca ggtcgtggtc 
ggaggctttg gcatgactta agaggaaggg 
aaacctggct gccctgtctc catccctgtc 
gaactggagt gtccttgctg tatccctgtt 
gcaagggtgc tggggcccca tggccttcag 
ggccacttcc tgaggtcagg tcttggtagg 
atcctggaaa tctgttctcc agaatccagg 
tattcttcat gcaggagacc ccaggccctg 
ggccggatcc tcctgaagcc cttttcgcag 
tgtgtacagt gtgtataaac cttcttcttc 
aaacacagtt gttttct 



cctacaggat ccttcggttc ccatggcagt 3 00 
cagaggccct aaaggtatgg agcgatgtga 360 
gccgtgctga catcatgatc gacttcgcca 420 
atgggcctgg gggcatcctg ggcccatgcc 480 
gtccacttcg actatgatga gacctggact 540 
caggtggcag cccatgaatt tggccacgtg 600 
gccctgatgt ccgccttcta cacctttcgc 660 
aggggcgttc aacacctata tggccagccc 720 
ctgggccccc aggctgggat agacaccaat 780 
ccagatgcct gtgaggcctc ctttgacgcg 840 
ttcaaagcgg gctttgtgtg gcgcctccgt 900 
ttggcctctc gccactggca gggactgccc 9 60 
cagggccaca tttggttctt ccaaggtgct 1020 
gtcctgggcc ccgcacccct caccgagctg 1080 
ttggtctggg gtcccgagaa gaacaagatc 1140 
ttccacccca gcacccggcg tgtagacagt 12 00 
ggggtgccct ctgagatcga cgctgccttc 12 60 
cgcggccgcc tctactggaa gtttgaccct 1320 
cgtctcgtgg gtcctgactt ctttggctgt 1380 
tggcttggat gccctcaggg gtgctgaccc 1440 
ccatggccat ctttgtggct gtgggcacca 1500 
gggatggggt ggggtacaac caccatgaca 1560 
acctgccagc gactgtctca gactgggcag 1620 
cagtcttggg cccgctatgc aggtcctggc 1680 
cctcagggta gcaccatggc aggactgggg 1740 
gtgaggttcc ttccaggggc tggcactgaa 1800 
ccctggctga gcaactgggc tgtagggcag 1860 
tgcctgcatc tgtctgcctt ctggctgaca 1920 
ccaaaaagtt cacagtcaaa tggggagggg 1980 
gaggctgcaa catacctcaa tcctgtccca 2040 
cactgctatc ctccaaagcc attgtaaatg 2100 
tttttttttt ttaaactgag gattgtcatt 2160 

2177 



<210> 125 
<211> 2230 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 403484.2c 



<400> 125 

tttttttttt 

ctagagcaaa 

cacacggaca 

ccagagctgc 

ccaccccagg 

tgtgggctca 

tgacaggatg 

ggagaaaggc 

ccgtctctca 

aaacaaaccc 

acagatatag 

tccaaaggtc 



tttttgggtg 
aagatgatgc 
ctcaagctgg 
aaaagccccc 
tctccttgtt 
gtgccacatc 
ctggaacgcc 
caccttccat 
ggccttgtgc 
agtcagtacc 
tgcaaccggt 
tcatcctgct 



gagattttcc 
caacacaccg 
attagtgact 
cgaccccagc 
ttcagtaagc 
ccctcaaata 
gagagatggg 
cgcaccagtg 
aacatggccc 
cttccacctc 
tatccaaacc 
cccccaaggg 



tttatttgat 
ggcactagaa 
gagcaaatgt 
ttttattagt 
agacctccta 
aacatgcatc 
atgctttatt 
agaggcggga 
tggctgctca 
ttgccttggg 
aacatgttct 
gatttctgat 



tttattttgg 
tgacccctgc 
gccccgtgga 
tttaagaccc 
gcaaactggg 
ctctagagca 
tttcattatc 
aagagcgatc 
ctccagccct 
aagaagacat 
cttgctcagc 
atctgaaaac 



agaggaaggg 60 
acatgcagaa 120 
gagaatgtca 180 
ccaaccacac 240 
cttttactcc 300 
aaagggaaat 3 60 
caccagcttg 42 0 
gggccctttc 480 
gcctgacttt 540 
ttgagagctc 600 
ttctgttcta 660 
cccaaacctg 720 
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actccaggcc 
cccctcacaa 
tcccggtggc 
aggtgccttt 
gctgcccctg 
gcacgatgta 
tgtataagta 
catagtaggg 
ccctctttgt 
gctgcaggat 
aaaactggta 
agcccactgc 
tgatgaagga 
acttcgtgga 
ggatgtaggt 
tctccccaaa 
ggagaaagag 
accagtgcag 
ccaggaggca 
ccgtgcgagg 
ttgctctgag 
ggaatcctct 
ctccatgagt 
acaacatgcc 
ctctgtgagc 
taagtgtctg 



tccccagcaa 
cccggccttc 
gtgttgtggt 
gctttctgtc 
ggctgcaggc 
cacaaagggg 
gacaaaggtg 
tgcccagcac 
ccgcagccgg 
cctcacgtat 
cagggtgaac 
acctcctggg 
gagggcccac 
agagatgggg 
gctggtgaac 
gtgccacacc 
gagatctact 
cttggacttc 
gatggtgccg 
aggtgatcct 
aactgacatc 
cccaccattc 
ttcctggtga 
tgcctcctgc 
cccgggcttc 



cgtgtgagcc 
ctgcatttcc 
gccctgactt 
ctctcctcgt 
ttcaccgaca 
ttgaggcagc 
agggtcgggc 
acaaagaaga 
atgctgcgct 
gcggctgtga 
cagtagaggt 
aaggggatga 
aggaggcaga 
tggacagtgg 
tgactattgg 
ccattgccca 
accgagaggt 
ttcacgaccg 
aacaccgaag 
ggggacagaa 
ctgctggcat 
tccctccctt 
atcctaccag 
aggcaccaga 
accaggaaaa 



ccatggaatg 
cgagcggtct 
ggaggtgtgc 
cagccgtctg 
ggaccaagcg 
tgttggcata 
ggctgatgga 
ccagacagat 
gggaggtggg 
tgaccacaaa 
cagtgtctgg 
gtctggcata 
tcaccagggt 
ccaggtagcg 
catccatggc 
tgagctggtg 
tgatgatgaa 
cgaagatgac 
gcatgatgat 
ggagcaagcg 
gctcagcctc 
cactgttgct 
agtgccctga 
ggcaagaacc 
ctcgtcagca 



tatttatttc 
tgggtttttc 
agggtggcag 
agcgttgctg 
tttgcggaac 
gcccaagctg 
caactgggtc 
ggcgatggct 
ggccactgag 
aggcagggca 
gttgggcagg 
cagccacaca 
ggccacagag 
gtcaatggcc 
cgtgatgagg 
gatcatgaag 
gatgtcgggg 
cgtggagttc 
gttgatgtag 
ttggctgttt 
cagcgaccca 
aatcttgtcc 
gccatctgtc 
acagttgtct 
tagccagaag 



attgcaacaa 
tcagcatctc 
gggaagtatc 
acagcgcgaa 
gtctcacaga 
atggccgcat 
agctgtagca 
gtgcgggtca 
gacgtcatgc 
aaggccagga 
cgtatgccgc 
ggggtgatgc 
ggcttccgga 
atggcggtca 
gtgcacatgg 
ggcatgccca 
acgttgttgc 
ccgatgatgc 
gagatgctcc 
gacatgggct 
ccgttcatct 
cttttccctt 
ttggaaggac 
gcagagatta 
gacacaaaag 



780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2230 



<210> 126 

<211> 2143 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 1459432CB1 



<400> 126 

ttatgtctgg 

agaccccctt 

gccgcagcct 

tggctggatg 

tgatggcccc 

catcaacatc 

ctccacggtc 

cgacatcttc 

catgatccac 

catcacggcc 

cattgaccgc 

tgtggccacc 

gtggctgtat 

gcccaaccca 

cctgcctttt 

agtggccccc 

catcgccatc 

ccagttgtcc 

cttgggctat 



tcgactctga 
cccaactgcg 
gcgtgggtgg 
gacctggaag 
gataacctca 
atcatgcctt 
atcttcgcgg 
atcatcaacc 
cagctcatgg 
atggatgcca 
tacctggcca 
ctggtgatct 
gccagactca 
gacactgacc 
gtggtcatca 
acctcccagc 
tgtctggtct 
atcagccgcc 
gccaacagct 



attgggcttg 
gggcttgcgc 
aggggagctc 
cctcgctgct 
cttcggcagg 
cggtgttcgg 
tcgtgaagaa 
tctcggtagt 
gcaatggggt 
atagtcagtt 
ctgtccaccc 
gcctcctgtg 
tccccttccc 
tctactggtt 
cagccgcata 
gcagcatccg 
tctttgtgtg 
cgacccccac 
gcctcaaccc 



gaggcggcac 
tccgggacaa 
agctcggttg 
gcccactggt 
atcacctcct 
caccatctgc 
gtccaagctg 
agatctcctc 
gtggcacttt 
caccagcacc 
catctcttcc 
ggccctctcc 
aggaggtgca 
caccctgtac 
cgtgaggatc 
gctgcggaca 
ctgggcaccc 
ctttgtctac 
gtttgtgtac 



ggctgccagg 
ggtggcaggc 
tggcagcatg 
cccaatgcca 
cgcacgggga 
ctcctgggca 
cactggtgca 
tttctcctgg 
ggggagacca 
tacatcctga 
acgaagttcc 
ttcatcagca 
gtgggctgcg 
cagtttttcc 
ctgcagcgca 
aagagggtga 
tactatgtgc 
ttatacaatg 
atcgtgctct 



ctacggaggt 
gctggaggct 
cgaccggcac 
gcaacacctc 
gcatctccta 
tcatcgggaa 
acaacgtccc 
gcatgccctt 
tgtgcaccct 
ccgccatggc 
ggaagccctc 
tcacccctgt 
gcatacgcct 
tggcctttgc 
tgacgtcctc 
cccgcacagc 
tacagctgac 
cggccatcag 
gtgagacgtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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ccgcaaacgc 
caacgctcag 
ccaccctgca 
aaacccaaga 
ataaatacat 
ttcagatatc 
gagcaagaga 
tcttcttccc 
gctggagtga 
cgctctttcc 
aatgaaaaat 
tctagaggat 
agtttgctag 
tcttaaaact 
acggggcaca 

ggggtcattc 

aaataaaatc 



ttggtcctgt 
gcggctgacg 
cacctccaag 
ccgctcggga 
tccatggggc 
agaaatcccc 
acatgttggt 
aaggcaagag 
gcagccaggg 
cgcctctcac 
aaagcatccc 
gcatgtttat 
gaggtctgct 
aataaaagct 
tttgctcagt 
tagtgcccgg 
aaataaagga 



cggtgaagcc 
aggagaggac 
tcagggcacc 
aatgcaggaa 
tcacacgttg 
ttgggggagc 
ttggataacc 
gtggaagggt 
ccatgttgca 
tggtgcgatg 
atctctcggc 
ttgaggggat 
tactgaaaac 
ggggtcgggg 
cactaatcca 
tgtgttggca 
aaatctccac 



tgcagcccag 
agaaagcaaa 
acaacacgcc 
ggccgggttg 
ctggggaggc 
aggatgagac 
ggttgcacta 
actgactggg 
caaggcctga 
gaaggtggcc 
gttccagcat 
gtggcactga 
aaggagacct 
ggcttttgca 
gcttgagtgt 
tcatcttttt 
ccaaaaaaaa 



gggcagcttc 
ggcacctgat 
accgggagag 
tgaggggttg 
ctggagtcag 
ctttggatag 
tatctgtgag 
tttgtttaaa 
gagacgggaa 
tttctcccaa 
cctgtcaatt 
gcccacagga 
ggggtgggtg 

gctctggtga 
ccgtgtgttc 
gctctagccc 
aaa 



gcgctgtcag 
acttcccctg 
atgctgagaa 
ttgcaatgaa 
gtttggggtt 
aacagaagct 
ctctcaaatg 
gtcaggcagg 
agggcccgat 
gctggtggat 
tcccttttgc 
gtaaaagccc 
tggttggggg 
cattctctcc 
tgcatgtgca 
ttcctctcca 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2143 



<210> 127 
<211> 353 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc„f eature 

<223> Incyte ID No: 1459432CD1 





<400> 127 




























Met 


Asp 


Leu 


Glu 


Ala 


Ser 


Leu 


Leu 


Pro 


Thr 


Gly Pro Asn Ala 


Ser 




1 








5 










10 










15 




Asn 


Thr 


Ser 


Asp 


Gly 


Pro 


Asp 


Asn 


Leu 


Thr 


Ser 


Ala 


Gly 


Ser 


Pro 












20 










25 










30 




Pro 


Arg 


Thr 


Gly 


Ser 
35 


He 


Ser 


Tyr 


He 


Asn 
40 


He 


He 


Met 


Pro 


Ser 
45 




Val 


Phe 


Gly 


Thr 


He 


Cys 


Leu 


Leu Gly 


He 


He 


Gly Asn 


Ser 


Thr 












50 










55 










60 




Val 


He 


Phe 


Ala 


Val 


Val 


Lys 


Lys 


Ser 


Lys 


Leu 


His 


Trp 


Cys 


Asn 












65 










70 










75 




Asn 


Val 


Pro 


Asp 


He 
80 


Phe 


He 


He 


Asn 


Leu 
85 


Ser 


Val 


Val 


Asp 


Leu 
90 




Leu 


Phe 


Leu 


Leu 


Gly 


Met 


Pro 


Phe 


Met 


He 


His 


Gin Leu Met Gly 












95 










100 










105 




Asn 


Gly 


Val 


Trp 


His 


Phe 


Gly Glu 


Thr 


Met 


Cys 


Thr 


Leu 


He 


Thr 












110 










115 










120 




Ala 


Met 


Asp 


Ala 


Asn 
125 


Ser 


Gin 


Phe 


Thr 


Ser 
130 


Thr 


Tyr 


He 


Leu 


Thr 
135 




Ala 


Met 


Ala 


lie 


Asp 
140 


Arg 


Tyr 


Leu 


Ala 


Thr 
145 


Val 


His 


Pro 


He 


Ser 
150 




Ser 


Thr 


Lys 


Phe 


Arg 
155 


Lys 


Pro 


Ser 


Val 


Ala 
160 


Thr 


Leu 


Val 


He 


Cys 
165 




Leu 


Leu 


Trp 


Ala 


Leu 
170 


Ser 


Phe 


He 


Ser 


He 
175 


Thr 


Pro 


Val 


Trp 


Leu 
180 




Tyr 


Ala 


Arg 


Leu 


He 


Pro 


Phe 


Pro Gly Gly 


Ala 


Val 


Gly 


Cys 


Gly 












185 










190 










195 




He 


Arg 


Leu 


Pro 


Asn 
200 


Pro 


Asp 


Thr 


Asp 


Leu 
205 


Tyr 


Trp 


Phe 


Thr 


Leu 
210 
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Tyr 


Gin 


Phe 


Phe 


Leu 
215 


Ala 


Phe 


Ala 


Leu 


Pro 
220 


Phe 


Val 


Val 


He 


Thr 
225 


Ala 


Ala 


Tyr 


Val 


Arg 
230 


He 


Leu 


Gin 


Arg 


Met 
235 


Thr 


Ser 


Ser 


Val 


Ala 
240 


Pro 


Thr 


Ser 


Gin 


Arg 
245 


Ser 


He 


Arg 


Leu 


Arg 
250 


Thr 


Lys 


Arg 


Val 


Thr 

255 


Arg 


Thr 


Ala 


He 


Ala 
260 


He 


Cys 


Leu 


Val 


Phe 
265 


Phe 


Val 


Cys 


Trp 


Ala 
270 


Pro 


Tyr 


Tyr 


Val 


Leu 
275 


Gin 


Leu 


Thr 


Gin 


Leu 
280 


Ser 


He 


Ser 


Arg 


Pro 
285 


Thr 


Pro 


Thr 


Phe 


Val 
290 


Tyr 


Leu 


Tyr 


Asn 


Ala 
295 


Ala 


He 


Ser 


Leu 


Gly 
300 


Tyr 


Ala 


Asn 


Ser 


Cys 
305 


Leu 


Asn 


Pro 


Phe 


Val 
310 


Tyr 


He 


Val 


Leu 


Cys 
315 


Glu 


Thr 


Phe 


Arg 


Lys 
320 


Arg 


Leu 


Val 


Leu 


Ser 
325 


Val 


Lys 


Pro 


Ala 


Ala 

330 


Gin 


Gly 


Gin 


Leu 


Arg 
335 


Ala 


Val 


Ser 


Asn 


Ala 
340 


Gin 


Ala 


Ala 


Asp 


Glu 
345 


Glu 


Arg 


Thr 


Glu 


Ser 


Lys 


Gly Thr 

















350 

<210> 128 
<211> 424 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_ feature 

<223> Incyte ID No: 1096583.1 



<400> 128 

tgtattaacc 

agaccctgtg 

tacatagcct 

caccctcaca 

tctcagaggc 

ctggaagccc 

agttagaact 

tgaa 



atgttaaagc 
ctttcatgaa 
gagtttaaac 
gagccagcta 
ctgctagggt 
ctgggcccag 
agccaaacca 



atggttaaaa 
agtgaagatc 
ggcagggttt 
ggtactgggc 
taggaggtcc 
tacctagctg 
ggaccctgtc 



ctgagctcag 
tggctgaacc 
ggctagttct 
ccaggggctt 
ttaggcctct 
gctctgtgag 
caatctttga 



gagtctgcca 
agttccacaa 
aacttgctga 
ccagagagtt 
gagaagctct 
ggtgctgact 
caattgggag 



ggaaaaggac 60 
ggttactgta 12 0 
agccagtcag 18 0 
cttcagagct 240 
gaagaactct 3 00 
ggcttcagca 3 60 
ctgccaagag 42 0 
424 



<210> 129 
<211> 763 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 516300CB1 



<400> 129 

caagaacatc atttaaatac acaatttttc 
tcaactttca gattctttaa tctccagctc 
aaaaagtaca catcgtgcct tctctacttc 
tttaagacca ctctgtggag gttaatttct 
atggctacgt tgggaatttt gttgaaaaat 
tttactccag gacccaacat agaactccag 
aaatgggttg ggtaccggtg caactgttac 



attctctttt tttgctaaat ttcttcatac 60 
agcttcaaca attcaacgct gttctttctg 120 
gctcttggaa cataatttct catggcagtg 180 
gggaccttag ggataatatg cctttcgttg 240 
tcttttacta aactgagtat tgagccagca 300 
aaagactctg actgctgttc ttgccaagaa 3 60 
ttcatttcca gtgaacagaa aacttggaac 42 0 



132 



PA- 003 5 US 



gaaagtcggc atctctgtgc ttctcagaaa tccagcctgc ttcagcttca aaacacagat 480 
gaactggatt ttatgagctc cagtcaacaa ttttactgga ttggactctc ttacagtgag 540 
gagcacaccg cctggttgtg ggagaatggc tctgcactct cccagtatct atttccatca 600 
tttgaaactt ttaatacaaa gaactgcata gcgtataatc caaatggaaa tgctttagat 660 
gaatcctgtg aagataaaaa tcgttatatc tgtaagcaac agctcattta aatgtttctt 720 
ggggcagaga aggtggagag taaagaccca acattactaa caa 7 63 



<210> 130 
<211> 179 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 516300CD1 



<400> 130 





Met 


Ala 


Val 


Phe 


Lys 


Thr 


Thr 


Leu 


Trp 


Arg 


Leu 


He 


Ser 


Gly 


Thr 




1 








5 










10 










15 




Leu Gly lie 


He 


Cys 


Leu 


Ser 


Leu 


Met 


Ala 


Thr 


Leu Gly 


He 


Leu 












20 










25 










30 




Leu 


Lys 


Asn 


Ser 


Phe 


Thr 


Lys 


Leu 


Ser 


He 


Glu 


Pro 


Ala 


Phe 


Thr 












35 










40 










45 




Pro Gly Pro Asn 


He 


Glu 


Leu 


Gin 


Lys 


Asp 


Ser 


Asp 


Cys 


Cys 


Ser 












50 










55 










60 




Cys 


Gin 


Glu 


Lys 


Trp 


Val 


Gly 


Tyr 


Arg 


Cys 


Asn 


Cys 


Tyr 


Phe 


He 












65 










70 










75 




Ser 


Ser 


Glu 


Gin 


Lys 


Thr 


Trp 


Asn 


Glu 


Ser 


Arg 


His 


Leu 


Cys 


Ala 












80 










85 










90 




Ser 


Gin 


Lys 


Ser 


Ser 
95 


Leu 


Leu 


Gin 


Leu 


Gin 
100 


Asn 


Thr 


Asp 


Glu 


Leu 
105 


o 


Asp 


Phe 


Met 


Ser 


Ser 
110 


Ser 


Gin 


Gin 


Phe 


Tyr 
115 


Trp 


He 


Gly 


Leu 


Ser 
120 


; „ 


Tyr 


Ser 


Glu 


Glu 


His 


Thr 


Ala 


Trp 


Leu 


Trp 


Glu 


Asn Gly 


Ser 


Ala 












125 










130 










135 




Leu 


Ser 


Gin 


Tyr 


Leu 


Phe 


Pro 


Ser 


Phe 


Glu 


Thr 


Phe 


Asn 


Thr 


Lys 


; 










140 










145 










150 




Asn 


Cys 


He 


Ala 


Tyr 


Asn 


Pro 


Asn Gly 


Asn 


Ala 


Leu 


Asp 


Glu 


Ser 












155 










160 










165 




Cys 


Glu 


Asp 


Lys 


Asn 
170 


Arg 


Tyr 


He 


Cys 


Lys 
175 


Gin 


Gin 


Leu 


He 





<210> 131 

<211> 1449 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 627856CB1 



<400> 131 

ggcccgctgc gctgagacac tgaaggggtg 
gcgacggtcc cgcggtagac atcgatataa 
ccctgctgtt cgactggctt tgcagaattt 
tctttggcca tcaatccgtg tcagtctcct 
taactttgct gcctgggatc atgtaagtgc 



tccgggagct gctgaaagcg tgtagacctc 60 
gaagtaatgg gctgccacag agcccaaatt 120 
tgacatgact tacagtgtgc agtttggaga 180 
ctcagagcag aagtatggtg cactggtcaa 240 
taagctggag cagctgagtg ccaaggattt 300 
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tgtgaatgaa gccatctccc actgggaact 
atcccctgcc tcctgggcct gcagtccgaa 
taacagtcgc ttccctcctg ccagagtttg 
acaaaaccta cacagcttac gtggacctgg 
ctggagacct gaagaattct gttgaagtcg 
aaaagtttaa tacccctgcc ctgaaaaaac 
agcagaagcc aatggccaaa ggccctgcca 
cccggctgga tatccgtgtg gggaaaatca 
gcctgtatgt agagaagatt gacgtggggg 
tcgtacagtt cgtgcccaag gaggaactgc 
tgaaacccca gaagatgaga ggagtcgagt 
aagggataaa ccgccaggtt gaacctctgg 
acgtgtttgt gaagggctat gaaaagggcc 
aagtcttcga gaagttgcag gctgacttca 
agcaaaccaa cttcatgacc aagctgggct 
acattagcta gccagcccag catcttcccc 
tcttcagtct gctccatcca tcacccattt 
tttggactct ttattcggtg cagaactcgg 
gggatcatcc tgtctggctg cagtgagaga 
gggagtcca 



gcagtctgag ggtggccaat ctgcagcccc 3 60 
ccttcgatgc ttcacttttg acagaaggga 420 
tgatcctacg agatgagaaa tggggtggaa 480 
aaaaggactt tgctgctgaa gttgtacatc 540 
cactgaacaa gttgctggat ccaatccggg 600 
tggccagcgc tgcctaccca gatccctcaa 660 
agaattcaga accagaggag gtcatcccat 720 
tcactgtgga gaagcaccca gatgcagaca 780 
aagctgaacc acggactgtg gtgagcggcc 840 
aggacaggct ggtagtggtg ctgtgcaacc 900 
cccaaggcat gcttctgtgt gcttctatag 960 
accctccggc aggctctgct cctggtgagc 1020 
aaccagatga ggagctcaag cccaagaaga 1080 
aaatttctga ggagtgcatc gcacagtgga 1140 
ccatttcctg taaatcgctg aaagggggga 1200 
ccttcttcca ccactgagtc atctgctgtc 1260 
acccatctct caggacacgg aagcagcggg 1320 
caaggggcag cttaccctcc ccagaaccca 13 80 
ccaaccccta acaagggctg ggccacagca 1440 

1449 



<210> 132 
<211> 301 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 627856CD1 



<400> 132 



Met 


Lys 


Pro 


Ser 


Pro 


Thr 


Gly 


Asn 


Cys 


Ser 


Leu 


Arg 


Val 


Ala 


Asn 


1 








5 










10 










15 


Leu 


Gin 


Pro 


His 


Pro 


Leu 


Pro 


Pro 


Gly 


Pro 


Ala 


Val 


Arg 


Thr 


Phe 










20 










25 










30 


Asp 


Ala 


Ser 


Leu 


Leu 


Thr 


Glu 


Gly 


He 


Thr 


Val 


Ala 


Ser 


Leu 


Leu 










35 










40 










45 


Pro 


Glu 


Phe 


Val 


He 


Leu 


Arg 


Asp Glu Lys Trp Gly Gly Asn Lys 










50 










55 










60 


Thr 


Tyr 


Thr 


Ala 


Tyr 


Val 


Asp 


Leu 


Glu 


Lys 


Asp 


Phe 


Ala 


Ala 


Glu 










65 










70 










75 


Val 


Val 


His 


Pro 


Gly 


Asp 


Leu 


Lys 


Asn 


Ser 


Val 


Glu 


Val 


Ala 


Leu 










80 










85 










90 


Asn 


Lys 


Leu 


Leu 


Asp 


Pro 


He 


Arg 


Glu 


Lys 


Phe 


Asn 


Thr 


Pro 


Ala 










95 










100 










105 


Leu 


Lys 


Lys 


Leu 


Ala 


Ser 


Ala 


Ala 


Tyr 


Pro 


Asp 


Pro 


Ser 


Lys 


Gin 










110 










115 










120 


Lys 


Pro 


Met 


Ala 


Lys 


Gly 


Pro 


Ala 


Lys 


Asn 


Ser 


Glu 


Pro 


Glu 


Glu 










125 










130 










135 


Val 


He 


Pro 


Ser 


Arg 


Leu 


Asp 


He 


Arg 


Val 


Gly 


Lys 


He 


He 


Thr 










140 










145 










150 


Val 


Glu 


Lys 


His 


Pro 


Asp 


Ala 


Asp 


Ser 


Leu 


Tyr 


Val 


Glu 


Lys 


He 










155 










160 










165 


Asp 


Val 


Gly 


Glu 


Ala 


Glu 


Pro 


Arg 


Thr 


Val 


Val 


Ser Gly Leu Val 










170 










175 










180 


Gin 


Phe 


Val 


Pro 


Lys 


Glu 


Glu 


Leu 


Gin 


Asp 


Arg 


Leu 


Val 


Val 


Val 



PA-0035 US 











185 










190 










195 


Leu 


Cys 


Asn 


Leu 


Lys 
200 


Pro 


Gin 


Lys 


Met 


Arg 
205 


Gly 


Val 


Glu 


Ser 


Gin 
210 


Gly Met 


Leu 


Leu 


Cys 


Ala 


Ser 


He 


Glu 


Gly 


He 


Asn 


Arcr 


Gin 


Val 










215 










220 










225 


Glu 


Pro 


Leu 


Asp 


JrJL O 

230 


XT _L vj 


nla 


Gly 


Ser 


r\A. d. 

235 


Jr i. \J 


uiy 


\J-L U. 


nib 


V d-L 

240 


Phe 


Val 


Lys 


Gly 


Tyr 


Glu 


Lys 


Gly Gin 


Pro 


Asp 


Glu 


Glu 


Leu 


Lys 










245 










250 










255 


Pro 


Lys 


Lys 


Lys 


Val 
260 


Phe 


Glu 


Lys 


Leu 


Gin 
265 


Ala 


Asp 


Phe 


Lys 


He 
270 


Ser 


Glu 


Glu 


Cys 


He 
275 


Ala 


Gin 


Trp 


Lys 


Gin 
280 


Thr 


Asn 


Phe 


Met 


Thr 
285 


Lys 


Leu 


Gly 


Ser 


He 
290 


Ser 


Cys 


Lys 


Ser 


Leu 
295 


Lys 


Gly 


Gly 


Asn 


He 
300 



Ser 



<210> 133 

<211> 3482 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1823159CB1 



<400> 133 

gggataggga 

tttgaatcct 

ctgcatcaac 

ctcgagatgg 

taatcactga 

tttacatcac 

ttgatgttcc 

gagaaaattc 

tgaaacagga 

ccctggctca 

gatggacagt 

ggagaataac 

tggttccgta 

atcgaattcc 

gtcagcctct 

ttatcaggga 

taaatgcagt 

acgccgaact 

aagtgaagga 

ctactcattg 

aagtttcttc 

ctcagctgac 

tcgaaatact 

gtcatggtga 

attgtgtgtg 

tgattataat 

aatctgctcg 

acagtaataa 

atccagttgc 



ccgtcatttg 
ggacctaata 
ttctaaatat 
agtcaatcga 
caaagaagtt 
aaattatcgt 
tctgggtgtg 
ctatggtcta 
aggccacagc 
cagtctgcca 
ttacaatcca 
ttttattaat 
tcgtgcctca 
agtgctgtca 
tgtcggtatg 
gactaataaa 
ggccaacaag 
tttcttctta 
cattgtttat 
gttagaacat 
agggaagagt 
atccttggcc 
ggtacaaaaa 
taaaaaccac 
gcaaatgtca 
tttggatcat 
agaaagacag 
agaaaaattc 
cagtatgcgt 



cctagaagat 
ttatctgtgt 
aattcacact 
gatctcactg 
atttacatat 
ctttatttaa 
atctcgagaa 
gatattactt 
agaagagata 
ttatttgcat 
gtggaagaat 
aagtgctatg 
gatgatgacc 
tggattcatc 
agtgggaaac 
caaatttcta 
gcaacaggag 
gacattcata 
cctaatgtag 
atcaagctcg 
tcagtgcttg 
atgctgatgt 
gaatggataa 
accgatgctg 
aaacagttcc 
ctgtatagtt 
aaggttacag 
aaaaacccct 
cacttggaac 



tttgactctg 
gactttaggc 
ccttggagaa 
aggctgttcc 
gtcctttcaa 
gaagtttgga 
ttgaaaaaat 
gtaaagacat 
tgtttgagat 
ttttaaatga 
acaggaggca 
agctctgtga 
tccggagagt 
cagaaaataa 
gaaataaaga 
aactcaccat 
gaggatatga 
atattcatgt 
aagaatctca 
ttttgacagg 
tgcattgcag 
tggatagctt 
gttttggaca 
accgttctcc 
ctacagcttt 
gccgatttgg 
aaaggactgt 
tctatactaa 
tctgggtgaa 



gattgggcag 
aagagtttcc 
tgagtctatt 
tcgacttcca 
tggccccatt 
aacggattct 
gggaggcgcg 

gagaaacctg 
cctcacgaga 
agaaaagttt 
gggcttgccc 
cacttaccct 
tgcaactttt 
gacggtcatt 
tgatgagaaa 
ttatgatgca 
aagtgatgat 
tatgcgggaa 
ttggttgtcc 
agccattcaa 
tgacggatgg 
ctataggagc 
taaatttgca 
tatttttctc 
tgaattcaat 
tactttctta 
ttctttatgg 
agaaatcaat 
ttactacatt 



cctgccccaa 
aggatggctt 
aagaggacgt 
ggagaaacac 
aagggaagag 
tctctaatac 
acaagtagag 
aggttcgctt 
tacgcgtttc 
aacgtggatg 
aatcaccatt 
gctcttttgg 
aggtcccgaa 
gtgcgttgca 
tatctcgatg 
agacccagcg 
gcatatcata 
tctttaaaaa 
agtttggagt 
gtagcagaca 
gacaggactg 
attgaagggt 
tctcgaatag 
cagtttattg 
gaacaatttt 
ttcaactgtg 
tcactgataa 
cgagttttat 
agatggaacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 
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PA- 003 5 US 



ccaggatcaa gcaacaacag ccgaatccag tggagcagcg ttacatggag ctcttagcct 1800 
tacgcgacga atacataaag cggcttgagg aactgcagct cgccaactct gccaagcttt 1860 
ctgatccccc aacttcacct tccagtcctt cgcaaatgat gccccatgtg caaactcact 1920 
tctgaggggg gaccctggca ccgcattaga gctcgaaata aaggcgatag ctgactttca 1980 
tttggggcat ttgtaaaaag tagattaaaa tatttgcctc catgtagaac ttgaactaac 2040 
ataatcttaa actcttgaat atgtgccttc tagaatacat attacaagaa aactacaggg 2100 
tccacacggc aatcagaaga aaggagctga gatgaggttt tggaaaaccc tgacaccttt 2160 
aaaaagcagt ttttgaaaga caaaatttag atttaattta cgtcttgaga aatactatat 2220 
atacaatata tattttgtgg gcttaattga aacaacatta ttttaaaatc aaaggggata 2280 
tatgtttgtg gaatggattt tcctgaagct gcttaacagt tgctttggat tctctaagat 2340 
gaatccaaat gtgaaagatg catgttactg ccaaaaccaa attgagctca gcttcctagg 2400 
cattacccaa aagcaaggtg tttaagtaat tgccagcttt tataccatca tgagtggtga 2460 
cttaaggaga aatagctgta tagatgagtt tttcattatt tggaaattta ggggtagaaa 2520 
atgttttccc ctaattttcc agagaagcct atttttatat ttttaaaaaa ctgacagggc 2580 
ccagttaaat atgatttgca ttttttaaat ttgccagttt tattttctaa attctttcat 2640 
gagcttgcct aaaattcgga atggttttcg ggttgtggca aaccccaaag agagcactgt 2700 
ccaaggatgt cgggagcatc ctgctgctta ggggaatgtt ttcgcaaatg ttgctctagt 2760 
cagtccagct catctgccaa aatgtagggc taccgtcttg gatgcatgag ctattgctag 2 820 
agcatcatcc ttagaaatca gtgccccaga tgtacatgtg ttgagcgtat tcttgaaagt 2880 
attgtgttta tgcatttcaa tttcaatggt gttggcttcc cctccccacc ccacgcgtgc 2940 
ataaaaactg gttctacaaa tttttacttg aagtaccagg ccgtttgctt tttcaggttg 3000 
ttttgtttta tagtattaag tgaaatttta aatgcacagt tctatttgct atctgaacta 3 060 
attcatttat taagtatatt tgtaaaagct aaggctcgag ttaaaacaat gaagtgtttt 312 0 
acaatgattt gtaaaggact atttataact aatatggttt tgttttcaat gaattaagaa 3180 
agattaaata tatctttgta aattatttta tgtcatagtt taattggtct accaagtaag 3240 
acatctcaaa tacagtagta taatgtatga attttgtaag tataagaaat tttattagac 33 00 
attctcttac tttttgtaaa tgctgtaaat atttcataaa ttaacaaagt gtcactccat 33 60 
aaaaagaaag ctaatactaa tagcctaaaa gattttgtga aatttcatga aaacttttta 3420 
atggcaataa tgactaaaga cctgctgtaa taaatgtatt aactgaaacc taaaaaaaaa 3480 
aa 3482 

<210> 134 
<211> 603 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1823159CD1 

<400> 134 



Met 


Ala 


Ser 


Ala 


Ser 


Thr 


Ser 


Lys Tyr 


Asn Ser His Ser Leu 


Glu 


1 








5 








10 


15 


Asn 


Glu 


Ser 


He 


Lys 


Arg 


Thr 


Ser Arg 


Asp Gly Val Asn Arg 


Asp 










20 








25 


30 


Leu 


Thr 


Glu 


Ala 


Val 


Pro 


Arg 


Leu Pro 


Gly Glu Thr Leu He 


Thr 










35 








40 


45 


Asp 


Lys 


Glu 


Val 


He 


Tyr 


He 


Cys Pro 


Phe Asn Gly Pro He 


Lys 










50 








55 


60 


Gly 


Arg 


Val 


Tyr 


He 


Thr 


Asn 


Tyr Arg 


Leu Tyr Leu Arg Ser 


Leu 










65 








70 


75 


Glu 


Thr 


Asp 


Ser 


Ser 


Leu 


He 


Leu Asp Val Pro Leu Gly Val 


He 










80 








85 


90 


Ser 


Arg 


lie 


Glu 


Lys 


Met 


Gly 


Gly Ala 


Thr Ser Arg Gly Glu 


Asn 










95 








100 


105 


Ser 


Tyr 


Gly 


Leu 


Asp 


He 


Thr 


Cys Lys 


Asp Met Arg Asn Leu 


Arg 
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Phe Ala Leu 
lie Leu Thr 
Phe Ala Phe 
Val Tyr Asn 
His His Trp 
Asp Thr Tyr 
Asp Asp Leu 
Pro Val Leu 
Arg Cys Ser 
Asp Asp Glu 
lie Ser Lys 
Val Ala Asn 
Tyr His Asn 
Val Met Arg 
Asn Val Glu 
Trp Leu Glu 
Ala Asp Lys 
Ser Asp Gly 
Leu Met Leu 
Leu Val Gin 
Arg lie Gly 
Pro lie Phe 
Gin Phe Pro 
lie Leu Asp 
Asn Cys Glu 
Val Ser Leu 
Asn Pro Phe 
Ala Ser Met 



110 

Lys Gin Glu 

125 
Arg Tyr Ala 

140 

Leu Asn Glu 

155 
Pro Val Glu 

170 
Arg lie Thr 

185 
Pro Ala Leu 

200 
Arg Arg Val 

215 
Ser Trp lie 

230 
Gin Pro Leu 

245 
Lys Tyr Leu 

260 
Leu Thr lie 

275 

Lys Ala Thr 
290 

Ala Glu Leu 
305 

Glu Ser Leu 

320 
Glu Ser His 

335 
His lie Lys 

350 

Val Ser Ser 
365 

Trp Asp Arg 
380 

Asp Ser Phe 

395 
Lys Glu Trp 

410 

His Gly Asp 

425 
Leu Gin Phe 

440 
Thr Ala Phe 

455 
His Leu Tyr 

470 
Ser Ala Arg 

485 

Trp Ser Leu 
500 

Tyr Thr Lys 
515 

Arg His Leu 



Gly His Ser 
Phe Pro Leu 
Glu Lys Phe 
Glu Tyr Arg 
Phe lie Asn 
Leu Val Val 
Ala Thr Phe 
His Pro Glu 
Val Gly Met 
Asp Val lie 
Tyr Asp Ala 
Gly Gly Gly 
Phe Phe Leu 
Lys Lys Val 
Trp Leu Ser 
Leu Val Leu 
Gly Lys Ser 
Thr Ala Gin 
Tyr Arg Ser 
lie Ser Phe 
Lys Asn His 
lie Asp Cys 
Glu Phe Asn 
Ser Cys Arg 
Glu Arg Gin 
lie Asn Ser 
Glu lie Asn 
Glu Leu Trp 



115 






Arg 


Arg 


Asp 


130 






Ala 


His 


Ser 


145 






Asn 


Val 


Asp 


160 






Arg 


Gin 


Gly 


175 






Lys 


Cys 


Tvt 
ly j_ 


190 






Pro 




Arg 


205 






A "TO" 
-rax y 


Ser 


Arg 


220 






Asn 


Lys 


Thr 


235 






Del 




T A7C1 

i_i_y o 


^ JU 






Arg 


ul U 


1 ill. 


zoo 






Arg 


Pro 


Cor 

oex 








Tyr 




Ser 


Tor 






Asp 


lie 


ni o 


Tin 






Lys 


Asp 


lie 








OCl 


lit; u. 


Ol u. 


340 






1 111 


vriy 


£\J-CL 


355 






O Cl 


Val 


T , pii i 
J_IC- u. 


O / \J 






Leu 


1 111 


OCX. 


ope 






Tip 

lie 


VjI Li 




400 






Gly 


His 


Lys 


415 






Thr 


Asp 


Ala 


43 0 






Val 


•l 1 y 


Gin 


445 






Glu 


Gin 


Phe 


460 






Phe 


Gly 


Thr 


475 






Lys 


Val 


Thr 


490 






Asn 


Lys 


Glu 


505 






Arg 


Val 


Leu 


520 






Val 


Asn 


Tyr 



137 



120 

Met Phe Glu 
135 

Leu Pro Leu 
150 

Gly Trp Thr 
165 

Leu Pro Asn 
180 

Glu Leu Cys 
195 

Ala Ser Asp 
210 

Asn Arg lie 
225 

Val He Val 
240 

Arg Asn Lys 
255 

Asn Lys Gin 
270 

Val Asn Ala 
285 

Asp Asp Ala 
300 

Asn He His 
315 

Val Tyr Pro 
330 

Ser Thr His 
345 

He Gin Val 
360 

Val His Cys 
375 

Leu Ala Met 
390 

Phe Glu He 
405 

Phe Ala Ser 
420 

Asp Arg Ser 
435 

Met Ser Lys 
450 

Leu He He 
465 

Phe Leu Phe 
480 

Glu Arg Thr 
495 

Lys Phe Lys 
510 

Tyr Pro Val 
525 

Tyr He Arg 
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Trp Asn Pro Arg 



Arg Tyr Met Glu 



Leu Glu Glu Leu 



Pro Thr Ser Pro 



Thr His Phe 



530 








535 










540 


He 


Lys 


Gin 


Gin Gin 


Pro 


Asn 


Pro 


Val 


Glu 


Gin 


545 








550 










555 


Leu 


Leu 


Ala 


Leu Arg 


Asp 


Glu 


Tyr 


He 


Lys 


Arg 


560 








565 










570 


Gin 


Leu 


Ala 


Asn Ser 


Ala 


Lys 


Leu 


Ser 


Asp 


Pro 


575 








580 










585 


Ser 


Ser 


Pro 


Ser Gin 


Met 


Met 


Pro 


His 


Val 


Gin 


590 








595 










600 



<210> 135 

<211> 1223 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 232567.4 



<400> 135 

cgccgtctgc 

cccggacgtg 

gggcgtgctc 

ccgcgcgggc 

acaagaccga 

ccgaggagga 

ccaactgcat 

gccgaatgaa 

cctggaaggg 

cctaaaggca 

aaagacttgt 

taatgcctac 

tctctgtggg 

cctgctgggc 

tgaagatatc 

ccggtgttcc 

cagtgacaat 

tgtgctactg 

agaggaggaa 

aactctctat 

taaatcacgc 



atggcactgc 
ggcgcggagg 
cggtctggcg 
tgggaactgc 
actgagcaag 
cgtgaatgac 
cccctgtaaa 
caagaagaac 
tccagtctgg 
agatgtaaag 
cgggatgttt 
tgtgtgacct 
aatgatggag 
agatctattg 
cagtgcactg 
ctctgtgatg 
gccacttatg 
gaagtaaagc 
gatgaagacc 
aagtgttcag 
acgacgcggc 



gctgggttgc 
aaagcagccc 
gattgcaaaa 
tggctccgtc 
gaggagtgct 
aacacactct 
gaaacgtgtg 
aaaccccgct 
aagggctgga 
agcagccaga 
tctgtccagg 
gtaatcggat 
tcacctactc 
gattagccta 
gtgggaaaaa 
agctgtgccc 
ccagcgagtg 
actccggatc 
aggactacag 
tgttgacata 
gta 



ccgcctttag 
tcggagattt 
cgggcccgtc 
aagcgaagaa 
gcagcaccgg 
tcaagtggat 
agaacgtgga 
gcgtctgcgc 
tgggaaaacc 
actggaagtc 
cagctccaca 
ttgcccagag 
cagtgcctgc 
tgagggaaag 
atgtttatgg 
tgacagtaag 
tgccatgaag 
ttgcaactcc 
ctttcctata 
gcctttggct 



aggagaggct 
cgaaagatcg 
gggctggctg 
cggccgctgc 
ccggctgagc 
gattttcaac 
ctgtggacct 
cccggattgt 
taccgcaatg 
cagtaccaag 
tgtgtggtgg 
cctgcttcct 
cacctgagaa 
tgtatcaaag 
gatttcaagg 
tcggatgagc 
gaagctgcct 
atttcggaag 
tcttctattc 
ttttcacagt 



ctgcctggtg 
cggtggccgc 
cgcctggagg 
caggtcctgt 
acctcgtgga 
gggggcgccc 
gggaaaaaat 
tccaacatca 
aatgtgcact 
gcagatgtaa 
accagaccaa 
ctgagcaata 
aggctacctg 
caaagtcctg 
ttgggagagg 
ctgtctgtgc 
gctcctcagg 
acaccgagga 
tagagtggta 
cacgacggtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1223 



<210> 136 
<211> 648 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 218419.1 



<220> 

<221> unsure 

<222> 32, 34, 40, 58, 91, 110, 120, 123, 125, 144, 150 
<223> a, t, c, g, or other 
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<400> 136 

ctcaagggga 

gaggcactgc 

aantngctgc 

atgtctatgt 

atccaagttg 

cagaactggt 

gactgatctg 

aagtgcatct 

aaacacactt 

aagcgaaagc 

ctccagtcca 



ttaattccca 
tgttaaattc 
tatccaggat 
taatagctgg 
gggtaagttt 
aacagtgaca 
gaaaatggga 
ccctactcct 
gtaacatcac 
tagttttcat 
tggttccctg 



ttccttcctt 
tctgccctct 
gacngtgttn 
gaaatcgcag 
gattgagcaa 
ggccctgcag 
agagctgact 
ttgtatacct 
agggtgcaag 
tgcaagaatc 
gtgttcctag 



tnangtggan 
ncaaacagcc 
ctgcagtctt 
tagcagcaac 
aaaagtcatg 
tcagcagctg 
gccaataaca 
ctggattgac 
taagtacatg 
caaacagagt 
agtcctatta 



atccatcatc 
atctgtctgn 
tgagtggtta 
cagaccactc 
ctgactgtgt 
tggattttat 
ccttgggggg 
atgcagaagc 
tggatgccca 
aacagggctt 
aaaaaaaa 



tcagtgtngg 60 
gaactccctn 12 0 
gagcgctgta 180 
caatggaaca 240 
gatgaagagg 3 00 
gtgcagggca 3 60 
aggtttgttc 420 
ttaggaaata 480 
gtgtagagag 540 
tgtccactgt 600 
648 



<210> 137 

<211> 1197 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1630551CB1 



<400> 137 

gccgcgcgga 

gcccgcgggg 

ccgggcagct 

cccgaggccg 

tggccgtggc 

atccgtggtc 

tccaggtata 

acctggtggg 

ttcaagacgg 

atttcccaaa 

cccctgacct 

tgctcacggg 

acccctactt 

agtttgacga 

tgcgctgggc 

tgatgatggc 

tgaagagtcg 

atcctgccag 

aagcctctct 

ccctccttca 



ggaggccaag 
cgcggggctc 
cccgctacgg 
gaaagtgatg 
tctgcattcg 
tcaccgtggc 
taagcaggtg 
cgtgtgctac 
ccccaatgaa 
accatacccc 
cagctacatc 
ctactgcgag 
tcctggccag 
tggcacecca 
atctgagcca 
tctgctggtg 
gaagctggca 
aacaggccct 
tcatctggaa 
gcccccatca 



atggcggcag 
ccgggcgcgc 
acacctcagg 
ctgtcagcgc 
gctgtgagtg 
ctcctctctt 
tgcgcctcct 
acggaggatg 
gatggggaga 
aacagtgagg 
gtgcgagcta 
ccacccaccg 
gccattgcca 
gctaccatgt 
gagcacgacc 
cccctggtct 
tatcggccgc 
caagcccaag 
gaagaggcaa 
tgggaataaa 



ctgcggcttc 
gtgcccgggg 
cagtggcctt 
tgggcatgct 
ccagtgacct 
ccttggacca 
gccacagcat 
aagctaagga 
tgttcatgcg 
ctgctcgagc 
ggcatggtgg 
gggtgtcact 
tggcccctcc 
cccagatagc 
atcgaaaacg 
acaccataaa 
ccaagtgacc 
agccatccca 

gggggcagga 

ttaattttct 



gcttcgcggg 
tctgctgtgc 
gtcgtcgaag 
ggcggcaggg 
ggagctgcac 
caccagcatc 
ggacttcgtg 
gctggctgcg 
gccagggaag 
tgccaacaac 
tgaggactac 
gcgggaaggt 
catctacaca 
caaggatgtg 
catggggctc 
gcggcacaag 
ctgtccagtg 
ggcctgttca 
gaccaggctc 
caatgtaaaa 



gtagtgttgg 
agcgcgcggc 
tctggccttt 
ggtgcggggc 
ccccccagct 
cggaggggtt 
gcctaccgcc 
gaggtggagg 
ctgttcgact 
ggagcattgc 
gtcttctccc 
ctctacttca 
gatgtcttag 
tgcaccttcc 
aagatgttga 
tggtcagtcc 
tctgcttgcc 
ggcctcagct 
tagctctggg 
aaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1197 



<210> 138 
<211> 325 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1630551CD1 



<400> 138 

Met Ala Ala Ala Ala Ala Ser Leu Arg Gly Val Val Leu Gly Pro 
15 10 15 



139 



PA-0035 US 



Arq Gly Ala Gly Leu Pro Gly Ala Arg Ala Arg Gly 


Leu 


Leu Cys 










20 










25 








30 


Ser 


Ala 


Arg 


Pro Gly Gin Leu 


Pro 


Leu 


Arg 


Thr 


Pro 


Gin 


Ala Val 








35 










40 








45 


Ala 


Leu 


Ser 


Ser 


Lys 


Ser 


Gly 


Leu 


Ser 


Arg 


Gly Arg 


L y s 


Val Met 










50 










55 








60 


Leu 


Ser 


Ala 


Leu 


Gly Met Leu Ala Ala Gly Gly Ala Gly Leu Ala 










65 










70 








75 


Val 


Ala 


Leu 


His 


Ser 
80 


Ala 


Val 


Ser 


Ala 


Ser 
85 


Asp 


Leu 


Glu 


Leu His 
90 


Pro 


Pro 


Ser 


Tyr 


Pro 


Trp 


Ser 


His 


Arg 


Gly 


Leu 


Leu 


Ser 


Ser Leu 








95 










100 








105 


Asp 


His 


Thr 


Ser 


He 


Arg 


Arg 


Gly 


Phe 


Gin 


Val 


Tyr 


Lys 


Gin Val 








110 










115 








120 


Cys 


Ala 


Ser 


Cys 


His 


Ser 


Met 


Asp 


Phe 


Val 


Ala 


Tyr 


Arg 


His Leu 








125 










130 








135 


Val 


Gly Val 


Cys 


Tyr 


Thr 


Glu 


Asp 


Glu 


Ala 


Lys 


Glu 


Leu 


Ala Ala 










140 










145 








150 


Glu Val Glu Val Gin Asp Gly Pro Asn Glu Asp Gly Glu Met Phe 










155 










160 








165 


Met 


Arg 


Pro 


Gly 


Lys 


Leu 


Phe 


Asp 


Tyr 


Phe 


Pro 


Lys 


Pro 


Tyr Pro 








170 










175 








180 


Asn 


Ser 


Glu 


Ala 


Ala 


Arg 


Ala 


Ala 


Asn 


Asn 


Gly Ala 


Leu 


Pro Pro 










185 










190 








195 


Asp 


Leu 


Ser 


Tyr 


He 


Val 


Arg 


Ala 


Arg 


His 


Gly Gly Glu Asp Tyr 






200 










205 








210 


Val 


Phe 


Ser 


Leu 


Leu 


Thr 


Gly Tyr 


Cys 


Glu 


Pro 


Pro 


Thr 


Gly Val 










215 










220 








225 


Ser 


Leu 


Arg 


Glu 


Gly 


Leu 


Tyr 


Phe 


Asn 


Pro 


Tyr 


Phe 


Pro 


Gly Gin 








230 










235 








240 


Ala 


He 


Ala 


Met 


Ala 
245 


Pro 


Pro 


He 


Tyr 


Thr 
250 


Asp 


Val 


Leu 


Glu Phe 
255 


Asp 


Asp 


Gly 


Thr 


Pro 


Ala 


Thr 


Met 


Ser 


Gin 


He 


Ala 


Lys 


Asp Val 




260 










265 








270 


Cys 


Thr 


Phe 


Leu 


Arg 


Trp 


Ala 


Ser 


Glu 


Pro 


Glu 


His 


Asp 


His Arg 








275 










280 








285 


Lys 


Arg 


Met 


Gly 


Leu 


Lys 


Met 


Leu 


Met 


Met 


Met 


Ala 


Leu 


Leu Val 






290 










295 








300 


Pro 


Leu 


Val 


Tyr 


Thr 


He 


Lys 


Arg 


His 


Lys 


Trp 


Ser 


Val 


Leu Lys 








305 










310 








315 


Ser 


Arg 


Lys 


Leu 


Ala 
320 


Tyr 


Arg 


Pro 


Pro 


Lys 
325 











<210> 139 

<211> 2100 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 360961.19 



<400> 139 

atttttgatg gttacttaaa attttggcta 
catgtgaatc atcggaggat atttgctgaa 
ggaaagcact aggcgtaaag tagcttaaat 
tggacggaaa atcattgtgg acacttatgg 



ctacattttt ttcaggcttt ctgaaaccta 60 
tgaattcaga ataggcaacc taatccactt 12 0 
cctgtaattt cagggtgatg ctggtttgac 180 
cggttggggt gctcatggag gaggtgcctt 240 



140 



PA-0035 US 



ttcaggaaag gattatacca aggtcgaccg 
aaaatccctt gttaaaggag gtctgtgccg 
tataacgaac gattaaaagt catgtaagtg 
acttgtttta taccaacgta ttatacaagt 
gacatttgaa tccttttagg tctcttatgc 
cattttccat tatggtacct ctcagaagag 
gaatttcgat ctccgccctg gggtcattgt 
caagtattga gggtgttggg tgtgtgtgta 
aaggaagact cctcaaatgg gaatatattt 
ttagtgaaga cttagttatt tgagaaattt 
ccactctaga gaatgttcca gatttgatat 
ttaagaaaat agagataaag tgggttgctc 
gggtgtgggc ggcgggacct tggtaagtat 
tgaaatttct cagaataatg acaagttttc 
ctatagttac taataaggac tgtgcaagga 
cacaaatttt tttcctagca tatcccagag 
tcttgctgat tgttttgctt tattttaatt 
tattccaggg atctggatct gaagaagcca 
tttggtaggg acagcttccc atgggaagtg 
ccttttttcc ccagacttgt tggcgtaggc 
gggccctcct tcctaaattt tcctgtcctc 
agtcaatgac atgaatttta gcttttgtgg 
cctaggtgtt ttgttcacca ttataatgaa 
cctagaaaca acactgtagt aaataatgct 
aacgctccaa agtcataatt gcattgactt 
atgtgcacgt aaagtacttg tagttccact 
tgtcagcatg aatttgtaat gtcttgagct 
aagtattgag ggtgttgggt gtgtgtgtat 
aggaagactc ctcaaatggg aatatatttt 
tagtgaagac ttagttattt gagaaattta 
cactctagag aatgttccag atttgatatt 



ttcagctgct tatgctgctc gttgggtggc 300 
gagggttctt gttcaggtat acactcttta 3 60 
ggagggtatt tagtagtaat ctacttaact 420 
atatgggtct ttgcaatcac tgattcttac 480 
tattggagtt tctcatccat tatctatctc 540 
tgagagagag ctattagaga ttgtgaagaa 600 
caggtaaaga tggtaaagcc tgttgctagt 660 
tatacttaag gctgaggagg tgaaggtgtg 720 
taattcctgg aacagttttg aactgctgcc 780 
aaaattacgg tgctccatgg cttaggctaa 840 
ttgagctttg tgctcttcta cttaagggtg 900 
aaggtttgtt gcaatgtaaa aaccatggta 9 60 
tgtgtgatct caggtgagct ttttgacaat 102 0 
gtatttgttg agccagggac ggaaaaacaa 1080 
gtttggacac cagggaagta acacttttgc 1140 
aactcatttg ccagagctct tgaaaatgag 1200 
taatgctaca tattaagtta cggacttgta 12 60 
atttatcaga ggactgcagc ctatggccac 132 0 
cccaaaaagc ttaaatattg aaagtgttag 1380 
tacagagaag ccttcaagct ctgagggaaa 1440 
tttcagctcc tgaccagttg cagtcactct 1500 
gggactgtaa gttgggcttg ctattctgtc 1560 
tttagtgagc ataggtgatc catgtaactg 162 0 
ttgaaattga acctttgtgc cctatcaccc 1680 
tccccaccag atgctgaaaa tgtccttgtg 1740 
tatagcctct gtctggcaat gccacagccc 1800 
ctattatgaa tgtgaagcct gttgctagtc 1860 
atacttaagg ctgaggaggt gaaggtgtga 192 0 
aattcctgga acagttttga actgctgcct 1980 
aaattacggt gctccatggc ttaggctaac 2 040 
tgagctttgt gctcttctac ttaagggtgg 2100 



<210> 140 

<211> 2115 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 809809CB1 



<400> 140 

gaccgtggga 

cggcaactgc 

cgccttccag 

tgtgtcactg 

cggcttcagc 

ctcagctgta 

gcatctcggc 

tgaactaaaa 

aagtaaagat 

tccagaccag 

gcacctatat 

gctgtgtatt 

cccatttaac 

tatggtgctg 



ggttgttgtg 
attgaggtgg 
cctcgcctga 
gttgttatcc 
gccgcggccg 
gcctgtttag 
cgtcgagaaa 
actacagtgg 
cacagtaagg 
atttcattct 
aagacaaata 
ctcacagtcc 
gaagtaattg 
ataaagtttc 



gctccgaggg 
tggcggcgct 
gcccgccggg 
gattggagct 
gggaaatgtc 
aaggcaagtc 
tgacagatgt 
aagaaaggaa 
aatgcataaa 
tcagtggaaa 
agatgacctc 
ctgctgcaat 
aacaaatgaa 
gtgcacaggc 



ctgttcgagg 
gccggccccg 
gcccgcgccg 
cgcggaacac 
tgatgaggag 
accaggagag 
gatcattgag 
gtcttcagaa 
cgctgcccca 
tccatcagtt 
cttaaaagaa 
gaccagtcat 
aattatcaga 
tgatgcggat 



agctgctgct 


gctgaggcgg 


60 


ggccgctcgg 


cctctcggct 


120 


gccagcgcct 


gccctatgag 


180 


tcgcctgtcc 


ccgccggctt 


240 


ataaaaaaga 


cgacactagc 


300 


aaagtagcga 


ttatccatca 


360 


accatgaagt 


ccaacccaga 


420 


gcctccccca 


ctgcgcaaag 


480 


gattctccgt 


ccaaacagct 


540 


gaaatagttc 


atggtattat 


600 


gatgtgcggc 


gcagtgccat 


660 


gaccttatga 


agtttgttgc 


720 


gactctactc 


ccaaccaata 


780 


agtttttata 


tgacatgcaa 


840 



141 



PA- 003 5 US 



tggccgccag ttcaactcaa tagaagatga 
tgaagtgctc aaatctgaag atggcgccag 
caagtgcacg gtgtgtctgg agcgcatgga 
atgtaaccac agcttccaca gccagtgtct 
ttgccggtac tgtcaaacgc ccgagccagt 
tcaggaaaat ctttggattt gtttaatatg 
tcgacatgct tataagcact ttgaggaaac 
ccatcgagtc tgggactatg ctggagataa 
agatggaaaa atagtacagt atgaatgtga 
tgccttacag ttagagtatt catatttact 
ctgggaaaac aagatagttc ggatagagaa 
gaccaagttt aaagaaacaa ttgagaagtg 
cctaaaagaa aagcagtctg tggaaagaaa 
actcaccaac gagctcaaag aggagcagga 
cctcctgcag aacaagctaa aagaggagga 
agatctgcag atcaccgaga tccaggagca 
acagcagaag atcaaccatc tgcctgccga 
caacatcgcc atggcctcgg cctcgagccc 
ctccaggaag ggccgcagca agaggggcaa 
actgttctcc ctgacactgt gagagtgtgc 
cctaataagt acaagtgagg atcaagccac 
tgatgtagtg aatgt 

<210> 141 
<211> 592 
<212> PRT 

<213> Homo sapiens 



cgtttgccag ctagtgtatg tggaaagagc 900 
cctcccagtg atggacctga ctgaactccc 960 
cgagtctgtg aatggcatcc tcacaacgtt 102 0 
acagcgctgg gacgatacca cgtgtcctgt 1080 
agaagaaaat aagtgttttg agtgtggtgt 1140 
cggccacata ggatgtggac ggtatgtcag 12 00 
gcagcacacg tatgccatgc agcttaccaa 1260 
ctatgttcat cgactggttg caagtaaaac 132 0 
gggggatact tgccaggaag agaaaataga 13 80 
aacaagccag ctggaatctc agcgaatcta 1440 
ggacacagca gaggaaatta acaacatgaa 1500 
tgataatcta gagcacaaac taaatgatct 1560 
gtgcactcag ctaaacacaa aagtggccaa 1620 
aatgaacaag tgtttgcgag ccaaccaagt 1680 
gagggtgctg aaggagacct gtgaccaaaa 1740 
gctgcgtgac gtcatgttct acctggagac 1800 
gacccggcag gaaatccagg agggacagat 1860 
tgcctcttcg gggggcagtg ggaagttgcc 1920 
gtgaccttca gagcaacaga catccctgag 1980 
tgggaccttc agctaaatgt gagggtgggc 2 040 
agttgtttgg ctctttcatt tgctagtgtg 2100 

2115 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 809809CD1 



<400> 141 
























Met 


Ser 


Val 


Ser 


Leu 


Val 


Val 


He 


Arg 


Leu Glu 


Leu 


Ala 


Glu 


His 


1 








5 










10 








15 


Ser 


Pro 


Val 


Pro 


Ala 


Gly 


Phe 


Gly 


Phe 


Ser Ala 


Ala 


Ala 


Gly 


Glu 










20 










25 








30 


Met 


Ser 


Asp 


Glu 


Glu 


He 


Lys 


Lys 


Thr 


Thr Leu 


Ala 


Ser 


Ala 


Val 








35 










40 








45 


Ala 


Cys 


Leu 


Glu 


Gly 


Lys 


Ser 


Pro Gly Glu Lys 


Val 


Ala 


He 


He 








50 










55 








60 


His 


Gin 


His 


Leu 


Gly 


Arg 


Arg 


Glu 


Met 


Thr Asp 


Val 


He 


He 


Glu 










65 










70 








75 


Thr 


Met 


Lys 


Ser 


Asn 


Pro 


Asp 


Glu 


Leu 


Lys Thr 


Thr 


Val 


Glu 


Glu 








80 










85 








90 


Arg 


Lys 


Ser 


Ser 


Glu 


Ala 


Ser 


Pro 


Thr 


Ala Gin 


Arg 


Ser 


Lys 


Asp 






95 










100 








105 


His 


Ser 


Lys 


Glu 


Cys 


He 


Asn 


Ala 


Ala 


Pro Asp 


Ser 


Pro 


Ser 


Lys 








110 










115 








120 


Gin 


Leu 


Pro 


Asp 


Gin 


He 


Ser 


Phe 


Phe 


Ser Gly Asn 


Pro 


Ser 


Val 








125 










130 








135 


Glu 


He 


Val 


His 


Gly 


He 


Met 


His 


Leu 


Tyr Lys 


Thr 


Asn 


Lys 


Met 










140 










145 








150 


Thr 


Ser 


Leu 


Lys 


Glu 


Asp 


Val 


Arg 


Arg 


Ser Ala 


Met 


Leu 


Cys 


He 








155 










160 








165 


Leu 


Thr 


Val 


Pro 


Ala 


Ala 


Met 


Thr 


Ser 


His Asp 


Leu 


Met 


Lys 


Phe 



142 



PA-0035 US 











170 










175 










180 


Val 


Ala 


Pro 


Phe 


Asn 
185 


Glu 


Val 


He 


Glu 


Gin 
190 


Met 


Lys 


He 


He 


Arg 
195 


Asp 


Ser 


Thr 


Pro 


Asn 
200 


Gin 


Tyr 


Met 


Val 


Leu 
205 


He 


Lys 


Phe 


Arg 


Ala 
210 


Gin 


Ala 


Asp 


Ala 


Asp 
215 


Ser 


Phe 


Tyr 


Met 


Thr 
220 


Cys 


Asn 


Gly 


Arg 


Gin 
225 


Phe 


Asn 


Ser 


He 


Glu 
230 


Asp 


Asp 


Val 


Cys 


Gin 
235 


Leu 


Val 


Tyr 


Val 


Glu 
240 


Arg 


Ala 


Glu 


Val 


Leu 
245 


Lys 


Ser 


Glu 


Asp 


Gly 
250 


Ala 


Ser 


Leu 


Pro 


Val 
255 


Met 


Asp 


Leu 


Thr 


Glu 
260 


Leu 


Pro 


Lys 


Cys 


Thr 
265 


Val 


Cys 


Leu 


Glu 


Arg 
270 


Met 


Asp 


Glu 


Ser 


Val 
275 


Asn 


Gly 


He 


Leu 


Thr 
280 


Thr 


Leu 


Cys 


Asn 


His 

285 


Ser 


Phe 


His 


Ser 


Gin 
290 


Cys 


Leu 


Gin 


Arg 


Trp 
295 


Asp 


Asp 


Thr 


Thr 


Cys 
300 


Pro 


Val 


Cys 


Arg 


Tyr 
305 


Cys 


Gin 


Thr 


Pro 


Glu 
310 


Pro 


Val 


Glu 


Glu 


Asn 
315 


Lys 


Cys 


Phe 


Glu 


Cys 
320 


Gly 


Val 


Gin 


Glu 


Asn 
325 


Leu 


Trp 


He 


Cys 


Leu 
330 


He 


Cys 


Gly 


His 


He 
335 


Gly 


Cys 


Gly 


Arg 


Tyr 
340 


Val 


Ser 


Arg 


His 


Ala 
345 


Tyr 


Lys 


His 


Phe 


Glu 
350 


Glu 


Thr 


Gin 


His 


Thr 
355 


Tyr 


Ala 


Met 


Gin 


Leu 
360 


Thr 


Asn 


His 


Arg 


Val 
365 


Trp 


Asp 


Tyr 


Ala 


Gly 
370 


Asp 


Asn 


Tyr 


Val 


His 
375 


Arg 


Leu 


Val 


Ala 


Ser 
380 


Lys 


Thr 


Asp 


Gly 


Lys 
385 


He 


Val 


Gin 


Tyr 


Glu 
390 


Cys 


Glu 


Gly 


Asp 


Thr 
395 


Cys 


Gin 


Glu 


Glu 


Lys 
400 


He 


Asp 


Ala 


Leu 


Gin 
405 


Leu 


Glu 


Tyr 


Ser 


Tyr 
410 


Leu 


Leu 


Thr 


Ser 


Gin 
415 


Leu 


Glu 


Ser 


Gin 


Arg 
420 


He 


Tyr 


Trp 


Glu 


Asn 
425 


Lys 


He 


Val 


Arg 


He 
430 


Glu 


Lys 


Asp 


Thr 


Ala 
435 


Glu 


Glu 


He 


Asn 


Asn 
440 


Met 


Lys 


Thr 


Lys 


Phe 
445 


Lys 


Glu 


Thr 


He 


Glu 
450 


Lys 


Cys 


Asp 


Asn 


Leu 
455 


Glu 


His 


Lys 


Leu 


Asn 
460 


Asp 


Leu 


Leu 


Lys 


Glu 
465 


Lys 


Gin 


Ser 


Val 


Glu 
470 


Arg 


Lys 


Cys 


Thr 


Gin 
475 


Leu 


Asn 


Thr 


Lys 


Val 
480 


Ala 


Lys 


Leu 


Thr 


Asn 
485 


Glu 


Leu 


Lys 


Glu 


Glu 
490 


Gin 


Glu 


Met 


Asn 


Lys 
495 


Cys 


Leu 


Arg 


Ala 


Asn 
500 


Gin 


Val 


Leu 


Leu 


Gin 
505 


Asn 


Lys 


Leu 


Lys 


Glu 
510 


Glu 


Glu 


Arg 


Val 


Leu 
515 


Lys 


Glu 


Thr 


Cys 


Asp 
520 


Gin 


Lys 


Asp 


Leu 


Gin 
525 


He 


Thr 


Glu 


He 


Gin 
530 


Glu 


Gin 


Leu 


Arg 


Asp 
535 


Val 


Met 


Phe 


Tyr 


Leu 
540 


Glu 


Thr 


Gin 


Gin 


Lys 
545 


He 


Asn 


His 


Leu 


Pro 
550 


Ala 


Glu 


Thr 


Arg 


Gin 
555 


Glu 


He 


Gin 


Glu 


Gly 
560 


Gin 


He 


Asn 


He 


Ala 
565 


Met 


Ala 


Ser 


Ala 


Ser 
570 


Ser 


Pro 


Ala 


Ser 


Ser 
575 


Gly 


Gly 


Ser 


Gly 


Lys 
580 


Leu 


Pro 


Ser 


Arg 


Lys 
585 


Gly 


Arg 


Ser 


Lys 


Arg 


Gly 


Lys 
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<210> 142 
<211> 2435 
<212> DNA 
<213> Homo 



590 



sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2558815CB1 



<400> 142 

cggacgcgtg 

gctctccccg 

cttcgtcgtg 

ctccggtacc 

ttcaggagaa 

gagtcaaaaa 

ggaacgggag 

ggcccgcttg 

atccatggct 

accacttggg 

gaagtcggct 

acctgtttct 

cttcaatgtg 

ggccaaagtc 

taaaggaatc 

agactgtgat 

ccaggtttgc 

agaggaagtg 

aaggatgggt 

ggcaaaggag 

caaattaaag 

gacctgtgtg 

agctgaggtt 

cagggacatc 

taacaactat 

tggcagagag 

ggagatgggt 

cacgctgtgg 

ttacatccag 

catcagcttc 

gtgattctcc 

agaacaggaa 

aattctctgg 

aactaattga 

acttgcctag 

ttcctggtag 

cttgtcattc 

ggtcaaattc 

cgatagagga 

cagtggagct 

aaaataaatc 



ggcgcggagc 
cttcttcgca 
tcgcagccgc 
gagaaagctt 
aaggaagtaa 
tctggcatgg 
gatgaaattg 
gacatcgaca 
ggtgaacaca 
gtatgtgtgg 
ccagcattag 
gcattgctac 
gtgcagggag 
tccttcactg 
aaacctgtta 
atgaacaatg 
tgtaatggca 
gtgaaacaga 
ccactcatca 
cagggtgcta 
gatggatatt 
aaggaagaga 
ctagaaagag 
caacgggctc 
aacgtcagcc 
aacggccgtg 
gatgtggaat 
aatgatgtga 
aattttggcg 
ctcactgaaa 
tcaaagcgta 
aagagactag 
cgtatttcaa 
tcacaaccag 
tcttgaagaa 
aatcagtaga 
cattgagaaa 
tgtgtgaatg 
aatctatctc 
accctttaaa 
acactgttaa 



tgcgtccgcc 
gtcttcggcc 
tcaattaccg 
tcgagccagc 
atttggctgt 
agcgttgccg 
ctactatgga 
tttcctggca 
tccagctccc 
gaataggagc 
cctgtggtaa 
tggctgaaat 
gggctgccac 
gaagtgtgcc 
ccttggaact 
ctgtaaaggg 
caagagtatt 
cccaaaggat 
accgaccaca 
aagtgttatg 
acatgagacc 
tctttgggcc 
ccaatgatac 
atagagtggt 
cagtggagtt 
tgacaatcga 
ctgctttttg 
attggccctg 
ttcagtataa 
atgtgcatta 
tttttgtgaa 
gataatacat 
agaacttgtt 
tttgtagatt 
aaaaaacaaa 
gatgatttca 
gctgacaact 
tgaacttgcc 
cctatcttgg 
tgtacaaatt 
ttgttaaaaa 



actcatgttt 
ctctcctgtc 
cggcggggcc 
aaccggccga 
tcaaaatgca 
aatccttttg 
gtgcatcaac 
gtgcctggag 
aggtggatcg 
atggaactac 
tgccatggtc 
ctacagtgag 
aggccagttt 
cactggcatg 
tggaggcaaa 
ggcgctgatg 
tgtgcagaaa 
taaaattgga 
cctggagcga 
tggtggagat 
ttgtgtatta 
tgttatgtcc 
cacttttgga 
agctgagctt 
gccctttggt 
atattattca 
aaaacctgca 
tttacagagg 
gagaatggtt 
agtgccttgt 
atcttttaag 
cttccacaca 
cctggctgat 
tctttgttcc 
aaacaaaaaa 
gctcattgac 
gggataggga 
tagtaagcac 
gtccttgaac 
atttgtatgc 
aaaaa 



ctccgagcag 
gccgccatga 
cgcgtggagc 
gtgatagcta 
aaggctgctt 
gaggctgcca 
aatggcaagt 
tattatgcgg 
tttggttata 
ccctttcaga 
tttaaacctt 
gctggtgtac 
ctgtgtcagc 
aagatcatgg 
tctccactca 
gccaacttcc 
gaaattcttg 
gatccccttc 
gtccttgggt 
atatatgtac 
actaattgca 
attttatcat 
ctagcagctg 
caggctggga 
ggatataaga 
cagctgaaga 
gtgaaaccta 
cagtacaact 
catgttactc 
agatactaat 
agccagtaac 
tttggcccac 
ccaagtgcag 
ttctccattc 
aaaccttgtt 
atttttttaa 
ggggattcga 
tttgtctctg 
tacagcctgc 
taatgtaata 



gcctggccgc 
gcactggcac 
cggcggacgc 
ctttcacatg 
ttaaaatatg 
ggataataag 
ccatctttga 
gcttggctgc 
ccagaagaga 
ttgcctcttg 
ctccctttac 
ctcctgggct 
atcccgatgt 
agatgtcagc 
tcatcttctc 
tcacacaagg 
ataaatttac 
tggaagatac 
ttgtcaaagt 
ctgaagatcc 
gagacgacat 
ttgacactga 
gcgtctttac 
cgtgcttcat 
agtcaggatt 
ctgtgtgtgt 
ttgacatggc 
gaatgttatt 
tttctctctc 
caagaaagct 
atacttctag 
tgataatgtt 
tggtatttac 
ccactgcttc 
cctttatagg 
gctatatccc 
taatagatgg 
ttcactactg 
tgtcttacac 
tggtgaaatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2435 



<210> 143 
<211> 518 
<212> PRT 



144 



PA-0035 US 



<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 143 



Met 


Phe 


Leu 


Ara 


Ala 


1 








5 


Ser 


Leu 


Arg 


Pro 


Ser 










20 


Val 


Val 


Ser 


Gin 


Pr*o 










-j ~j 


Prn 

IT I. \J 


Al Pi 


A Qn 


ni ex 


Ser 










^ n 

D U 


Pl \r 


Arg 


Val 


11c 


Ala 

nla 










UJ 


Asn 


Leu 


nJ-d 


Val 


Pi n 










q n 
o U 


Cain 


Lys 


Ser 


Gly 


Met 












Arg 


Tl Q 

lie 


lie 


Arg 


Pin 










11 U 


lie 


Asn 


Asn 


Giy 


Lys 










lot; 
IAD 


lie 


Sex" 


Trp 




L,ys 










14t U 


l v lc= u 


Al a 

rila 


Pl \r 




nib 










ICC 

Ijj 


±111. 


Arg 


Arg 


Pin 
vjI U 


rl O 










1 / U 


Asn 


Tyr 


Pro 


13 Vi d 


Pin 

^in 










loD 


Alp 




r*l ir 
Ljiy 


Asn 


Al Pi 












VaJ. 


Ofcr 1 


Al ^ 


Leu 


Leu 










£* 1 ~J 


Pro 


Pro 


Gly 


Leu 


Phe 










9*3 0 


Gin 


Phe 


Leu 


Cys 


Gin 










245 


Gly 


Ser 


Val 


Pro 


Thr 










260 


Gly 


He 


Lys 


Pro 


Val 










275 


He 


He 


Phe 


Ser 


Asp 










290 


Leu 


Met 


Ala 


Asn 


Phe 










305 


Thr 


Arg 


Val 


Phe 


Val 










320 


Glu 


Val 


Val 


Lys 


Gin 










335 


Leu 


Glu 


Asp 


Thr 


Arg 










350 


Glu 


Arg 


Val 


Leu 


Gly 



2558815CD1 



Gly 


Leu 


Ala 


Ala 


Leu 










10 


Pro 


Val 


Ala 


Ala 


Met 










25 


Leu 


Asn 




Arg 


Gly 










AO 


Pl v 


Thr 


Glu 


Lys 


Ala 












X ill 


XT lifci 


1 111 




Del 










/ u 


Asn 


Ala 
Ala 


Lys 


Al a 
Ala 


Ala 

Ala 
Q 


CjIU 


Arg 


Cys 


Arg 


O 3 
Tl j-> 

lie 










1U U 


Arg 


bill 


Asp 


Pl n 


lie 










1 1 c 

ilJ 


ber 


Tl ^ 

lie 


vne 


pl,. 


Ala 










IjU 


Leu 


Pin 
vjIU 


Tyr 


Tyr 


A 1 =3 

Ala 










141 D 


Tl ^ 

lie 


P 1 T"> 

bin 


Leu 


Pro 


Plir 

biy 










1 en 
lOU 


Leu 


Pl \r 


1 

Val 




Us 1 

v ai 










1 / D 


Tl <a 


Ala 
Ala 


Ser 


irp 


Lys 










1 on 




Val 


ir lit; 


Lys 


Jr 1 (J 










Z U D 


lieu 


Al ^ 
ilia. 


pl n 


lie 












6. ci u 


A cm 

jM.t?il 


val 


\Ta 1 
val 


pl n 

VJlll 


Pl V 










9^ R 
z -j _> 


His 


Pro 


Asp 


Val 


Ala 










250 


Gly 


Met 


Lys 


He 


Met 










265 


Thr 


Leu 


Glu 


Leu 


Gly 










280 


Cys 


Asp 


Met 


Asn 


Asn 










295 


Leu 


Thr 


Gin 


Gly 


Gin 










310 


Gin 


Lys 


Glu 


He 


Leu 










325 


Thr 


Gin 


Arg 


He 


Lys 










340 


Met 


Gly 


Pro 


Leu 


He 










355 


Phe 


Val 


Lys 


Val 


Ala 



Ser Pro Leu Leu Arg 
15 

Ser Thr Gly Thr Phe 
30 

Gly Ala Arg Val Glu 
45 

Phe Glu Pro Ala Thr 
60 

Gly Glu Lys Glu Val 
75 

Phe Lys He Trp Ser 
90 

Leu Leu Glu Ala Ala 
105 

Ala Thr Met Glu Cys 
120 

Arg Leu Asp He Asp 
135 

Gly Leu Ala Ala Ser 
150 

Gly Ser Phe Gly Tyr 
165 

Gly He Gly Ala Trp 
180 

Ser Ala Pro Ala Leu 
195 

Ser Pro Phe Thr Pro 
210 

Ser Glu Ala Gly Val 
225 

Gly Ala Ala Thr Gly 
240 

Lys Val Ser Phe Thr 
255 

Glu Met Ser Ala Lys 
270 

Gly Lys Ser Pro Leu 
285 

Ala Val Lys Gly Ala 
300 

Val Cys Cys Asn Gly 
315 

Asp Lys Phe Thr Glu 
330 

He Gly Asp Pro Leu 
345 

Asn Arg Pro His Leu 
360 

Lys Glu Gin Gly Ala 
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365 










370 










375 


Lys 


Val 


Leu 


Cys 


Glv 
380 


Glv 


Asp 


He 


Tvr 


Val 
385 


Pro 


Glu 


Asp 


Pro 


Lys 
390 


Leu 


Lys 


Asp 


Glv 


Tvr 
395 


Tvr 


Met 


Arg 


Pro 


Cys 
400 


Val 


Leu 


Thr 


Asn 


Cys 
405 


Arg 


Asp 


Asp 


Met 


Thr 
410 


Cys 


Val 


Lys 


Glu 


Glu 
415 


He 


Phe 


Glv 


Pro 


Val 
420 


Met 


Ser 


lie 


Leu 


Ser 
425 


Phe 


Asp 


Thr 


Glu 


Ala 
430 


Glu 


Val 


Leu 


Glu 


Arg 
435 


Ala 


Asn 


Asp 


Thr 


Thr 
440 


Phe 


Glv 


Leu 


Ala 


Ala 
445 


Glv 


Val 


Phe 


Thr 


Arg 
450 


Asp 


lie 


Gin 


Arg 


Ala 
455 


His 


Arg 


Val 


Val 


Ala 
460 


Glu 


Leu 


Gin 


Ala 


Gly 
465 


Thr 


Cys 


Phe 


He 


Asn 
470 


Asn 


Tyr 


Asn 


Val 


Ser 
475 


Pro 


Val 


Glu 


Leu 


Pro 
480 


Phe 


Gly 


Gly Tyr 


Lys 


Lys 


Ser 


Gly 


Phe 


Gly 


Arg 


Glu 


Asn 


Gly 


Arg 










485 










490 










495 


Val 


Thr 


He 


Glu 


Tyr 
500 


Tyr 


Ser 


Gin 


Leu 


Lys 
505 


Thr 


Val 


Cys 


Val 


Glu 
510 


Met 


Gly 


Asp 


Val 


Glu 
515 


Ser 


Ala 


Phe 

















<210> 144 

<211> 2412 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 242010.16 



<400> 144 

gcctgaggag 

ggcttcccag 

ggaaggaccg 

ggagccgaca 

ggcaccacct 

gaccagggca 

ggggatgcgg 

cggctgatcg 

ttccaggtga 

aaggcattct 

gaggcgtacc 

gactcgcagc 

atcatcaacg 

gagcgcaacg 

atcgacgacg 

gactttgaca 

gacatcagcc 

aggaccctgt 

gacttctaca 

agcaccctgg 

cacgacctgg 

gacttcttca 

ggggcggcgg 
ctgctgctgg 
gccctgatca 



ctgctgcgac 
agcgaacctg 
agctcttctc 
gagagcaggg 
actcctgcgt 
accgcaccac 
ccaagaacca 
gccgcaagtt 
tcaacgacgg 
accccgagga 
tgggctaccc 
gccaggccac 
agcccacggc 
tgctcatctt 
gcatcttcga 
acaggctggt 
agaacaagcg 
cgtccagcac 
cgtccatcac 
agcccgtgga 
tcctggtcgg 
acgggcgcga 
tgcaggcggc 
acgtggctcc 
agcgcaactc 



agtccactac 
tggcggctgc 
gcggatccag 
aaccggcatg 

gggggtgttc 

ccccagctac 
ggtggcgctg 
cggcgacccg 
agacaagccc 
gatctcgtcc 
ggtgaccaac 
caaggatgcg 
cgccgccatc 
tgacctgggc 
ggtgaaggcc 
gaaccacttc 
agccgtgagg 
ccaggccagc 
cagggcgagg 
gaaggctctg 
gggctccacc 
cctgaacaag 
catcctgatg 
cctgtcgctg 
caccatcccc 



ctttttcgag 
aggcaccggc 
tgttccgttt 
gccaaagccg 
caacacggca 
gtggccttca 
aacccgcaga 
gtggtgcagt 
aaggtgcagg 
atggtgctga 
gcggtgatca 
ggtgtgatcg 
gcctacggcc 
gggggcacct 
acggccgggg 
gtggaggagt 
cggctgcgca 
ctggagatcg 
ttcgaggagc 
cgcgacgcca 
cgcatcccca 
agcatcaacc 
ggggacaagt 
gggctggaga 
accaagcaga 



agtgactccc 
gcgtcgagtt 
ccagccccca 
cggcgatcgg 
aggtggagat 
cggacaccga 
acaccgtgtt 
cggacatgaa 
tgagctacaa 
ccaagatgaa 
ccgtgccggc 
cggggctcaa 
tggacagaac 
tcgacgtgtc 
acacccacct 
tcaagagaaa 
ccgcctgcga 
actccctgtt 
tgtgctccga 
agctggacaa 
aggtgcagaa 
ccgacgaggc 
ccgagaacgt 
cggccggagg 
cgcagatctt 



gttgtcccaa 
tccggcgtcc 
atctcagagc 
catcgacctg 
catcgccaac 
gcggctcatc 
tgacgcgaag 
gcactggcct 

gggggagacc 

ggagatcgcc 
ctacttcaac 
cgtgctgcgg 
gggcaagggg 
catcctgacg 
gggtggggag 
acacaagaag 
gagggccaag 
tgagggcatc 
cctgttccga 
ggcccagatt 
gctgctgcaa 
tgtggcctac 
gcaggacctg 
cgtgatgact 
caccacctac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 



146 



PA-0035 US 



tccgacaacc 
gacaacaatc 
ccccagatcg 
gacaagagca 
aaggaggaga 
cagcgcgaga 
gccgtggagg 
gacaagtgtc 
tttgagcaca 
cagggtgccg 
gggtcaggcc 
tttggagctt 
tgtttgcaat 
atgcagagat 
tcaggccatt 
acaaaaaaaa 



aacccggggt 
tgttggggcg 
aggtgacctt 
ccggcaaggc 
tcgagcgcat 
gggtgtcagc 
atgaggggct 
aagaggtcat 
agaggaagga 
gtggtcccgg 
ccaccattga 
caagactttg 
gttgaaattt 
gaatttatac 
ttttaagttg 
gg 



gctgatccag 
cttcgagctg 
cgacatcgat 
caacaagatc 
ggtgcaggag 
caagaacgcc 
caagggcaag 
ctcgtggctg 
gctggagcag 
gcctgggggc 

gg&ggtagat 

catttcctag 
tttggtgaag 
tgccatctta 
gttacttcaa 



gtgtacgagg 
agcggcatcc 
gccaacggca 
accatcacca 
gcggagaagt 
ctggagtcct 
atcagcgagg 
gacgccaaca 
gtgtgtaacc 
ttcggggctc 
taggggcctt 
tatttctgtt 
tactgaactt 
cgactatttc 
agtaaataaa 



gcgagagggc 
ctccggcccc 
tcctgaacgt 
acgacaaggg 
acaaagcgga 
acgccttcaa 
cggacaagaa 
ccttggccga 
ccatcatcag 
agggtcccaa 
tccaagattg 
tgtcagttct 
gctttttttc 
ttctttttaa 
ctttaaaatt 



catgacgaaa 
caggggcgtg 
cacggccacg 
ccgcctgagc 
ggacgaggtg 
catgaagagc 
gaaggtgctg 
gaaggacgag 
cggactgtac 
gggagggtct 
ctgtttttgt 
caatttcctg 
cggtttctac 
tacacttaac 
caagtgaaaa 



1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2412 



<210> 145 

<211> 2458 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 1678695CB1 



<400> 145 

gcctgaggag 

ggctttccag 

gaaggactga 

gagcccacag 

accacctact 

cagggcaacc 

gatgcggcca 

ctgatcggcc 

caggtgatca 

gcattctacc 

gcgtacctgg 

tcgcagcgcc 

atcaacgagc 

cgcaacgtgc 

gacgacggca 

tttgacaaca 

atcagccaga 

accctgtcgt 

ttctacacgt 

accctggagc 

gacctggtcc 

ttcttcaacg 

gcggcggtgc 

ctgctggacg 

ctgatcaagc 

gacaaccaac 

aacaatctgt 

cagatcgagg 

aagagcaccg 



ctgctgcgag 
agcgaacctg 
gctcttgtcg 
agcagggcac 
cctgcgtggg 
gcaccacccc 
agaaccaggt 
gcaagttcgg 
acgacggaga 
ccgaggagat 
gctacccggt 
aggccaccaa 
ccacggccgc 
tcatctttga 
tcttcgaggt 
ggctggtgaa 
acaagcgagc 
ccagcaccca 
ccatcaccag 
ccgtggagaa 
tggtcggggg 
ggcgcgacct 
aggcggccat 
tggctcccct 
gcaactccac 
ccggggtgct 
tggggcgctt 
tgaccttcga 
gcaaggccaa 



ggtccgcttc 
tgcggctgca 
cggatcccgt 
cggcatggcc 
ggtgttccaa 
cagctacgtg 
ggcgctgaac 
cgacccggtg 
caagcccaag 
ctcgtccatg 
gaccaacgcg 
ggatgcgggt 
cgccatcgcc 
cctgggcggg 
gaaggccacg 
ccacttcgtg 
cgtgaggcga 
ggccagcctg 
ggcgaggttc 
ggctctgcgc 
ctccacccgc 
gaacaagagc 
cctgatgggg 
gtcgctgggg 
catccccacc 
gatccaggtg 
cgagctgagc 
catcgatgcc 
caagatcacc 



gtctttcgag 
ggcaccggcg 
ccgccgtttc 
aaagccgcgg 
cacggcaagg 
gccttcacgg 
ccgcagaaca 
gtgcagtcgg 
gtgcaggtga 
gtgctgacca 
gtgatcaccg 
gtgatcgcgg 
tacggcctgg 
ggcaccttcg 
gccggggaca 
gaggagttca 
ctgcgcaccg 
gagatcgact 
gaggagctgt 
gacgccaagc 
atccccaagg 
atcaaccccg 
gacaagtccg 
ctggagacgg 
aagcagacgc 
tacgagggcg 
ggcatccctc 
aacggcatcc 
atcaccaacg 



agtgactccc 
tgttgagttt 
cagcccccag 
cgatcggcat 
tggagatcat 
acaccgagcg 
ccgtgtttga 
acatgaagca 
gctacaaggg 
agatgaagga 
tgccggccta 
ggctcaacgt 
acagaacggg 
acgtgtccat 
cccacctggg 
agagaaaaca 
cctgcgagag 
ccctgtttga 
gctccgacct 
tggacaaggc 
tgcagaagct 
acgaggctgt 
agaacgtgca 
ccggaggcgt 
agatcttcac 
agagggccat 
cggcccccag 
tgaacgtcac 
acaagggccg 



gcggtcccaa 
ccggcgttcc 
tctcagagcg 
cgacctgggc 
cgccaacgac 
gctcatcggg 
cgcgaagcgc 
ctggcctttc 
ggagaccaag 
gatcgccgag 
cttcaacgac 
gctgcggatc 
caagggggag 
cctgacgatc 
tggggaggac 
caagaaggac 
ggccaagagg 
gggcatcgac 
gttccgaagc 
ccagattcac 
gctgcaggac 
ggcctacggg 
ggacctgctg 
gatgactgcc 
cacctactcc 
gacgaaagac 
gggcgtgccc 
ggccacggac 
cctgagcaag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 



147 
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gaggagatcg agcgcatggt gcaggaggcg 
cgcgagaggg tgtcagccaa gaacgccctg 
gtggaggatg aggggctcaa gggcaagatc 
aagtgtcaag aggtcatctc gtggctggac 
gagcacaaga ggaaggagct ggagcaggtg 
ggtgccggtg gtcccgggcc tgggggcttc 
tcaggcccca ccattgagga ggtagattag 
attgaacttt tgggactcaa ggactttgct 
tctttgctgc ttcacttctt tgtaaagtta 
cattattttt gtagtacaac cgatatgttc 
tgtaagggtg tttcgttccc tttaaatgaa 
ttgttttttt tttttttttt tttttttttg 



gagaagtaca aagcggagga cgaggtgcag 1800 
gagtcctacg ccttcaacat gaagagcgcc 1860 
agcgaggccg acaagaagaa ggtgctggac 1920 
gccaacacct tggccgagaa ggacgagttt 1980 
tgtaacccca tcatcagcgg actgtaccag 2040 
ggggctcagg gtcccaaggg agggtctggg 2100 
gggcctttgt ccttaagaag ttgcccttaa 2160 
gctgttttcc tatgtcattt ctgcttcagc 2220 
agttgtaacc tgatggtaat tagctggctt 22 80 
attagaattc tttgcattta atgttgatac 2340 
tcaacactgc caccttctgt acgagtttgt 2400 
cttggcgaaa acactacaaa ggctggga 2458 



<210> 146 
<211> 641 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1678695CD1 



<400> 146 










Met 


Ala 


Lys 


Ala 


Ala 


Ala 


He 


1 








5 






Ser 


Cys 


Val 


Gly Val 


Phe 


Gin 










20 






Asn 


Asp 


Gin 


Gly Asn 


Arg 


Thr 










35 






Asp 


Thr 


Glu 


Arg 


Leu 


He 


Gly 










50 






Leu 


Asn 


Pro 


Gin 


Asn 


Thr 


Val 










65 






Arg 


Lys 


Phe 


Gly Asp 


Pro 


Val 










80 






Pro 


Phe 


Gin 


Val 


He 


Asn 


Asp 










95 






Ser 


Tyr 


Lys 


Gly 


Glu 


Thr 


Lys 










110 






Ser 


Met 


Val 


Leu 


Thr 


Lys 


Met 










125 






Gly 


Tyr 


Pro 


Val 


Thr 


Asn 


Ala 










140 






Asn 


Asp 


Ser 


Gin 


Arg 


Gin 


Ala 










155 






Gly 


Leu 


Asn 


Val 


Leu 


Arg 


He 










170 






He 


Ala 


Tyr 


Gly 


Leu 


Asp 


Arg 










185 






Leu 


He 


Phe 


Asp 


Leu 


Gly 


Gly 










200 






Thr 


He 


Asp 


Asp 


Gly 


He 


Phe 










215 






Thr 


His 


Leu 


Gly 


Gly Glu 


Asp 










230 






Phe 


Val 


Glu 


Glu 


Phe 


Lys 


Arg 



Gly 


He 


Asp 


Leu Gly Thr 


Thr 


Tyr 






10 










15 


His 


Gly 


Lys 


Val 


Glu 


He 


He 


Ala 






25 










30 


Thr 


Pro 


Ser 


Tyr 


Val 


Ala 


Phe 


Thr 






40 










45 


Asp 


Ala 


Ala 


Lys 


Asn 


Gin 


Val 


Ala 






55 










60 


Phe 


Asp 


Ala 


Lys 


Arg 


Leu 


He 


Gly 






70 










75 


Val 


Gin 


Ser 


Asp 


Met 


Lys 


His 


Trp 






85 










90 


Gly Asp 


Lys 


Pro 


Lys 


Val 


Gin 


Val 






100 










105 


Ala 


Phe 


Tyr 


Pro 


Glu 


Glu 


He 


Ser 






115 










120 




Glu 


He 


Ala 


Glu 


Ala 


Tyr 


Leu 






130 










135 


Val 


He 


Thr 


Val 


Pro 


Ala 


Tyr 


Phe 






145 










150 


Thr 


Lys 


Asp 


Ala 


Gly Val 


He 


Ala 






160 










165 


He 


Asn 


Glu 


Pro 


Thr 


Ala 


Ala 


Ala 






175 










180 


Thr Gly 


Lys 


Gly Glu Arg 


Asn 


Val 






190 










195 


Gly Thr 


Phe 


Asp 


Val 


Ser 


He 


Leu 






205 










210 


Glu 


Val 


Lys 


Ala 


Thr 


Ala 


Gly 


Asp 






220 










225 


Phe 


Asp 


Asn 


Arg 


Leu 


Val 


Asn 


His 






235 










240 


Lys 


His 


Lys 


Lys 


Asp 


He 


Ser 


Gin 
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Asn Lys Arg 

Lys Arg Thr 

Ser Leu Phe 

Arg Phe Glu 

Pro Val Glu 

lie His Asp 

Val Gin Lys 

Lys Ser lie 

Gin Ala Ala 

Leu Leu Leu 

Ala Gly Gly 

Pro Thr Lys 

Pro Gly Val 

Lys Asp Asn 

Pro Ala Pro 

Asp Ala Asn 

Gly Lys Ala 

Ser Lys Glu 

Lys Ala Glu 

Ala Leu Glu 

Glu Gly Leu 

Leu Asp Lys 

Leu Ala Glu 

Gin Val Cys 

Gly Pro Gly 

Ser Gly Ser 

<210> 147 
<211> 4035 
<212> DNA 



245 
Ala Val 

260 
Leu Ser 

275 
Glu Gly 

290 
Glu Leu 

305 
Lys Ala 

320 
Leu Val 

335 
Leu Leu 

350 
Asn Pro 

365 
lie Leu 

380 
Leu Asp 

395 
Val Met 

410 
Gin Thr 

425 
Leu lie 

440 
Asn Leu 

455 
Arg Gly 

470 
Gly lie 

485 
Asn Lys 

500 
Glu He 

515 
Asp Glu 

530 
Ser Tyr 

545 
Lys Gly 

560 
Cys Gin 

575 
Lys Asp 

590 
Asn Pro 

605 
Pro Gly 

620 
Gly Pro 

635 



Arg Arg 
Ser Ser 
He Asp 
Cys Ser 
Leu Arg 
Leu Val 
Gin Asp 
Asp Glu 
Met Gly 
Val Ala 
Thr Ala 
Gin He 
Gin Val 
Leu Gly 
Val Pro 
Leu Asn 
He Thr 
Glu Arg 
Val Gin 
Ala Phe 
Lys He 
Glu Val 
Glu Phe 
He He 
Gly Phe 
Thr He 



Leu Arg 
Thr Gin 
Phe Tyr 
Asp Leu 
Asp Ala 
Gly Gly 
Phe Phe 
Ala Val 
Asp Lys 
Pro Leu 
Leu He 
Phe Thr 
Tyr Glu 
Arg Phe 
Gin He 
Val Thr 
He Thr 
Met Val 
Arg Glu 
Asn Met 
Ser Glu 
He Ser 
Glu His 
Ser Gly 
Gly Ala 
Glu Glu 



250 

Thr Ala 
265 

Ala Ser 
280 

Thr Ser 
295 

Phe Arg 
310 

Lys Leu 
325 

Ser Thr 
340 

Asn Gly 
355 

Ala Tyr 
370 

Ser Glu 
385 

Ser Leu 
400 

Lys Arg 
415 

Thr Tyr 
430 

Gly Glu 
445 

Glu Leu 
460 

Glu Val 
475 

Ala Thr 
490 

Asn Asp 
505 

Gin Glu 
520 

Arg Val 
535 

Lys Ser 
550 

Ala Asp 
565 

Trp Leu 
580 

Lys Arg 
595 

Leu Tyr 
610 

Gin Gly 
625 

Val Asp 
640 



Cys Glu 
Leu Glu 
He Thr 
Ser Thr 
Asp Lys 
Arg He 
Arg Asp 
Gly Ala 
Asn Val 
Gly Leu 
Asn Ser 
Ser Asp 
Arg Ala 
Ser Gly 
Thr Phe 
Asp Lys 
Lys Gly 
Ala Glu 
Ser Ala 
Ala Val 
Lys Lys 
Asp Ala 
Lys Glu 
Gin Gly 
Pro Lys 



255 
Arg Ala 

270 
He Asp 

285 
Arg Ala 

300 
Leu Glu 

315 
Ala Gin 

330 
Pro Lys 

345 
Leu Asn 

360 
Ala Val 

375 
Gin Asp 

390 
Glu Thr 

405 
Thr He 

420 
Asn Gin 

435 
Met Thr 

450 
He Pro 

465 
Asp He 

480 
Ser Thr 

495 
Arg Leu 

510 
Lys Tyr 

525 
Lys Asn 

540 
Glu Asp 

555 
Lys Val 

570 
Asn Thr 

585 
Leu Glu 

600 
Ala Gly 

615 
Gly Gly 

630 
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<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 988653.1 

<220> 

<221> unsure 

<222> 2626, 3304-3502 

<22 3> a, t, c, g, or other 



3 a 



<400> 147 

gagatcccag 

tcctgccgcc 

gcccgcgccc 

cgcatgtaac 

acccccccgc 

cgagatgcag 

gcccaccatg 

ccagttcctc 

cagcgggggc 

caaccctcag 

tgacatctct 

tcgactgccc 

caacaccttg 

cccaccggcc 

gagcccaccc 

acccaccttc 

gggctcggca 

cttccaggtt 

gggcacccca 

aacccctctg 

cctcaatacc 

ccggcccagc 

tcgccgcttc 

gcccttccag 

catccgcacc 

caggagcgat 

agacaaaagt 

tgctacctct 

cccatcccct 

gcacagtggc 

cccggcccag 

agggctttcg 

aaggggaaag 

ggagatggcc 

tcctccctct 

cttccccaat 

cacctctatc 

ccatcatatg 

gtttgggccc 

tttttcttgg 

ttaggtcctc 

tctattttgt 

cagtattctc 

gaccgtactc 



cgctgcagaa 
gcaggaccgg 
agggcgagtc 
ccggccaggc 
cccgacacca 
ctgatgtccc 
gacaactacc 
ggcgccgccg 
ggtggaggcg 
gcggacacgg 
ctgaacaacg 
cccatcacct 
tggcccgagc 
tcctcgtcct 
ctgagctgcg 
cccacgccga 
gggacagcgc 
cccatgatcc 
gaccagaagc 
tctactatta 
agctaccagt 
aagacgcccc 
tcccgctccg 
tgccgcatct 
cacacaggcg 
gaacgcaaga 
gttgtggcct 
tacccgtccc 
gtgcccacct 
ttcccctccc 
gtcagcagct 
gacatgacag 
aaagggaaaa 
ataggagagg 
ctactggagt 
tactattccc 
caaagaactt 
cctgacccct 
ctcagagccc 
ggtactcttg 
acttggggga 
gatgatgctg 
agagcatgtg 
tcacatgtgg 



cttggggagc 
cccctgcccc 
ggggtcgccg 
ccccgcaact 
gctctccagc 
cgctgcagat 
ctaagctgga 
gggccccaga 
gcgggggcgg 
gcgagcagcc 
agaaggtgct 
atactggccg 
ccctcttcag 
cagcaccatc 
cagtgccatc 
acactgacat 
tccagtaccc 
ccgactacct 
ccttccaggg 
aggcctttgc 
cccagctcat 
cccacgaacg 
acgagctcac 
gcatgcgcaa 
aaaagccctt 
ggcataccaa 
cttcggccac 
cggttactac 
ccttctcctc 
cgtcggtggc 
tcccttcctc 
caaccttttc 
gggagaaaaa 
agggttcctc 
ggaaggtcta 
tttgacttca 
gatttgcatg 
tgctcccttc 
tgccctgcac 
atgtgaagat 
aaaccacaaa 
tgacaataag 
tcagagtgtt 
caaaatatgg 



cgccgccgcc 
agcctccgca 
cctgcacgct 
gtgtcccctg 
ctgctcgtcc 
ctctgacccg 
ggagatgatg 
gggcagcggc 
cagcaacagc 
ctacgagcac 
ggtggagacc 
cttttccctg 
cttggtcagt 
tccagcggcc 
caacgacagc 
tttccctgag 
gcctcctgcc 
gtttccacag 
cc tggagagc 
cactcagtcg 
caaacccagc 
cccttacgct 
ccgccacatc 
cttcagccgc 
cgcctgcgac 
gatccacttg 
ctcctctctc 
ctcttatcca 
tcccggctcc 
caccacgtac 
agctgtcacc 
tcccaggaca 
gaaacacaag 
ttaggtcaga 
ttggccaaca 
gctgcctgaa 
gattttggat 
aatgctagaa 
ccttgtacag 
aatttgcata 
aggaaaagcc 
tttgaacctt 
gttccgttaa 
tttggttttt 



atccgccgcc 
gccgcggcgc 
tctcagtgtt 
cagctccagc 
aggatggccg 
ttcggatcct 
ctgctgagca 
agcaacagca 
agcagcagca 
ctgaccgcag 
agttacccca 
gagcctgcac 
ggcctagtga 
tcctccgcct 
agtcccattt 
ccacaaagcc 
taccctgccg 
cagcaggggg 
cgcacccagc 
ggctcccagg 
cgcatgcgca 
tgcccagtgg 
cgcatccaca 
agcgaccacc 
atctgtggaa 
cggcagaagg 
tcttcctacc 
tccccggcca 
tcgacctacc 
tcctctgttc 
aactccttca 
attgaaattt 
agacttaaag 
tggaggttct 
atcctttctg 
acagccatgt 
aaatcatttc 
aatcgagttg 
tgtctgtgcc 
ttctattgta 
aagcaaacca 
tttttttgaa 
cctttttgta 
cttttntttt 



gcagccagct 
gtccacgccc 
ccccgcgccc 
cccgggctgc 
cggccaaggc 
ttcctcactc 
acggggctcc 
gcagcagcag 
gcagcacctt 
agtcttttcc 
gccaaaccac 
ccaacagtgg 
gcatgaccaa 
ccgcctccca 
actcagcggc 
aggccttccc 
ccaagggtgg 
atctgggcct 
agccttcgct 
acctgaaggc 
agtaccccaa 
agtcctgtga 
caggccagaa 
tcaccaccca 
gaaagtttgc 
acaagaaagc 
cgtccccggt 
ccacctcata 
catcccctgt 
cccctgcttt 
gcgcctccac 
gctaaaggga 
gacaggagga 
cagagccaag 
cccacttccc 
ccaagttctt 
agtatcatct 
gcaaaatggg 
atggatttcg 
ttatttggag 
atggtgatcc 
acagcagtcc 
aatactgctt 
ttttttgaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 
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gtgttttttc 
gcgccttgct 
ggggggcagg 
gctgagcttc 
aaaagtctat 
tgtagttacc 
ttgtggttct 
aaacacattg 
taaaacgaaa 
tgccctattg 
ccagccagag 
gggnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ctgaagcttt 
gtggccaaag 
tctactcagg 
gtaagaagta 
ctccctccca 
aaaggccagt 
gaactgccat 
gtgtctaaag 
aggttctttt 



ttcgtccttt 
gatggcttga 
gagtgatgat 
ggttctccag 
ttttttaact 
tactgagtag 
attttacttt 
aatgcgcttt 
ataaagtagc 
agggctgtga 
tcaggcccac 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
accttggtta 
gcagtgttac 
gttggaaaac 
ggcacaaggc 
ttccccaggt 
tctcaagcca 
ccttggcagc 
ttcccatccg 
gggcc 



tggtttaaaa 
catgtgcaat 
ttgggggagg 
aatgtaagaa 
gaaaatgtaa 
gcggcgattt 
gtacttgtgt 
attgcccatg 
tgcgattggg 
ggttttctga 
tgtgtgaaac 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnttcttgat 
gctaaagcca 
tctcctggca 
ccatgatctt 
ctttagggga 
ccccagcaac 
agaatccttc 
ttcgtgggac 
ggccaaatct 



agtttcacgt 
tgtgagggac 
ctttgggagc 
aacaaaatct 
atttataaat 
ttgtatgtta 
ttgcttaaac 
ggatatgtgg 
tatgtgtttc 
agacttggcc 
tggagttcgt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aatgggcctg 
agaaaggcaa 
tcaaatgttg 
gggaatccct 
acagtaacaa 
ttgagggcat 
caggaagaaa 
aaaggataga 
gttcccattg 



cttggtgcct 
atgctcacct 
aaaataagga 
aaaacaaaat 
atattcagga 
tgaacatgca 
aaagtgactg 
tgtatatcct 
ctgggttagg 
tttagagata 
tatttatgag 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ttcctcttca 
gagttagggc 
ggccagtccc 
gccatgtgca 
tgctggggcc 
caaagaagcc 
ttcttattac 
gtgggcagaa 
tgtaggaggc 



tttgtgtgat 
ctagccttaa 
agagggctga 
ctgaactctc 
gttggaatgt 
gttcattatt 
tttggcttat 
tccaaaaaat 
ggaaggactc 
caaggatcct 
gactgagtat 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
gtctgttggg 
tgggacatgt 
gtcccccacc 
gttagaggag 
gactcagcct 
tagacgaggt 
ttgccagctg 
gcctggcctg 
ctgaggttct 



2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4035 



<210> 148 

<211> 3229 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1250434CB1 



<400> 148 

acaggaggat 

acctgaggag 

gtctcacgag 

tccgcgtgtg 

agacatcgcg 

aggataagtt 

aaagaatctg 

tcgcatcttg 

cttctggatg 

tatttgaaag 

atttctgata 

gtgtttgatt 

aatggccttg 

aagtgtaccc 

ttgcactgca 

tataagaaac 

aatattgaaa 

ttttcttatt 

ggccgctcaa 

catgatatgt 

ggtggatatg 



caccctcttc 
aggctcggag 
gggtttcccg 
gagggagcca 
gggaccgatt 
ctgaacgtcg 
aagtttttta 
ataaggcctc 
ctggtgattt 
ccttggatgg 
atgtgaacaa 
ttactcatcc 
tgaaaaaggg 
taactagccg 
caggccacat 
cacctatgac 
ttcctttaga 
gtgatgaaag 
tttatgaata 
ttactaaagg 
tctgggttga 



gtcgcttcgg 
ccgggcccgg 
cctcgcaccc 
gcgcttaggc 
caccatggag 
aaaagaaaag 
tgagcttgct 
tgtgatgagg 
ggatattgaa 
ttttgttatg 
atacatggga 
atgtgaccat 
taaagaacaa 
aggaagaact 
tcacgtatat 
ctgcttggtg 
tagcaagact 
aattaccgaa 
ttatcatgct 
acaagtcacc 
aactcaagca 



ccagtgtgtc 
accccggcga 
ccacctctgg 
cggagcgagc 
ggcgccggcg 
tctcgagatg 
catcagttgc 
cttaccatca 
gatgacatga 
gttctcacag 
ttaactcagt 
gaggaaatga 
aacacacagc 
atgaacataa 
gataccaaca 
ctgatttgtg 
ttcctcagtc 
ttgatgggat 
ttggactctg 
acaggacagt 
actgtcatat 



gggctgggcc 
ttgccgcccg 
acttgccttt 
ctgggggccg 
gcgcgaacga 
cagccagatc 
cacttccaca 
gctatttgcg 
aagcacagat 
atgatggtga 
ttgaactaac 
gagaaatgct 
gaagcttttt 
agtctgcaac 
gtaaccaacc 
aacccattcc 
gacacagcct 
atgagccaga 
atcatctgac 
acaggatgct 
ataacaccaa 



ctgacaagcc 
cttctctcta 
ccttctcttc 
cccgccgtga 
caagaaaaat 
tcggcgaagt 
taatgtgagt 
tgtgaggaaa 
gaattgcttt 
catgatttac 
tggacacagt 
tacacacaga 
tctcagaatg 
atggaaggta 
tcagtgtggg 
tcacccatca 
ggatatgaaa 
agaactttta 
caaaactcat 
tgccaaaaga 
gaattctcaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 
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ccacagtgca 
ttctcccttc 
actcagctat 
aaggaacctg 
gattttggca 
aatgatgtaa 
ccattaccca 
caagaagttg 
ccccagattc 
gagcctaata 
aagttggaat 
actcaggaca 
ttccagttac 
agcgcaagtc 
gctaatgcca 
atggaagaca 
actagtgcca 
gcaggaaaag 
tctgtcgctt 
gctttgcaga 
gtaggaattg 
tggaaacgtg 
attttaatac 
ttaccacagc 
ctactgcagg 
tttcattcct 
tacatctaat 
atcccctttc 
cacagacagc 
ttttaaaaaa 
aattattttt 
atcataggca 
ttgccggcgt 



ttgtatgtgt 
aacaaacaga 
tcaccaaagt 
atgctttaac 
gcaacgacac 
tgctcccctc 
ccgctgaaac 
cattaaaatt 
aggatcagac 
gtcccagtga 
tggtagaaaa 
cagatttaga 
gttccttcga 
ctcaaagcac 
ccactaccac 
ttaaaatatt 
catcatcacc 
gagtcataga 
tgagtcaaag 
atgctcagag 
gaacattatt 
taaaaggatg 
cctctgattt 
tgaccagtta 
gtgaagaatt 
ttttttggac 
tttagaagcc 
tacttaattt 
tcattttctc 
tgcacctttt 
aagaagatgc 
gttgaaaaat 
acgtggtagc 



gaattacgtt 
atgtgtcctt 
tgaatcagaa 
tttgctggcc 
agaaactgat 
acccaacgaa 
gccaaagcca 
agaaccaaat 
acctagtcct 
atattgtttt 
actttttgct 
cttggagatg 
tcagttgtca 
agttacagta 
tgccaccact 
gattgcatct 
atatagagat 
acagacagaa 
aactacagtt 
aaagcgaaaa 
acagcagcca 
caaatctagt 
agcatgtaga 
tgattgtgaa 
actcagagct 
actggtggct 
tggctacaat 
acattaatgc 
agttttttgg 
tatttattta 
caatataatt 
tgttaccacc 
cccatttgcc 



gtgagtggta 
aaaccggttg 
gatacaagta 
ccagccgctg 
gaccagcaac 
aaattacaga 
cttcgaagta 
ccagagtcac 
tccgatggaa 
tatgtggata 
gaagacacag 
ttagctccct 
ccattagaaa 
ttccagcaga 
gatgaattaa 
ccatctccta 
actcaaagtc 
aaatctcatc 
cctgaggaag 
atggaacatg 
gacgatcatg 
gaacagaatg 
ctgctggggc 
gttaatgctc 
ttggatcaag 
cactacctaa 
actgcacaaa 
tcttttttag 
tatttaaacc 
tttttggcta 
tttgtaagaa 
gtgttttcac 
cattttttgt 



ttattcagca 
aatcttcaga 
gcctctttga 
gagacacaat 
ttgaggaagt 
atataaattt 
gtgctgaccc 
tggaactttc 
gcactagaca 
gtgatatggt 
aagcaaagaa 
atatcccaat 
gcagttccgc 
ctcaaataca 
aaacagtgac 
cccacataca 
ggacagcctc 
caagaagccc 
aactaaatcc 
atggttcact 
cagctactac 
gaatggagca 
aatcaatgga 
ctatacaagg 
ttaactgagc 
agcagtctat 
cttggttagt 
tatgttcttt 
attgcattgc 

gggagtttat 

ggcagtaacc 
attgtacata 
cttgaagga 



cgacttgatt 
tatgaaaatg 
caaacttaag 
catatcttta 
accattatat 
ggcaatgtct 
tgcactcaat 
ttttaccatg 
aagttcacct 
caatgaattc 
cccattttct 
ggatgatgac 
aagccctgaa 
agaacctact 
aaaagaccgt 
taaagaaact 
accaaacaga 
taacgtgtta 
aaagatacta 
ttttcaagca 
atcactttct 
aaagacaatt 
tgaaagtgga 
cagcagaaac 
tttttcttaa 
ttatattttc 
tcaatttttg 
aatgctggat 
agtagcatca 
ccctttttcg 
tttcatcatg 
ttataatggc 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3229 



<210> 149 
<211> 827 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1250434CD1 



<400> 149 












Met 


Glu Gly 


Ala 


Gly 


Gly Ala Asn 


1 






5 








Ser 


Glu Arg 


Arg 


Lys 
20 


Glu 


Lys 


Ser 


Arg 


Ser Lys 


Glu 


Ser 
35 


Glu 


Val 


Phe 


Pro 


Leu Pro 


His 


Asn 
50 


Val 


Ser 


Ser 


Met 


Arg Leu 


Thr 


He 
65 


Ser 


Tyr 


Leu 


Ala 


Gly Asp 


Leu 


Asp 
80 


He 


Glu 


Asp 



Asp 


Lys 


Lys 


Asn 


Arg 


He 


Ser 




10 










15 


Arg 


Asp 


Ala 


Ala 


Arg 


Ser 


Arg 




25 










30 


Tyr 


Glu 


Leu 


Ala 


His 


Gin 


Leu 




40 










45 


His 


Leu 


Asp 


Lys 


Ala 


Ser 


Val 




55 










60 


Arg 


Val 


Arg 


Lys 


Leu 


Leu 


Asp 




70 










75 


Asp 


Met 


Lys 


Ala 


Gin 


Met 


Asn 




85 










90 



152 



PA-0035 US 
Cys Phe Tyr 
Asp Asp Gly 
Met Gly Leu 
Phe Thr His 
His Arg Asn 
Arg Ser Phe 
Arg Thr Met 
Thr Gly His 
Cys Gly Tyr 
Glu Pro lie 
Lys Thr Phe 
Cys Asp Glu 
Leu Leu Gly 
Asp His Leu 
Val Thr Thr 
Val Trp Val 
Ser Gin Pro 
He He Gin 
Val Leu Lys 
Phe Thr Lys 
Leu Lys Lys 
Gly Asp Thr 
Thr Asp Asp 
Met Leu Pro 
Met Ser Pro 
Ser Ala Asp 
Pro Asn Pro 
Gin Asp Gin 



Leu Lys Ala 
95 

Asp Met He 

110 
Thr Gin Phe 

125 

Pro Cys Asp 

140 
Gly Leu Val 

155 
Phe Leu Arg 

170 

Asn He Lys 

185 
He His Val 

200 
Lys Lys Pro 

215 
Pro His Pro 

230 
Leu Ser Arg 

245 
Arg He Thr 

260 

Arg Ser He 
275 

Thr Lys Thr 

290 
Gly Gin Tyr 

305 

Glu Thr Gin 
320 

Gin Cys He 
335 

His Asp Leu 

350 
Pro Val Glu 

365 

Val Glu Ser 
380 

Glu Pro Asp 

395 
He He Ser 

410 

Gin Gin Leu 

425 
Ser Pro Asn 

440 

Leu Pro Thr 

455 
Pro Ala Leu 

470 

Glu Ser Leu 
485 

Thr Pro Ser 
500 



Leu Asp Gly 
Tyr He Ser 
Glu Leu Thr 
His Glu Glu 
Lys Lys Gly 
Met Lys Cys 
Ser Ala Thr 
Tyr Asp Thr 
Pro Met Thr 
Ser Asn He 
His Ser Leu 
Glu Leu Met 
Tyr Glu Tyr 
His His Asp 
Arg Met Leu 
Ala Thr Val 
Val Cys Val 
He Phe Ser 
Ser Ser Asp 
Glu Asp Thr 
Ala Leu Thr 
Leu Asp Phe 
Glu Glu Val 
Glu Lys Leu 
Ala Glu Thr 
Asn Gin Glu 
Glu Leu Ser 
Pro Ser Asp 



Phe Val Met 
100 

Asp Asn Val 
115 

Gly His Ser 
130 

Met Arg Glu 
145 

Lys Glu Gin 
160 

Thr Leu Thr 
175 

Trp Lys Val 
190 

Asn Ser Asn 
205 

Cys Leu Val 
220 

Glu He Pro 
235 

Asp Met Lys 
250 

Gly Tyr Glu 
265 

Tyr His Ala 
280 

Met Phe Thr 
295 

Ala Lys Arg 
310 

He Tyr Asn 
325 

Asn Tyr Val 
340 

Leu Gin Gin 
355 

Met Lys Met 
370 

Ser Ser Leu 
385 

Leu Leu Ala 
400 

Gly Ser Asn 
415 

Pro Leu Tyr 
430 

Gin Asn He 
445 

Pro Lys Pro 
460 

Val Ala Leu 
475 

Phe Thr Met 
490 

Gly Ser Thr 
505 



153 



Val Leu Thr 
105 

Asn Lys Tyr 
120 

Val Phe Asp 
135 

Met Leu Thr 
150 

Asn Thr Gin 
165 

Ser Arg Gly 
180 

Leu His Cys 
195 

Gin Pro Gin 
210 

Leu He Cys 
225 

Leu Asp Ser 
240 

Phe Ser Tyr 
255 

Pro Glu Glu 
270 

Leu Asp Ser 
285 

Lys Gly Gin 
300 

Gly Gly Tyr 
315 

Thr Lys Asn 
330 

Val Ser Gly 
345 

Thr Glu Cys 
360 

Thr Gin Leu 
375 

Phe Asp Lys 
390 

Pro Ala Ala 
405 

Asp Thr Glu 

420 

Asn Asp Val 
435 

Asn Leu Ala 
450 

Leu Arg Ser 
465 

Lys Leu Glu 
480 

Pro Gin He 
495 

Arg Gin Ser 
510 



PA-0035 US 

Ser Pro Glu Pro Asn Ser Pro 
515 

Ser Asp Met Val Asn Glu Phe 
530 

Phe Ala Glu Asp Thr Glu Ala 
545 

Thr Asp Leu Asp Leu Glu Met 
560 

Asp Asp Phe Gin Leu Arg Ser 
575 

Ser Ser Ser Ala Ser Pro Glu 
590 

Thr Val Phe Gin Gin Thr Gin 
605 

Thr Thr Thr Thr Ala Thr Thr 
620 

Asp Arg Met Glu Asp He Lys 
635 

Thr His lie His Lys Glu Thr 

650 

Arg Asp Thr Gin Ser Arg Thr 
665 

Gly Val He Glu Gin Thr Glu 

680 

Val Leu Ser Val Ala Leu Ser 
695 

Glu Leu Asn Pro Lys He Leu 
710 

Arg Lys Met Glu His Asp Gly 
725 

Gly Thr Leu Leu Gin Gin Pro 
740 

Leu Ser Trp Lys Arg Val Lys 
755 

Gly Met Glu Gin Lys Thr He 
770 

Cys Arg Leu Leu Gly Gin Ser 
785 

Leu Thr Ser Tyr Asp Cys Glu 
800 

Arg Asn Leu Leu Gin Gly Glu 

815 

Val Asn 

<210> 150 

<211> 1790 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 236196.: 

<220> 

<221> unsure 
<222> 159-272 



Ser 


Glu 


Tyr 
520 


Cys 


Phe 


Tyr 


Val 


Asp 
525 


Lys 


Leu 


Glu 
535 


Leu 


Val 


Glu 


Lys 


Leu 
540 


Lys 


Asn 


Pro 


Phe 


Ser 


Thr 


Gin Asp 






550 










555 


Leu 


Ala 


Pro 
565 


Tyr 


He 


Pro 


Met 


Asp 
570 


Phe 


Asp 


Gin 
580 


Leu 


Ser 


Pro 


Leu 


Glu 
585 


Ser 


Ala 


Ser 
595 


Pro 


Gin 


Ser 


Thr 


Val 
600 


He 


Gin 


Glu 
610 


Pro 


Thr 


Ala 


Asn 


Ala 
615 


Asp 


Glu 


Leu 
625 


Lys 


Thr 


Val 


Thr 


Lys 
630 


He 


Leu 


He 
640 


Ala 


Ser 


Pro 


Ser 


Pro 
645 


Thr 


Ser 


Ala 
655 


Thr 


Ser 


Ser 


Pro 


Tyr 

660 


Ala 


Ser 


Pro 


Asn 


Arg 


Ala 


Gly Lys 






670 










675 


Lys 


Ser 


His 
685 


Pro 


Arg 


Ser 


Pro 


Asn 
690 


Gin 


Arg 


Thr 
700 


Thr 


Val 


Pro 


Glu 


Glu 
705 


Ala 


Leu 


Gin 
715 


Asn 


Ala 


Gin 


Arg 


Lys 
720 


Ser 


Leu 


Phe 
730 


Gin 


Ala 


Val 


Gly 


He 
735 


Asp 


Asp 


His 
745 


Ala 


Ala 


Thr 


Thr 


Ser 
750 


Gly Cys 


Lys 


Ser 


Ser 


Glu 


Gin 


Asn 






760 










765 


He 


Leu 


He 
775 


Pro 


Ser 


Asp 


Leu 


Ala 
780 


Met 


Asp 


Glu 
790 


Ser 


Gly 


Leu 


Pro 


Gin 
795 


Val 


Asn 


Ala 
805 


Pro 


He 


Gin 


Gly 


Ser 
810 


Glu 


Leu 


Leu 
820 


Arg 


Ala 


Leu 


Asp 


Gin 
825 
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<223> a, t, c, g, or other 
<400> 150 

agattattaa aaatttgagt tacaaaaaga ctacaaagaa gactacacat aatttaagcc 60 
cttttaaaaa gtttcactta gatttaaagg tcaaggcatt tgaacacttc agtaaaacat 120 
agtcattttt tataatgttt taatttgcca tgaacttann nnnnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 240 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnatctattt ttacctattt tctaaattta 3 00 
tttaaatgct tagcaggaag cataaggaaa agccatcggc ctccaatacc catgatgaca 3 60 
gagggagcac ttgagccttg ccttccctcc tcttaaatca gggtgtgttc cgagattaca 420 
gaacatcaca ccttggcgtg atgaaatcat gccaagattc tgactctccc tttccggtga 480 
tactgctcat gatttctcct aatacgcttc aagcaactgt taccacaaaa aatacagttt 540 
ccgcagggct ttaaaggatt gagtttagca tgtatatcat gcgttattaa agttcacgtg 6 00 
attcatgtga aattaactgt cctttttgct agtgccaaaa cagtgccttc tctgcacact 660 
ttacttgttt ataaagttct cccacatgtc cttaaatatc aagggggaaa gtatggatat 720 
tcgcgtagca ataatgccag caaaggtcat tttcattttt tagtcatata gatatgaaaa 7 80 
taagttcata tagatatgaa attgcttgac tttattgttt tggggagatt ttttttcctt 840 
acatgattat attaaacact ttaaaatagc cttccggttt ctggattttg agaagcctga 900 
tctgttattg ttgtggttgt tggtgtttgt aatattcatt attgtttgta tatacacggt 960 
ttagtcttac tgatttcaaa tgcattttgt tattgctcaa cccaactggt aacactgttt 1020 
gctgggagca ttatacttaa ctttgattca ccatggttga tgccactgcc atgatcgctg 1080 
ggtcttaaag agctttccct agccactgac agccccgtgg agatcataat cagggcccca 1140 
ggctggttcc aggatcaggc agcctataga gtgtgagcat ctatgtgtag ctacccttgt 1200 
tgggtgggct cttagactga tggggtagga tatgaagtga aagacttcaa atgcaagtaa 12 60 
ggtagtttgg gctccttaat tccaaacatc ccatgagtat atcaagatga ataaggacca 1320 
agggacctct gtgactcata gaagggctgg ctgaatcctg aagtagcata gtgggacctg 13 80 
gtctacaatt tatgcacatg cactgacagc cttgctgtgc cacgtgtctc accaagaccc 1440 
agttgggaaa gagcgtcata ttgccaacag gttgggtttc tctggcctac acctgattaa 1500 
tgggcccttt atctttggtg tcccctagga gtgtccagtt gttttattgc tgtattttgt 15 60 
tattgcagta cttaataaaa attgttgata gggcccaaaa ccctacagaa attctatgtc 1620 
tgtaaaaacc aacaaaggca ttggacttgt gtgaatgtac agggtttttt tagtagtaat 16 80 
tttaaattta aatgttttaa gtgatcatca gtgttccttt ttacttataa agttggattc 1740 
ttttttagaa tttgtaataa ataaaaactg ctgctttacc actgtaaaaa 1790 

<210> 151 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 442308.1 

<400> 151 

gtccggagga agagaacgag gggcccgagc caaccaagag ggccgggccg ctggggcagg 60 

gcgccctgga cgcggtgcag agcctgcccc tgaagaaccc cttctacgac agcagcgaca 12 0 

acccgtacac gcgctggctg gccagcaccg agggccttca gtactccctg cacggtctgg 180 

ctgccggggc gccccctcag gactcaagct ccaagtcccc ggagccctcg gccgacgagt 240 

caccggacaa tgacaaggag accccgggcg gcggggggga cgccggcaag aagcgaaagc 3 00 

ggcgagtgct tttctccaag gcgcagacct acgagctgga gcggcgcttt cggcagcagc 3 60 

ggtacctgtc ggcgcccgag cgcgaacacc tggccagcct catccgcctc acgcccacgc 42 0 

aggtcaagat ctggttccag aaccaccgct acaagatgaa gcgcgcccgg gccgagaaag 480 

gtatggaggt gacgcccctg ccctcgccgc gccgggtggc cgtgcccgtc ttggtcaggg 540 

acggcaaacc atgtcacgcg ctcaaagccc aggacctggc agcc 584 

<210> 152 



155 
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<211> 597 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 060957.1 

<220> 

<221> unsure 

<222> 77, 97, 371 

<223> a, t, c, g, or other 



<400> 152 

ggcgggggtc 

ggttttcgga 

attgggacgc 

attgtatgct 

tatcagggcc 

tcagagagtg 

atgggataaa 

gccggcgcgc 

agaaacaccg 

tgctggcgaa 



gtcccggccg 
gcgcgancgg 
acggagccgc 
tcttcataat 
tctgttgaaa 
agaggcgagc 
naaagtcgaa 
gcccctcctc 
ccgcgcgcat 
atcgagtcgg 



cccccaccgt 
cccgacagca 
cgcggcgcgg 
aatattaatt 
gattcgggtt 
gaaatttcaa 
ttaattcatt 
tgccctcccc 
tcctcctcgc 
atggacggag 



cattaaaggc 
tgaaaancac 
aactcgctct 
aaacaatttg 
attacaacac 
ctcaaattaa 
ataataaaga 
ccgggccgaa 
gaacccaaca 
tttacattta 



ccctctcaaa 
agggcgattg 
tgaggtcaag 
catgctaata 
gccaatctga 
cattctgtca 
gagatgggcg 
tagattacag 
gaagaccagg 
gtatttatag 



cactcgagga 60 
aaatgcgagc 12 0 
tgacggacgg 180 
aggtaacaat 240 
aggccagggg 3 00 
gctccagaaa 3 60 
agggagctcg 42 0 
ctctgtattc 480 
cgcttgtggc 540 
agacaag 597 



<210> 153 

<211> 1899 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 014284CB1 



<400> 153 

atttcaaggc 

taattcttca 

cgccgccctc 

ctgcacctat 

gcgcgatgtc 

gaagctggat 

ccaaggcttt 

agagggcagc 

gttgggccgg 

gtatgtcaac 

gtatgatcac 

atacatggaa 

tcgaaaaatc 

gcatttgcca 

tcgaaaccaa 

gagaatccgt 

gtcttgtagc 

gtacgcccaa 

tccatgcaaa 

aggt ttctat 

catggcagtt 



gcgcgcctcg 
cctcttttct 
ctgctgcttc 
cttgacctgc 
aactgctcgg 
acagcatatg 
gagattgtgt 
aaggtgacca 
aactgggctt 
acagcacacc 
aactttgtga 
tatgagactc 
ccaaggccca 
acatcttggg 
gcatcctgtg 
atactaacca 
cagtatgctc 
gattttgggc 
atgaaggaag 
ggaggctgca 
gcttttgaag 



tggtggactc 
cagctccctg 
tctccggcga 
tgggcacctg 
ttatgggacc 
atgaccttgg 
tgaatgacta 
cttactgcaa 
gtttcaccgg 
ttaagaattc 
aagctatcaa 
ttaccctggg 
aacctgcacc 
actggagaaa 
gcagctgcta 
acaattctca 
aaggctgtga 
tggtggaaga 
actgctttcg 
atgaagccct 
tatatgatga 



accgctagcc 
cagcatgggt 
cggcgccgtg 
ggtcttccag 
acaagaaaaa 
caattctggc 
caagtggttt 
cgagacaatg 
aaagaaggtg 
tcaggaaaag 
tgccattcag 
agatatgatt 
actgactgct 
tgttcatggt 
ctcatttgct 
gaccccaatc 
aggcggcttc 
agcttgcttc 
ttattactcc 
gatgaagctt 
cttcctccac 



cgcagcgctc 
gctgggccct 
cgctgcgaca 
gtgggctcca 
aaagtagtgg 
catttcacca 
gcctttttta 
actgggtggg 
ggaactgcct 
tattctaata 
aagtcttgga 
aggagaagtg 
gaaatacagc 
atcaattttg 
tctatgggta 
ctaagccctc 
ccatacctta 
ccctacacag 
tctgagtacc 
gagttggtcc 
tacaaaaagg 



ggcttcctgg 
ccttgctgct 
cacctgccaa 
gcggttccca 
tgtaccttca 
tcatttacaa 
agtataaaga 
tgcatgatgt 
ctgagaatgt 
ggctctacaa 
ctgcaactac 
gtggccacag 
aaaagatttt 
tcagtcctgt 
tgctagaagc 
aggaggttgt 
ttgcaggaaa 
gcactgattc 
actatgtagg 
atcatgggcc 
ggatctacca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



156 



PA- 003 5 US 



ccacactggt 
tgtgggctat 
gggcaccggc 
aattgagagc 
tatttcataa 
tttcagcagc 
ttaaaactgc 
tattcaatta 
aatcatttgt 
ttttaaattg 
atgctcatat 



ctaagagacc 
ggcactgact 
tggggtgaga 
atagcagtgg 
tgatctgcat 
aatctcagaa 
ccttaatttt 
agtgggaatt 
aattcaaaca 
taccaatcac 
ttttaaaata 



ctttcaaccc 
cagcctctgg 
atggctactt 
cagccacacc 
cagttgtaaa 
gcttacaaat 
aatatacctt 
ttctggaaga 
tgctatattt 
aagaaaataa 
aagttttaaa 



ctttgagctg 
gatggattac 
ccggatccgc 
aattcctaaa 
ggggaattgg 
agatttccat 
tcaatcggcc 
tggtcagcta 
tttaaaatca 
tggcaataat 
aataaaaaa 



actaatcatg 
tggattgtta 
agaggaactg 
ttgtagggta 
tatattcaca 
gaagatattt 
actggccatt 
tgaagtaata 
atgtgaaaac 
tatcaaaact 



ctgttctgct 
aaaacagctg 
atgagtgtgc 
tgccttccag 
gactgtagac 
gtcttcagaa 
tttttctaag 
gagtttgctt 
atagacttat 
tttaaaatag 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1899 



<210> 154 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 014284CD1 



<400> 154 



Met 


Gly 


Ala 


Gly 


Pro 


Ser 


Leu 


Leu 


Leu 


Ala 


Ala 


Leu 


Leu 


Leu 


Leu 


1 








5 










10 










15 


Leu 


Ser 


Gly 


Asp 


Gly 


Ala 


Val 


Arg 


Cys 


Asp 


Thr 


Pro 


Ala 


Asn 


Cys 










20 










25 










30 


Thr 


Tyr 


Leu 


Asp 


Leu 


Leu 


Gly 


Thr 


Trp 


Val 


Phe 


Gin 


Val 


Gly Ser 










35 










40 










45 


Ser 


Gly 


Ser 


Gin 


Arg 


Asp 


Val 


Asn 


Cys 


Ser 


Val 


Met 


Gly 


Pro 


Gin 










50 










55 










60 


Glu 


Lys 


Lys 


Val 


Val 


Val 


Tyr 


Leu 


Gin 


Lys 


Leu 


Asp 


Thr 


Ala 


Tyr 










65 










70 










75 


Asp 


Asp 


Leu 


Gly 


Asn 


Ser 


Gly 


His 


Phe 


Thr 


He 


He 


Tyr 


Asn 


Gin 










80 










85 










90 


Gly 


Phe 


Glu 


He 


Val 


Leu 


Asn 


Asp 


Tyr 


Lys 


Trp 


Phe 


Ala 


Phe 


Phe 










95 










100 










105 


Lys 


Tyr 


Lys 


Glu 


Glu 


Gly 


Ser 


Lys 


Val 


Thr 


Thr 


Tyr 


Cys 


Asn 


Glu 










110 










115 










120 


Thr 


Met 


Thr 


Gly 


Trp 


Val 


His 


Asp 


Val 


Leu 


Gly Arg Asn 


Trp 


Ala 










125 










130 










135 


Cys 


Phe 


Thr 


Gly 


Lys 


Lys 


Val 


Gly 


Thr 


Ala 


Ser 


Glu 


Asn 


Val 


Tyr 










140 










145 










150 


Val 


Asn 


Thr 


Ala 


His 


Leu 


Lys 


Asn 


Ser 


Gin 


Glu 


Lys 


Tyr 


Ser 


Asn 










155 










160 










165 


Arg 


Leu 


Tyr 


Lys 


Tyr 


Asp 


His 


Asn 


Phe 


Val 


Lys 


Ala 


He 


Asn 


Ala 










170 










175 










180 


He 


Gin 


Lys 


Ser 


Trp 


Thr 


Ala 


Thr 


Thr 


Tyr 


Met 


Glu 


Tyr 


Glu 


Thr 










185 










190 










195 


Leu 


Thr 


Leu 


Gly 


Asp 


Met 


He 


Arg 


Arg 


Ser 


Gly Gly His 


Ser 


Arg 










200 










205 










210 


Lys 


He 


Pro 


Arg 


Pro 


Lys 


Pro 


Ala 


Pro 


Leu 


Thr 


Ala 


Glu 


He 


Gin 










215 










220 










225 


Gin 


Lys 


He 


Leu 


His 


Leu 


Pro 


Thr 


Ser 


Trp 


Asp 


Trp 


Arg 


Asn 


Val 










230 










235 










240 


His 


Gly 


He 


Asn 


Phe 


Val 


Ser 


Pro 


Val 


Arg 


Asn 


Gin 


Ala 


Ser 


Cys 










245 










250 










255 
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Gly 


Ser 


Cys 


Tyr 


Ser 


Phe 


Ala 


Ser 


Met Gly 


Met 


Leu 


Glu 


Ala Arg 








260 








265 








270 


lie 


Arg 


He 


Leu 


Thr 


Asn 


Asn 


Ser 


Gin Thr 


Pro 


He 


Leu 


Ser Pro 








275 








280 








285 


Gin 


Glu 


Val 


Val 


Ser 


Cys 


Ser 


Gin 


Tyr Ala 


Gin 


Gly Cys 


Glu Gly 










290 








295 








300 


Gly 


Phe 


Pro 


Tyr 


Leu 


He Ala Gly Lys Tyr 


Ala 


Gin Asp 


Phe Gly 










305 








310 








315 


Leu 


Val 


Glu 


Glu 


Ala 


Cys 


Phe 


Pro 


Tyr Thr 


Gly 


Thr 


Asp 


Ser Pro 










320 








325 








330 


Cys 


Lys 


Met 


Lys 


Glu 


Asp 


Cys 


Phe 


Arg Tyr 


Tyr 


Ser 


Ser 


Glu Tyr 










335 








340 








345 


His 


Tyr 


Val 


Gly 


Gly 


Phe 


Tyr 


Gly 


Gly Cys 


Asn 


Glu 


Ala 


Leu Met 










350 








355 








360 


Lys 


Leu 


Glu 


Leu 


Val 


His 


His 


Gly 


Pro Met 


Ala 


Val 


Ala 


Phe Glu 








365 








370 








375 


Val 


Tyr 


Asp 


Asp 


Phe 


Leu 


His 


Tyr 


Lys Lys 


Gly 


He 


Tyr 


His His 










380 








385 








390 


Thr 


Gly Leu Arg 


Asp 


Pro 


Phe 


Asn 


Pro Phe 


Glu 


Leu 


Thr 


Asn His 










395 








400 








405 


Ala 


Val 


Leu 


Leu 


Val 


Gly Tyr Gly Thr Asp 


Ser 


Ala 


Ser 


Gly Met 










410 








415 








420 


Asp 


Tyr 


Trp 


He 


Val 


Lys 


Asn 


Ser 


Trp Gly 


Thr 


Gly Trp 


Gly Glu 










425 








430 








435 


Asn 


Gly 


Tyr 


Phe 


Arg 


He 


Arg 


Arg 


Gly Thr 


Asp 


Glu 


Cys 


Ala He 










440 








445 








450 


Glu 


Ser 


He 


Ala 


Val 


Ala 


Ala 


Thr 


Pro He 


Pro 


Lys 


Leu 





455 460 

<210> 155 
<211> 898 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 1095192.1 

<400> 155 

cacaaatctc cttaaggtca 
gactctgtgt aaaggggaga 
actgctgaag ataagatgca 
caaacctgtg attttggggt 
tgtttgcatt tcaactgcca 
tttttgttaa tccatgtgtt 
gaaataggct aaggacctct 
ccctcccagc tacacaaagt 
atgagaaaaa gtcacaagaa 
attgggtgat aagtggaggt 
aagtagattg tttgtgggta 
ttggagtcat aaatgttatg 
tatggcccct caccctccac 
ttctgctttt tcctgcactt 
tatgttaatg aaatgctatt 

<210> 156 
<211> 717 

158 



gtgcctacaa 
tgaccttgac 
caatggctag 
tgtttaacat 
catttgtcac 
tattatatgt 
ataacaggta 
cgtggtttgc 
aaacaaattc 
gctttgttga 
ggccagtaaa 
tttcttttag 
cgccagaaga 
ggtttagcca 
tattatgtaa 



taagacagtg 
aggaggttac 
tcagactgta 
gaaacacttt 
atttttatgg 
gactattttt 
tgccacctgg 
atgagggcat 
ttaaatttca 
tcttgttttg 
tcttagcagg 
ttgtattaaa 
ctgaatggac 
tcttcggctc 
atagtcattt 



accccttgtc 
tgttctcact 
gggaccagtt 
agtgtagtaa 
aatctgttag 
gtaaacgaag 
ggggtatggc 
gctgcactta 
ccatatttct 
cgaaatccag 
tgcaaacttc 
aaaaaaacct 
caaaattact 
tcagcaaggt 
taccctgtgg 



agcaaactgt 
accagctgac 
tcaaggggtg 
ttgtatccac 
tggattcatc 
tttctgttga 
aaccacatgg 
gagatcatgc 
gggaggggta 
cccctagacc 
attcaaatgt 
gaatagtgaa 
ctttataaat 
tgacactgta 
tgcacgtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

898 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 233003.20 

<220> 

<221> unsure 

<222> 564, 622, 669, 677, 700 
<223> a, t, c, g, or other 



<400> 156 

tttcttcaag 

gctgagatac 

tgtaccaaag 

aaaagtggtt 

cccatgacaa 

ctgacatttt 

aggaatgtgt 

ataaaactgt 

agtcctcctt 

atgcagaaca 

aagaaagaaa 

agttatgcnt 



agctggtaga 
gtaagcaaag 
gttacctgct 
ggatgaatca 
gcttcacccg 
ctatagtaga 
agtagaacgt 
taataatctg 
gcggagttgg 
aagcaacgga 
agaagaggag 
atctganaat 



tcgggataat 
tgtggataaa 
ggagctgagc 
acacctacca 
gataaaatat 
tatggaggag 
tgtcgcatat 
ctgaaagcag 
cgccagctag 
aagntgaacg 
gnattaaatt 
gaaagaaggc 



tccaaatttg 
ggaaaagcaa 
cctatgagtt 
aacctattga 
caattatgaa 
gtccaagact 
tgcgtctgaa 
cagtaaaggg 
ctcttgaaca 
gtagcacctt 
ttaatgaaga 
ttgtttctan 



aggagtggtg 
aacacgaaga 
tgtctctctg 
taatcacgct 
gaggatatct 
aactgtgaaa 
gaaccaacta 
cgatggattt 
gctggatgag 
aaataaagat 
tattctgtgt 
agaggcttgg 



tattgaaatg 60 
gttaaggagc 12 0 
gaatggctgc 180 
tgcctgtgtt 240 
gaatatgcag 3 00 
gccctgtgta 360 
aatgaagatt 42 0 
tgggtgggga 480 
caagatggtg 540 
gaatcaaagg 600 
ccacatggtg 660 
agcaaac 717 



<210> 157 

<211> 2510 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1911808CB1 



<400> 157 

ccacttaaaa gttctcggaa aaaaaaaaag aagaccatct gaattggtgg gaattaaccc 60 
tttcaaatgc catcagtaca tctggatgaa gaattacagt gttaacagcg tcttctgaag 120 
tgtgctcata ttcgctgagt tttatttcag tttggcttct catttgaatt ttcagatgta 180 
tatcacatat atgtgaaaag tactgacaaa aataatttat gaaataaaca cagtagggca 240 
tgaggttgtg ttatttgtga ggcagcaatg gagcatgact tgtagtcaac aaacatgggt 300 
gtcctgatca aagctctgct gtgctattcg gcaagactct atgtggatgc ctcttgtaga 360 
atgtggttaa taataccagc cgatctcata gggcactgtg cagactcagc attatggtgc 420 
acagctcctt gaactcatag gagtggcact taactggagc tttgtgtcgt actcatcaaa 480 
catcttcccc cagacaatga ttcttctgat tctgctaact ctggacagag tttgcattgt 540 
cttttgagaa aaatgaattt atcacttagt caaaaaactg taaaaataca taggctcttt 600 
ccgatgcttg ctttctcaga gccctatgag tttgtctctc tggaatggct gcaaaagtgg 660 
ttggatgaat caacacctac caaacctatt gataatcacg cttgcctgtg ttcccatgac 720 
aagcttcacc cggataaaat atcaattatg aagaggatat ctgaatatgc agctgacatt 780 
ttctatagta gatatggagg aggtccaaga ctaactgtga aagccctgtg taaggaatgt 840 
gtagtagaac gttgtcgcat attgcgtctg aagaaccaac taaatgaaga ttataaaact 900 
gttaataatc tgctgaaagc agcagtaaag ggcagcgatg gattttgggt ggggaagtcc 960 
tccttgcgga gttggcgcca gctagctctt gaacagctgg atgagcaaga tggtgatgca 102 0 
gaacaaagca acggaaagat gaacggtagc accttaaata aagatgaatc aaaggaagaa 1080 
agaaaagaag aggaggaatt aaattttaat gaagatattc tgtgtccaca tggtgagtta 1140 
tgcatatctg aaaatgaaag aaggcttgtt tctaaagagg cttggagcaa actgcagcag 1200 
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tactttccaa aggctcctga gtttccaagt tacaaagagt gctgttcaca gtgcaagatt 12 60 
ttagaaagag aaggggaaga aaatgaagcc ttacataaga tgattgcaaa cgagcaaaag 132 0 
acttctctcc caaatttgtt ccaggataaa aacagaccgt gtctcagtaa ctggccagag 13 80 
gatacggatg tcctctacat cgtgtctcag ttctttgtag aagagtggcg gaaatttgtt 1440 
agaaagccta caagatgcag ccctgtgtca tcagttggga acagtgctct tttgtgtccc 1500 
cacgggggcc tcatgtttac atttgcttcc atgaccaaag aagattctaa acttatagct 1560 
ctcatatggc ccagtgagtg gcaaatgata caaaagctct ttgttgtgga tcatgtaatt 162 0 
aaaatcacga gaattgaagt gggagatgta aacccttcag aaacacagta tatttctgag 1680 
cccaaactct gtccagaatg cagagaaggc ttattgtgtc agcagcagag ggacctgcgt 1740 
gaatacactc aagccaccat ctatgtccat aaagttgtgg ataataaaaa ggtgatgaag 1800 
gattcggctc cggaactgaa tgtgagtagt tctgaaacag aggaggacaa ggaagaagct 1860 
aaaccagatg gagaaaaaga tccagatttt aatcaaagca atggtggaac aaagcggcaa 192 0 
aagatatccc atcaaaatta tatagcctat caaaagcaag ttattcgccg aagtatgcga 1980 
catagaaaag ttcgtggtga gaaagcactt ctcgtttctg ctaatcagac gttaaaagaa 2040 
ttgaaaattc agatcatgca tgcattttca gttgctcctt ttgaccagaa tttgtcaatt 2100 
gatggaaaga ttttaagtga tgactgtgcc accctaggca cccttggcgt cattcctgaa 2160 
tctgtcattt tattgaaggc tgatgaacca attgcagatt atgctgcaat ggatgatgtc 2220 
atgcaagttt gtatgccaga agaagggttt aaaggtactg gtcttcttgg acattaatct 22 80 
ttgaatactt gctgactgct aagaaatgac cagaggggaa gaggagtttg acatgttagg 2340 
gcattaaagc aaaggtggat ttaagaatta aaccattaca tgccccttcc aaaaggcaga 2400 
aatccattca aacgtgactg tcccaaatgc cttatgtcaa ataaagcaga ttgcactgat 2460 
ggacatcaga cttgaaggaa atgtttccat tttatattta agggggggag 2510 

<210> 158 
<211> 254 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1911808CD1 

<400> 158 



Met 


Phe 


Thr 


Phe 


Ala 


Ser 


Met 


Thr 


Lys 


Glu 


Asp 


Ser 


Lys 


Leu 


He 


1 








5 










10 










15 


Ala 


Leu 


He 


Trp 


Pro 


Ser 


Glu 


Trp 


Gin 


Met 


He 


Gin 


Lys 


Leu 


Phe 










20 










25 










30 


Val 


Val 


Asp 


His 


Val 


He 


Lys 


He 


Thr 


Arg 


He 


Glu 


Val 


Gly 


Asp 










35 










40 










45 


Val 


Asn 


Pro 


Ser 


Glu 


Thr 


Gin 


Tyr 


He 


Ser 


Glu 


Pro 


Lys 


Leu 


Cys 










50 










55 










60 


Pro 


Glu 


Cys 


Arg 


Glu 


Gly 


Leu 


Leu 


Cys 


Gin 


Gin 


Gin 


Arg 


Asp 


Leu 










65 










70 










75 


Arg 


Glu 


Tyr 


Thr 


Gin 


Ala 


Thr 


He 


Tyr 


Val 


His 


Lys 


Val 


Val 


Asp 










80 










85 










90 


Asn 


Lys 


Lys 


Val 


Met 


Lys 


Asp 


Ser 


Ala 


Pro 


Glu 


Leu 


Asn 


Val 


Ser 










95 










100 










105 


Ser 


Ser 


Glu 


Thr 


Glu 


Glu 


Asp 


Lys 


Glu 


Glu 


Ala 


Lys 


Pro 


Asp 


Gly 










110 










115 










120 


Glu 


Lys 


Asp 


Pro 


Asp 


Phe 


Asn 


Gin 


Ser 


Asn 


Gly 


Gly 


Thr 


Lys 


Arg 










125 










130 










135 


Gin 


Lys 


He 


Ser 


His 


Gin 


Asn 


Tyr 


He 


Ala 


Tyr 


Gin 


Lys 


Gin 


Val 










140 










145 










150 


He 


Arg 


Arg 


Ser 


Met 


Arg 


His 


Arg 


Lys 


Val 


Arg 


Gly 


Glu 


Lys 


Ala 










155 










160 










165 


Leu 


Leu 


Val 


Ser 


Ala 


Asn 


Gin 


Thr 


Leu 


Lys 


Glu 


Leu 


Lys 


He 


Gin 
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170 










175 










1 Qfl 

loU 


He 


Met 


His 


Ala 


Phe 


Ser 


Val 


Ala 


Pro 


Phe 


Asp 


Gin 


Asn 


Leu 


Ser 










185 










190 










x y d 


He 


Asp 


Gly 


Lys 


He 


Leu 


Ser 


Asp 


Asp 


Cys 


Ala 


Thr 


Leu 


Gly 


Thr 








200 










205 










210 


Leu Gly Val 


He 


Pro 


Glu 


Ser 


Val 


He 


Leu 


Leu 


Lys 


Ala 


Asp 


Glu 










215 










220 










225 


Pro 


He 


Ala 


Asp 


Tyr 


Ala 


Ala 


Met 


Asp 


Asp 


Val 


Met 


Gin 


Val 


Cys 








230 










235 










240 


Met 


Pro 


Glu 


Glu 


Gly 


Phe 


Lys 


Gly Thr 


Gly Leu Leu Gly His 












245 










250 













<210> 159 

<211> 4266 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 978276.8 



i*5 <220> 

'S <221> unsure 

3 <222> 1545, 1608, 1611, 1615, 1619, 3504-3528 

p <223> a, t, c, g, or other 

ij3 <400> 159 

n ctgtagtgac tgccacactt tgcaaggaca ccgtagaggg ggcatgtccg cgctccaact 60 

rl tcctcccgac gcagcctctg attggctcct gggcttataa gaaacgcgtg aatgagcagc 120 

^ tgccgcgggc agaaagttgc cggaggtctc cgggtggtat cgccctttcc tctttgccag 180 

' y cccgctggcg agccgagccg gggcaagatg aggtcgtcct gtgtcctgct caccgccctg 2 40 

gtggcgctgg ccgcctatta cgtctacatc ccgctgcctg gctccgtgtc cgacccctgg 3 00 
Q aagctgatgc tgctggacgc cactttccgg ggtgcacagc aagtgagtaa cctgatccac 3 60 

M tacctgggac tgagccatca cctgctggca ctgaatttta tcattgtttc ttttggcaaa 420 

^1 aaaagcgcgt ggtcttctgc ccaagtgaag gtgaccgaca cagactttga tggtgtggaa 480 

S gtcagagtgt ttgaaggccc tccgaagccc gaagagccac tgaaacgcag cgtcgtttat 540 

y atccacggag gaggctgggc cttggcaagt gcaaaaatca ggtattatga tgagctgtgt 600 

U acagcaatgg ctgaggaatt gaatgctgtc attgtttcca ttgaatacag gctagttcca 660 

H aaggtttatt ttcctgagca aattcatgat gttgtacggg ccacaaagta tttcctgaag 72 0 

ccagaagtct tacagaagta tatggttgat ccaggcagaa tttgcatttc tggtgacagt 780 
gctggtggaa atctggctgc tgcccttgga caacagttta ctcaagatgc cagcctaaaa 840 
aaataagctc aaactacaag ctttaattta tccagttctt caagctttag attttaacac 900 
accatcttat cagcaaaatg tgaacacccc aatcctgccc cgctatgtca tggtgaagta 960 
ttgggtggac tacttcaaag gcaactatga ctttgtgcag gcaatgatcg ttaacaatca 1020 
cacttcactt gatgtggaag aggctgctgc tgtcagggcc cgtctaaact ggacatccct 1080 
cttgcctgca tccttcacaa agaactacaa gcctgttgta cagaccacag gcaatgccag 1140 
gattgtccag gagcttcctc agttgctgga tgcccgctcc gccccactca ttgcagacca 1200 
ggcagtgctg cagctcctcc caaagaccta cattctgacg tgtgagcatg atgtcctcag 1260 
agacgatggc atcatgtatg ccaagcgttt ggagagtgcc ggtgtggagg tgaccctgga 13 20 
tcactttgag gatggctttc acggatgtat gattttcact agctggccca ccaacttctc 13 80 
agtgggaatc cggactagga atagttacat caagtggcta gatcaaaacc tgtaaaggag 1440 
caaaacttcc agaagcctcg agcccctctt gacctcctac acctgctttg gaaagacatg 1500 
cactttttag ttgactaatt cttcctccca ttcccctcta cttgngagtt atggaatttc 1560 
tagtccataa ctgaagtctt tatgataacg ggtttttaaa aatgaatntg nctancttna 1620 
gttcaaaaca tgtaaatttg gttcccagag tgggccaatc tctctggtct tggtatctta 1680 
gccaactata ctgataccta cagctacaga aagcaggact aggaactgga aataactttg 1740 
ggtcctgcct tcattaggac gttcttttta gaagcagttc ttccagctct ggatcataga 1800 
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gtgaccttta ataagttaaa aaaacgagga 
ttcagagcag tattaaatgc gtgcactttc 
gtcttttgtg aatggatggt tttgtttcct 
gaacaagttt ctcaaaggac tttcttcctc 
gtaagtccag ttggattaca ggaatacttg 
tgaagtcgca tgcactggat atctatatat 
ctgtccccct tctccttggg gagatatttg 
ttttcattat agagcaagta aaaacagaca 
tacttctgac ataaagtacc aagagcagtg 
atacatttaa tattagttca aaattgttaa 
gaaaactcaa ttttttcact tatatggctt 
gtattgttta tttttttaag ttatttaatg 
cagaaagatg tccataataa atattaaaaa 
gttttaaaac cttccctaca gttataacca 
tattaatact actataacat aggcataaat 
aaataattag aaactatgac tgcgcctagt 
taggcaaggc acacactgct catctccgct 
tctgagtgaa gggcgtacac tggcacctgg 
agccaggtct ggaagtttca acagcccaag 
tgggaacatc tttgacacaa caagacactc 
tgccttcctg ccgtccttcc ttcttccccg 
cagcagcaga gctgagtaat gatacagggc 
cctgggaaga tggggtattt cccacttcca 
cttattgatg tattgtatga gccagtagca 
agtatgtatg tgtgcctgtg tgtgtataaa 
cttaggcaag ccacttccca tctctgggcc 
tgaattatgt gatccttgag gtctcttcca 
caaattatat tggcctctcc ttatgtggtg 
acggacacct gcatcatcga aggnnnnnnn 
tcttattctg tgataactat cctcctcata 
gaaccaatat ttggacctta ttttgaggtt 
tataggcagg gttccttcaa ttggcatttt 
attgcagaca gcaaatgatt ccggatctct 
aggaaaaaag aggtcaacca ctgtttctga 
tttgtattct tataaaaaat gtttacactc 
ggctttcttt tcctatttta tgaaaaaaat 
tataaacatt aatatataaa gaaaaacctt 
gttttattga tttgtgaaga atttaagact 
atgcatgacc ttttaacctt tgactttgct 
ttatgaatga ttttaatagc aaatatattt 
aaagcatcta tctattctga atcatgtttg 
tttcaa 



ctccttaatt ctgctagagt taaccttgag 1860 
aggtcagtac tggggaccaa gtaccctctg 1920 
atgggaattt tggcaaaggt tttctggaaa 1980 
tagaatgttc attttatgag atcgctatct 2040 
aaagttactt tctaccacta ttagaaaata 2100 
cattaggttt ttgttgtgtt tttggttatg 2160 
ggagcaaact tatttagatt tagagtaaac 2220 
aatgaaacaa cctagtgttt cacataaaaa 22 80 
tgaatatact tggcatagtc aaaaaagaaa 2340 
aaataccttt agaaggtcta gtctattatt 2400 
taaaatggag ctattttgct acaatataat 2460 
ttaatataca tagctagact taaggttttt 2520 
caatggtatt ttttaaaaaa ctgccttagg 2580 
cgtgtaattt tgtggaaatg atataacagc 2 640 
attttcgtgt ttatatgcat atacaagtta 2700 
aaagtcatct aggtttatag ttcagtagct 2760 
ttttagggtc agaggaacac aagctcatgt 2 82 0 
tgttgcctag atcccccatc tcctccttcc 2880 
cttaacttca tgtaaagtct tcactgccag 2940 
caattgtgat ttgagttgag gatctctgcc 3000 
atccatgcta cttttagggg ctgcggagag 3 060 
accacggaga gaaagtagaa ccatttcact 3120 
gcaacgaaat aacaaatgaa aagttgcata 3180 
ttttatgtac aaaacagaag tcaatgcaac 3240 
aataaccatt gaagctaact tgctaatgta 33 00 
tcgtctttcc tccctctaaa atcaaagagc 3360 
cttataatac caactgtctt gtcagactgg 3420 
gtttttttgg taggtcatag ttccttatac 3480 
nnnnnnnnnn nnnnnnnntg ggattttagt 3540 
taatactatt ctttttgaca ccatttgaag 3600 
gtctgtctcg aagaaaaaga aaataaaatg 3 660 
ccccagaatt gtgagccaaa gcctatagta 3720 
aaaaggctct ctcagatgaa aagggagtaa 37 80 
taatgtactt gagtttcatt gttcttttag 3840 
tgcagattga tttttttttt ttagtactgt 3900 
gataatcttt ttgtaaaatt gtctgtgaaa 3960 
gaagtgctgt atagtgaagt ataaattaat 4020 
attatataat tatcttggtg gatctatttt 4080 
tatttcccac tacgaagggg aaggtagatt 4140 
tataaagtga aaatccagtg tggaggtagc 4200 
gaaataaaat tgctccatct gggaatgtgc 42 60 

4266 



<210> 160 

<211> 1056 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 405844.21 



<400> 160 

tgagcccagc gctgactgcg ccgcggagaa 
ccgcgtcccc gctcggcctg gccaggcccc 
tgggtctgtg ctgcagtctg ggccgctgct 



agccagtggg aacccagacc cataggagac 60 
gcgctatgga gttcctctgg gcccctctct 120 
gatcgccaca ccgtcttctg gaacagttca 180 
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aatcccaagt tccggaatga ggactacacc 
atcatctgtc cgcactatga agatcactct 
ctgtacctgg tggagcatga ggagtaccag 
cgctggcagt gcaaccggcc cagtgccaag 
cagcgcttca cacctttcac cctgggcaag 
atctctcaca gtcctcaggc ccatgtcaat 
ccagaggtgc gggttctaca tagcatcggt 
gcctggactg tgctgctcct tccacttctg 
cacctggcct taaagaggga caggctgaag 
ggccactttc agagccccca gccctgggaa 
tagcagcctc aaaacgggtc aatattaagg 
acagtgccat ccccaccttc acctcggagg 
ccaccattcc tgcctttaag ccaaagaaac 
agtgggagct gagctggaag gggccacgtg 
ccaggagaga gccaggatgc ccagatgaac 



atacatgtgc agctgaatga ctacgtggac 240 
gtggcagacg ctgccatgga gcagtacata 300 
ctgtgccagc cccagtccaa ggaccaagtc 3 60 
catggcccgg agaagctgtc tgagaagttc 420 
gagttcaaag aaggacacag ctactactac 480 
ccacaggaga agagacttgc agcagatgac 540 
cacagtgctg ccccacgcct cttcccactt 600 
ctgctgcaaa ccccgtgaag gtgtatgcca 66 0 
agagggacag gcactccaaa cctgtcttgg 72 0 
ccactcccac cacaggcata agctatcacc 780 
ttttcaaccg gaaggaggcc aaccagcccg 840 
gatggagaaa gaagtggaga cagtcctttc 900 
aagctgtgca ggcatggtcc cttaaggcac 960 
gatgggcaaa gcttgtcaaa gatgccccct 1020 
tgactg 1056 



<210> 161 

<211> 1557 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 405844.22 



<400> 161 

ggcgaagggg ccagatctgt gagcccagcg 
acccagaccc ataggagacc cgcgtccccg 
ttcctctggg cccctctctt gggtctgtgc 
gtcttctgga acagttcaaa tcccaagttc 
ctgaatgact acgtggacat catctgtccg 
gccatggagc agtacatact gtacctggtg 
cagtccaagg accaagtccg ctggcagtgc 
aagctgtctg agaagttcca gcgcttcaca 
ggacacagct actactacat ctccaaaccc 
ttgaaggtga ctgtcagtgg caaaatcact 
gagaagagac ttgcagcaga tgacccagag 
gctgccccac gcctcttccc acttgcctgg 
caaaccccgt gaaggtgtat gccacacctg 
acaggcactc caaacctgtc ttggggccac 
ccaccacagg cataagctat gcacctagca 
aaccggaagg aggccaacca gcccgacagt 
agaaagaagt ggagacagtc ctttcccacc 
gtgcaggcat ggtcccttaa ggcacagtgg 
gcaaagcttg tcaaagatgc cccctccagg 
gaaggaaaag caagaaacag tttcttgctt 
tgggctgacc cagcatctcc cagcaagacc 
tagccaggta ctgcattctc tcccatcctg 
gggggctgtg ccaacctgtt cttagagtgt 
ctgcctagag tgtagcctaa agggcagggc 
tgtgtgtctg tcctgatttc tacaactgga 
ataaagcaat gtgttttttc gggaaaaaaa 



ctgactgcgc cgcggagaaa gccagtggga 60 
ctcggcctgg ccaggccccg cgctatggag 120 
tgcagtctgg ccgctgctga tcgccacacc 180 
cggaatgagg actacaccat acatgtgcag 240 
cactatgaag atcactctgt ggcagacgct 300 
gagcatgagg agtaccagct gtgccagccc 3 60 
aaccggccca gtgccaagca tggcccggag 42 0 
cctttcaccc tgggcaagga gttcaaagaa 480 
atccaccagc atgaagaccg ctgcttgagg 540 
cacagtcctc aggcccatgt caatccacag 600 
gtgcgggttc tacatagcat cggtcacagt 660 
actgtgctgc tccttccact tctgctgctg 720 
gccttaaaga gggacaggct gaagagaggg 7 80 
tttcagagcc cccagccctg ggaaccactc 840 
gcctcaaaac gggtcaatat taaggttttc 900 
gccatcccca ccttcacctc ggagggatgg 960 
attcctgcct ttaagccaaa gaaacaagct 1020 
gagctgagct ggaaggggcc acgtggatgg 1080 
agagagccag gatgcccaga tgaactgact 1140 
ggaagccagg tacaggagag gcagcatgct 12 0 0 
tcatctgtgg agctgccaca gagaagtttg 12 6 0 
gggcagcact ccccagagct gtgccagcag 13 2 0 
agctgtaagg gcagtgccca tgtgtacatt 13 80 
ccacgtgtat agtatctgta tataagttgc 1440 
gtttttttat acaatgttct ttgtctcaaa 1500 
aaaaaaacgg ccgctcgcga tcagaac 1557 



<210> 162 
<211> 2256 
<212> DNA 



163 



PA- 0 03 5 US 



<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2705515CB1 



<400> 162 

cacgcgtccg cccacgcgtc cggctgatgc 
gggtttcatt ggtctcaacc tggcccccca 
caagaaggtt ggtcaagagc tcaagtgttt 
ttagctgaat gcagggtggg gagaacgaaa 
tgaaagaaag aggggaagag tattaaagac 
gctcaactgc ccagcgtgac cagtggccac 
actcgtctgc tgaacaaatc ctctgacctc 
tagcaaacat gcccaacagt gagcccgcat 
cacaagggga gctcgtaagg tccctcaaag 
ctgcagtaaa gatgttggtg tcattaaaaa 
acaaggctga ctgtcctcca gggaacccag 
cagaagctga agaggatttt gtggacccat 
tagactacga taagctcatt gttcggtttg 
accgaataga gagagccacc ggccaaagac 
tctcacacag agatatgaat caggttcttg 
tgtacacggg ccggggcccc tcttctgaag 
ttttcacaaa gtggctccag gatgtattta 
acgagaagta tctgtggaag gacctgaccc 
atgccaagga catcatcgcc tgtggctttg 
tggactacat ggggatgagc tcaggtttct 
ttaccttcaa ccaagtgaaa ggcattttcg 
tcagttttcc tgccatccag gctgctccct 
gagacaggac ggatatccag tgccttatcc 
gaatgacaag ggacgtcgcc cccaggatcg 
ccttcttccc agccctgcag ggcgcccaga 
ccatcttcct caccgacacg gccaagcaga 
ctggagggag agacaccatc gaggagcaca 
tgtctttcat gtacctgacc ttcttcctcg 
aggattacac cagcggagcc atgctcaccg 
tgcagccctt gatcgcagag caccaggccc 
aagagttcat gactccccgg aagctgtcct 
gcttataaaa gaagtgatgt atcagtaatg 
gccacctgta ggcttctgtc tcatggtaat 
tgttatcaat actgtttctt cctgtgagtt 
ttgtgggtaa ttggtgctgg ctaacattgc 
ctctccccaa agcagcccca cagtggagcc 
cttgtccatg gaggactccg agggttccaa 
atatatattc tatgtatgcg taaaaaaaaa 



aatgaccagc taatggctcg attctcaaga 60 
ggcaacccac ccctgattgg acagtctcat 120 
ctgagaatct gggtgattta taagaaaccc 180 
gacaaaagca tcttttttca gaagggaaac 240 
catttctggc tgggcagggc actctcagca 3 00 
ctctgcagtg tcttccacaa cctggtcttg 360 
aggccggctg tgaacgtagt tcctgagaga 420 
ctctgctgga gctgttcaac agcatcgcca 480 
cgggaaatgc gtcaaaggat gaaattgatt 540 
tgagctacaa agctgccgcg ggggaggatt 6 00 
cacctaccag taatcatggc ccagatgcca 6 60 
ggacagtaca gacaagcagt gcaaaaggca 720 
gaagtagtaa aattgacaaa gagctaataa 7 80 
cacaccactt cctgcgcaga ggcatcttct 840 
atgcctatga aaataagaag ccattttatc 9 00 
caatgcatgt aggtcacctc attccattta 9 60 
acgtgccctt ggtcatccag atgacggatg 1020 
tggaccaggc ctatagctat gctgtggaga 1080 
acatcaacaa gactttcata ttctctgacc 1140 
acaaaaatgt ggtgaagatt caaaagcatg 12 00 
gcttcactga cagcgactgc attgggaaga 12 60 
ccttcagcaa ctcattccca cagatcttcc 1320 
catgtgccat tgaccaggat ccttacttta 1380 
gctatcctaa accagccctg ttgcactcca 1440 
ccaaaatgag tgccagcgac cccaactcct 1500 
tcaaaaccaa ggtcaataag catgcgtttt 1560 
ggcagtttgg gggcaactgt gatgtggacg 1620 
aggacgacga caagctcgag cagatcagga 1680 
gtgagctcaa gaaggcactc atagaggttc 1740 
ggcgcaagga ggtcacggat gagatagtga 1800 
tcgactttca gtagcactcg ttttacatat 1860 
tatcaataat cccagcccag tcaaagcacc 1920 
tactgggcct ggcctctgta agcctgtgta 1980 
ccattatttc tatctcttat gggcaaagca 2040 
atggtcggat agagaagtcc agctgtgagt 2100 
tttggctgga agtccatggg ccaccctgtt 2160 
gtatactctt aagacccact ctgtttaaaa 2220 
aaaaaa 225 6 



<210> 163 
<211> 471 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2705515CD1 



<400> 163 



164 



PA-0035 US 

Met Pro Asn 
1 

lie Ala Thr 
Ala Ser Lys 
Leu Lys Met 
Asp Cys Pro 
Asp Ala Thr 
Gin Thr Ser 
Arg Phe Gly 
Glu Arg Ala 
lie Phe Phe 
Glu Asn Lys 
Ser Glu Ala 
Lys Trp Leu 
Thr Asp Asp 
Ala Tyr Ser 
Gly Phe Asp 
Met Gly Met 
Lys His Val 
Asp Ser Asp 
Ala Pro Ser 
Thr Asp lie 
Tyr Phe Arg 
Lys Pro Ala 
Ala Gin Thr 
Leu Thr Asp 
Ala Phe Ser 
Gly Gly Asn 
Phe Leu Glu 



Ser 


Glu 


Pro 




5 




Gin 


Gly 


Glu 




20 




Asp 


Glu 


He 




35 




Ser 


Tyr 


Lys 




50 




Pro 


Gly 


Asn 




65 




Glu 


Ala 


Glu 




80 




Ser 


Ala 


Lys 




95 




Ser 


Ser 


Lvs 




110 




Thr 


Gly 


Gin 




125 




Ser 


His 


Arg 




140 




Lys 


Pro 


Phe 




155 




Met 


His 


Val 




170 




Gin 


Asp 


Val 




185 




Glu 


Lys 






200 




Tvr 


Ala 


Val 




215 




lie 


Asn 


Lvs 




230 




Ser 


Ser 


Glv 




245 




Thr 


Phe 


Asn 




260 




Cys 


lie 


Gly 




275 




Phe 


Ser 


Asn 




290 




Gin 


Cys 


Leu 




305 




Met 


Thr 


Arg 




320 




Leu 


Leu 


His 




335 




Lys 


Met 


Ser 




350 




Thr 


Ala 


Lys 




365 




Gly 


Gly 


Arg 




380 




Cys 


Asp 


Val 




395 




Asp 


Asp 


Asp 




410 





Ala Ser Leu 
Leu Val Arg 
Asp Ser Ala 
Ala Ala Ala 
Pro Ala Pro 
Glu Asp Phe 
Gly He Asp 
He Asp Lys 
Arg Pro His 
Asp Met Asn 
Tyr Leu Tyr 
Gly His Leu 
Phe Asn Val 
Leu Trp Lys 
Glu Asn Ala 
Thr Phe He 
Phe Tyr Lys 
Gin Val Lys 
Lys He Ser 
Ser Phe Pro 
He Pro Cys 
Asp Val Ala 
Ser Thr Phe 
Ala Ser Asp 
Gin He Lys 
Asp Thr He 
Asp Val Ser 
Lys Leu Glu 



Leu Glu Leu 
10 

Ser Leu Lys 
25 

Val Lys Met 
40 

Gly Glu Asp 
55 

Thr Ser Asn 
70 

Val Asp Pro 
85 

Tyr Asp Lys 
100 

Glu Leu He 
115 

His Phe Leu 
130 

Gin Val Leu 
145 

Thr Gly Arg 
160 

He Pro Phe 
175 

Pro Leu Val 
190 

Asp Leu Thr 
205 

Lys Asp He 
220 

Phe Ser Asp 
235 

Asn Val Val 
250 

Gly He Phe 
265 

Phe Pro Ala 
280 

Gin He Phe 
295 

Ala He Asp 
310 

Pro Arg He 
325 

Phe Pro Ala 
340 

Pro Asn Ser 
355 

Thr Lys Val 
370 

Glu Glu His 
385 

Phe Met Tyr 
400 

Gin lie Arg 
415 



165 



Phe 


Asn 


Ser 






15 


Ala 


Gly 


Asn 






30 


Leu 


Val 


Ser 






45 


Tyr 


Lys 


Ala 






60 


His 


Gly 


Pro 






75 


Trp 


Thr 


Val 






90 


Leu 


He 


Val 






105 


Asn 


Arg 


He 






120 


Arg 


Arg 


Glv 






135 


Asp 


Ala 


Tvr 






150 


Glv 


Pro 


Ser 






165 


He 


Phe 


Thr 






180 


He 


Gin 


Met 






195 


Leu 


Asp 


Gin 






210 


He 


Ala 


Cys 






225 


Leu 


Asp 


Tvr 






240 


Lys 


He 


Gin 






255 


Glv 


Phe 


Thr 






270 


He 


Gin 


Ala 






285 


Arg 


Asp 


Arg 






300 


Gin 


Asp 


Pro 






315 


Glv 


Tvr 


Pro 






330 


Leu 


Gin 


Gly 






345 


Ser 


He 


Phe 






360 


Asn 


Lys 


His 






375 


Arg 


Gin 


Phe 






390 


Leu 


Thr 


Phe 






405 


Lys 


Asp 


Tyr 






420 



PA- 003 5 US 



Thr Ser Gly Ala Met 
425 

Glu Val Leu Gin Pro 
440 

Glu Val Thr Asp Glu 
455 

Leu Ser Phe Asp Phe 
470 

<210> 164 
<211> 3290 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 2023119CB1 

<400> 164 

cggcgctctc tgcgtggttc ttcttctcgg ccgctgaaac ccccgcggct gcttcctggg 60 
aaggtcgtga gtcccgctga gctgtccccg gtgccgccga cccgggccgt gtgcccgtgg 120 
ctccagccgc tgccgcctcg atctcctcgt ctcccgctcc gccctccctt ttccctggat 180 
gaacttgcgt cctttctctt ctccgccatg gaattctgct ccgtgctttt agccctcctg 240 
agccaaagaa accccagaca acagatgccc atacgcagcg tatagcagta actccccagc 3 00 
tcggtttctg tgccgtagtt tacagtattt aattttatat aatatatatt atttattata 3 60 
gcatttttga tacctcatat tctgtttaca catcttgaaa ggcgctcagt agttctctta 420 
ctaaacaacc actactccag agaatggcaa cggtgattac cagtactaca gctgctaccg 480 
ccgcttctgg tcctttggtg gactacctat ggatgctcat cctgggcttc attattgcat 540 
ttgtcttggc attctccgtg ggagccaatg atgtagcaaa ttcttttggt acagctgtgg 600 
gctcaggtgt agtgaccctg aagcaagcct gcatcctagc tagcatcttt gaaacagtgg 660 
gctctgtctt actgggggcc aaagtgagcg aaaccatccg gaagggcttg attgacgtgg 720 
agatgtacaa ctcgactcaa gggctactga tggccggctc agtcagtgct atgtttggtt 780 
ctgctgtgtg gcaactcgtg gcttcgtttt tgaagctccc tatttctgga acccattgta 840 
ttgttggtgc aactattggt ttctccctcg tggcaaaggg gcaggagggt gtcaagtggt 900 
ctgaactgat aaaaattgtg atgtcttggt tcgtgtcccc actgctttct ggaattatgt 960 
ctggaatttt attcttcctg gttcgtgcat tcatcctcca taaggcagat ccagttccta 1020 
atggtttgcg agctttgcca gttttctatg cctgcacagt tggaataaac ctcttttcca 1080 
tcatgtatac tggagcaccg ttgctgggct ttgacaaact tcctctgtgg ggtaccatcc 114 0 
tcatctcggt gggatgtgca gttttctgtg cccttatcgt ctggttcttt gtatgtccca 1200 
ggatgaagag aaaaattgaa cgagaaataa agtgtagtcc ttctgaaagc cccttaatgg 126 0 
aaaaaaagaa tagcttgaaa gaagaccatg aagaaacaaa gttgtctgtt ggtgatattg 132 0 
aaaacaagca tcctgtttct gaggtagggc ctgccactgt gcccctccag gctgtggtgg 13 8 0 
aggagagaac agtctcattc aaacttggag atttggagga agctccagag agagagaggc 1440 
ttcccagcgt ggacttgaaa gaggaaacca gcatagatag caccgtgaat ggtgcagtgc 1500 
agttgcctaa tgggaacctt gtccagttca gtcaagccgt cagcaaccaa ataaactcca 1560 
gtggccacta ccagtatcac accgtgcata aggattccgg cctgtacaaa gagctactcc 162 0 
ataaattaca tcttgccaag gtgggagatt gcatgggaga ctccggtgac aaacccttaa 1680 
ggcgcaataa tagctatact tcctatacca tggcaatatg tggcatgcct ctggattcat 1740 
tccgtgccaa agaaggtgaa cagaagggcg aagaaatgga gaagctgaca tggcctaatg 1800 
cagactccaa gaagcgaatt cgaatggaca gttacaccag ttactgcaat gctgtgtctg 1860 
accttcactc agcatctgag atagacatga gtgtcaaggc agagatgggt ctaggtgaca 1920 
gaaaaggaag taatggctct ctagaagaat ggtatgacca ggataagcct gaagtctctc 1980 
tcctcttcca gttcctgcag atccttacag cctgctttgg gtcattcgcc catggtggca 2040 
atgacgtaag caatgccatt gggcctctgg ttgctttata tttggtttat gacacaggag 2100 
atgtttcttc aaaagtggca acaccaatat ggcttctact ctatggtggt gttggtatct 2160 
gtgttggtct gtgggtttgg ggaagaagag ttatccagac catggggaag gatctgacac 2220 
cgatcacacc ctctagtggc ttcagtattg aactggcatc tgccctcact gtggtgattg 2280 



Leu Thr Gly Glu Leu Lys Lys Ala Leu lie 
430 435 

Leu lie Ala Glu His Gin Ala Arg Arg Lys 
445 450 

lie Val Lys Glu Phe Met Thr Pro Arg Lys 
460 465 

Gin 



166 



PA-0035 US 



catcaaatat 
ttggctggct 
cctggtttgt 
gatatgtcat 
ccatcttagg 
gagtcttttt 
gctaaatatg 
gctgaggtcc 
tcaggcttca 
tctttttttt 
cagcttctgc 
gtagtctctt 
ctattggcat 
aaattagtaa 
gaaaaagcct 
gaatgaagtg 
tctacctctt 



tggccttccc 
ccggtccaag 
cacagtcccc 
cctcagaatg 
tattcctgct 
atttgggagc 
aattgtctca 
cctttccttc 
attccattat 
aaaccatgaa 
cctcacatgc 
atataagtag 
attcgggagc 
cttttttgca 
gttggcaatc 
gaatgtgaac 
aactgaataa 



atcagtacaa 
aaggctgttg 
atttctggag 
tgaagctgtt 
cccctgaaga 
cagaggaggg 
aaattagctg 
tgggctgtga 
gttttaatgt 
gagccgtttg 
acagggattt 
agtccttggt 
ttcttagagg 
agcagtttat 
ttggttattt 
tttgggcaag 
aaaagcctac 



cacattgtaa 
actggcgtct 
ttatcagtgc 
tgagattaaa 
atgattacag 
aagtgttact 
tgtaaaatag 
attcctgtac 
tgtctctgaa 
acagagcatg 
aacaacaaaa 
actctgccct 
gatgaggttc 
tgactgttat 
ctttaagatt 
ttaaatggga 
agtttttaga 



agtgggctct 
ctttcgtaac 
tgccatcatg 
atttgtgtca 
tgttaacaga 
tgtgctataa 
cccgggttcc 
atatttctct 
gatgacttgt 
ctctgcgttg 
atataactac 
cctgtcagta 
tttgaacaca 
tgctaagaag 
tctggcagtg 
cagccttcca 
aaaaaaaaaa 



gttgtgtctg 
atttttatgg 
gcaatcttca 
atgtttggga 
agactgacaa 
ctgcttttgt 
actggctcct 
actttttgta 
gatttttttt 
ttggtttcac 
aacttccctt 
gtggcaggat 
gtgaaaattt 
aagtaagaaa 
tgggatggat 
tgttcatttg 



2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3290 



<210> 165 
<211> 679 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2023119CD1 





Met 


Ala 


Thr 


Val 


He 


Thr 


Ser 


Thr 


Thr 


Ala 


Ala 


Thr 


Ala 


Ala 


Ser 




1 








5 










10 










15 




Gly 


Pro 


Leu 


Val 


Asp 


Tyr 


Leu 


Trp 


Met 


Leu 


He 


Leu 


Gly 


Phe 


He 












20 










25 










30 




He 


Ala 


Phe 


Val 


Leu 


Ala 


Phe 


Ser 


Val 


Gly 


Ala 


Asn 


Asp 


Val 


Ala 












35 










40 










45 




Asn 


Ser 


Phe 


Gly 


Thr 


Ala 


Val 


Gly Ser 


Gly 


Val 


Val 


Thr 


Leu 


Lys 












50 










55 










60 




Gin 


Ala 


Cys 


He 


Leu 


Ala 


Ser 


He 


Phe 


Glu 


Thr 


Val 


Gly 


Ser 


Val 












65 










70 










75 




Leu 


Leu 


Gly 


Ala 


Lys 


Val 


Ser 


Glu 


Thr 


He 


Arg 


l ys 


Gly Leu 


He 












80 










85 










90 




Asp 


Val 


Glu 


Met 


Tyr 


Asn 


Ser 


Thr 


Gin Gly 


Leu 


Leu 


Met 


Ala 


Gly 












95 










100 










105 




Ser 


Val 


Ser 


Ala 


Met 
110 


Phe 


Gly 


Ser 


Ala 


Val 
115 


Trp 


Gin 


Leu 


Val 


Ala 
120 




Ser 


Phe 


Leu 


Lys 


Leu 


Pro 


He 


Ser Gly Thr 


His 


Cys 


He 


Val 


Gly 












125 










130 










135 




Ala 


Thr 


He 


Gly 


Phe 


Ser 


Leu 


Val 


Ala 


Lys 


Gly Gin 


Glu 


Gly Val 












140 










145 










150 




Lys 


Trp 


Ser 


Glu 


Leu 
155 


He 


Lys 


He 


Val 


Met 
160 


Ser 


Trp 


Phe 


Val 


Ser 
165 




Pro 


Leu 


Leu 


Ser 


Gly 
170 


He 


Met 


Ser 


Gly 


He 
175 


Leu 


Phe 


Phe 


Leu 


Val 
180 




Arg 


Ala 


Phe 


He 


Leu 
185 


His 


Lys 


Ala 


Asp 


Pro 
190 


Val 


Pro 


Asn 


Gly 


Leu 
195 




Arg 


Ala 


Leu 


Pro 


Val 
200 


Phe 


Tyr 


Ala 


Cys 


Thr 
205 


Val 


Gly 


He 


Asn 


Leu 
210 
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PA-0035 US 
Phe Ser lie 
Leu Pro Leu 
Phe Cys Ala 
Arg Lys lie 
Leu Met Glu 
Lys Leu Ser 
Val Gly Pro 
Thr Val Ser 
Glu Arg Leu 
Ser Thr Val 
Gin Phe Ser 
Tyr Gin Tyr 
Leu Leu His 
Asp Ser Gly 
Tyr Thr Met 
Lys Glu Gly 
Pro Asn Ala 
Ser Tyr Cys 
Asp Met Ser 
Ser Asn Gly 
Val Ser Leu 
Gly Ser Phe 
Pro Leu Val 
Ser Lys Val 
Gly He Cys 
Thr Met Gly 
Ser He Glu 
He Gly Leu 



Met Tyr Thr 

215 
Trp Gly Thr 

230 
Leu He Val 

245 
Glu Arg Glu 

260 
Lys Lys Asn 

275 
Val Gly Asp 

290 
Ala Thr Val 

305 
Phe Lys Leu 

320 
Pro Ser Val 

335 

Asn Gly Ala 

350 
Gin Ala Val 

365 
His Thr Val 

380 
Lys Leu His 

395 
Asp Lys Pro 

410 

Ala He Cys 

425 
Glu Gin Lys 

440 
Asp Ser Lys 

455 
Asn Ala Val 

470 

Val Lys Ala 

485 
Ser Leu Glu 

500 

Leu Phe Gin 
515 

Ala His Gly 

530 
Ala Leu Tyr 

545 

Ala Thr Pro 
560 

Val Gly Leu 
575 

Lys Asp Leu 
590 

Leu Ala Ser 
605 

Pro He Ser 
620 



Gly Ala Pro 
He Leu He 
Trp Phe Phe 
He Lys Cys 
Ser Leu Lys 
He Glu Asn 
Pro Leu Gin 
Gly Asp Leu 
Asp Leu Lys 
Val Gin Leu 
Ser Asn Gin 
His Lys Asp 
Leu Ala Lys 
Leu Arg Arg 
Gly Met Pro 
Gly Glu Glu 
Lys Arg He 
Ser Asp Leu 
Glu Met Gly 
Glu Trp Tyr 
Phe Leu Gin 
Gly Asn Asp 
Leu Val Tyr 
He Trp Leu 
Trp Val Trp 
Thr Pro He 
Ala Leu Thr 
Thr Thr His 



Leu 


Leu 


Glv 


220 






Ser 


Val 


Gly 


235 






Val 


Cys 


Pro 


250 






Ser 


Pro 


Ser 


265 






Glu 


Asp 


His 


280 






Lys 


His 


Pro 


0 9R 

Zi _7 _J 






Ala 


Val 


Val 


310 






"vJTJ- U. 


ril n 

VJT-L LI 


Al ^ 


325 






m n 


m n 

VJl U. 


Thr 


j f± U 






Prn 

XT 1 KJ 


noil 


<oi_y 


? R R 

O D D 






11c 


Asn 




j i \J 






Ocl 


uiy 


Jueu 
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Phe Asp Lys 
225 

Cys Ala Val 
240 

Arg Met Lys 
255 

Glu Ser Pro 
270 

Glu Glu Thr 
285 

Val Ser Glu 
300 

Glu Glu Arg 
315 

Pro Glu Arg 
330 

Ser He Asp 
345 

Asn Leu Val 
360 

Ser Gly His 
375 

Tyr Lys Glu 
390 

Cys Met Gly 
405 

Tyr Thr Ser 
420 

Phe Arg Ala 
435 

Leu Thr Trp 
450 

Ser Tyr Thr 
465 

Ser Glu He 
480 

Arg Lys Gly 
495 

Lys Pro Glu 
510 

Ala Cys Phe 

525 

Ala He Gly 
540 

Asp Val Ser 
555 

Gly Gly Val 
570 

Val He Gin 
585 

Ser Gly Phe 
600 

Ala Ser Asn 
615 

Gly Ser Val 
630 



PA- 003 5 US 



Val Ser Val Gly Trp Leu Arg Ser Lys Lys Ala Val Asp Trp Arg 
635 640 645 

Leu Phe Arg Asn lie Phe Met Ala Trp Phe Val Thr Val Pro lie 
650 655 660 

Ser Gly Val He Ser Ala Ala He Met Ala He Phe Arg Tyr Val 
665 670 675 

He Leu Arg Met 

<210> 166 

<211> 5163 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No; 1000084.27 

<220> 

<221> unsure 

<222> 4653-4674 

<223> a, t, c, g, or other 



<400> 166 

aaggcccttc 

ttagtgggag 

ttctagtcat 

caatgcctgc 

aagtgacaag 

tgctggcaag 

agttcgcact 

agatgctgcc 

cgtgttggac 

tttccacagc 

ctcagttgat 

ttccacagct 

ctctgattgt 

cgatatcgag 

catcactgct 

caacctggtg 

tgctgagaaa 

gccagccaac 

gttgtaccgt 

caagcgcagc 

ccagcctccc 

gctgagcaac 

gatgtatgcc 

gttttcagag 

ggattctgtt 

tggccctgca 

agctttctgg 

atttttccat 

gaatatctcg 

ttattacgga 

ggagagagat 

aacagaatag 

atatacacac 



ggggccggcc 
atccttgttg 
gcgtgagtgc 
tgggagctct 
accattgggg 
catgtgcccc 
ggcacttacc 
aataactatg 
cgaattcgca 
tttggtgggg 
tatggcaaga 
gtagttgagc 
gccttcatgg 
cgcccaacct 
tccctgagat 
ccctaccccc 
gcctaccatg 
cagatggtga 
ggtgacgtgg 
atccagtttg 
actgtggtgc 
accacagcca 
aagcgtgcct 
gcccgtgaag 
gaaggagagg 
gcatgtcatg 
ttagattgtt 
catatctcaa 
aaaaactgca 
taaacagtag 
ttagtatgta 
caatgtctat 
aaatacaagt 



accctttcac 
ccgtcccttc 
atctccatcc 
actgcctgga 
gaggagatga 
gggcagtgtt 
gccagctctt 
cccgagggca 
agctggctga 
gaactggttc 
agtccaagct 
cctacaactc 
tagacaatga 
acactaacct 
ttgatggagc 
gcatccactt 
aacagctttc 
aatgtgaccc 
ttcccaaaga 
tggattggtg 
ctggtggaga 
ttgctgaggc 
ttgttcactg 
atatggctgc 
gtgaggaaga 
ctcccagaat 
ttcacttggt 
agtaaacttt 
ctagagacaa 
caccaataaa 
gaattctcta 
tttatcagaa 
tgccaaatat 



tacttctccc 
gcctccttca 
acgttggcca 
acacggcatc 
ttccttcaac 
tgtagacttg 
ccaccctgaLg 
ctacaccatt 
ccagtgcacc 
tgggttcacc 
ggagttctcc 
catcctcacc 
ggccatctat 
taaccgcctt 
cctgaatgtt 
ccctctggcc 
tgtagcagag 
tcgccatggt 
tgtcaatgct 
ccccactggc 
cctggccaag 
ctgggctcgc 
gtacgtgggt 
ccttgagaag 
aggagaggaa 
ttcagcttca 
gatcatgtct 
gtcgttgttt 
agacgtgatg 
taaatgataa 
ttttttcttg 
tcacatatat 
atatatagta 



ccggactcct 
ccgccgcaga 
gggctggtgt 
cagcccgatg 
accttcttca 
gaacccacag 
caactcatca 
ggcaaggaga 
ggtcttcagg 
tcgctgctca 
atttacccgg 
acccacacca 
gacatctgtc 
attagccaga 
gacctgacag 
acatatgccc 
atcaccaatg 
aaatacatgg 
gccattgcca 
ttcaaggttg 
gtacagagag 
ctggaccaca 
gaggggatgg 
gattatgagg 
tactaattat 
gcttaactga 
tttccatgtg 
aaaaataaat 
ttaatatctt 
caaatattaa 
ttttgttttt 
acataaacat 
tgtagatgta 



tggtagtctg 
ccccttcaag 
ccagattggg 
gccagatgcc 
gtgaaacggg 
tcattgatga 
caggcaagga 
tcattgacct 
gcttcttggt 
tggaacgtct 
cgccccaggt 
ccctggagca 
gtagaaacct 
ttgtgtcctc 
aattccagac 
ctgtcatctc 
cttgctttga 
cttgctgcct 
ccatcaaaac 
gcatcaacta 
ctgtgtgcat 
agtttgacct 
aggaaggcga 
aggttggtgt 
ccattccttt 
cagacgttaa 
tacctgtaat 
atgtactacg 
ttccccacaa 
aattaaaaaa 
acatataaaa 
atgtatatat 
tattgaaacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 
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ttatttcaaa 
agcaaaatta 
attggaaaca 
aagatacatc 
ctactcttta 
ccgtatataa 
gtctctctgg 
cccattgtgg 
acaaccaggt 
ttttaggctg 
gagctgtcat 
agtggtctcc 
aatcttccag 
aaagcacagc 
tgtacctgtg 
ctgggtttgt 
attcctgggc 
agagtctctc 
ctcaagtcca 
tttaaaaaaa 
atataatata 
aaataaaact 
aatccaattc 
tcgccctccg 
ggattaagga 
gatcgttctg 
tccttcctcc 
ctcaagctgc 
cggatcttgt 
tcttgctcta 
tcctatgtgc 
ctcagtgggc 
cacacaggat 
cagggtctcg 
gtgatgattc 
gaggtagagc 
ggaggcccga 
cccgctctcc 
ggcctgggga 
tgagcccggc 
ttcctcctcc 
tccgctcggc 
aagttggacg 
gggcgcgggc 
ggggaggagg 
tggtcagctg 
aagcaggtca 
tgaccccgtc 
ctgctggttt 
gcccgattca 
taaaaaaaaa 
tccagcaccg 
cccgacagag 
aag 



ggaatgtgtg 
aatatctgtt 
tgaattttat 
tcataaatag 
attaaattaa 
aacactttct 
tccttccctt 
agggaaggga 
ctcctggggg 
catcccagga 
gggctgcttc 
tgggcaactc 
gcagtgcccc 
aatgtcctga 
atctgtcttt 
cggtgttccc 
aggggagagg 
atctcctcct 
cagcagtcaa 
gaatatatat 
tatatatata 
ctctaatctt 
caagagggac 
gacccaaagt 
ctgttctgtc 
tatcagtctt 
tgcccggctc 
ctcgccttgc 
acaaacaaat 
tctttctttg 
tggccttggt 
acacactcca 
ggcttgaaga 
attggatggc 
tgccctcctc 
agcaaggcaa 
ccggggccgg 
tcggcgcctc 
gcgcgcgcgg 
ttccgagcgc 
ccctcctccg 
tcggcttccc 
aaaagtttca 
tccggcccct 
tggtagctgg 
cgggatccca 
ctcactttgc 
tctctcttcc 
ccaaaatcca 
agtggggaat 
tgtttaagaa 
agcgccctgg 
cgctggtgct 



ctggggagcc 
caagataagc 
atacaaaaac 
ttgaaattaa 
ctgttttaat 
cttttctctg 
cccttcccga 
aggaccaggg 
gacagaacta 
aggggagcag 
ttccaacaat 
agaagcaggt 
tgggggcgag 
agctccccaa 
ctgtccgtct 
aaaactgggt 
accctggccc 
cttccctgtc 
atacatccag 
attttatata 
aatgtatgta 
ccgggctcgg 
cgtgctgggt 
gctctgcgca 
gatggtgatg 
tcctggtgag 
accgcctcgg 
aacgcgagtc 
gctttctccg 
gtctgcattc 
gaggtttgat 
ggccctcgtc 
tgtactcgat 
agtagctgcg 
cttctgccat 
ggctccaatg 
cgcggctcgc 
ggcgagctac 
ctggagcact 
cgagtcgcca 
gctgcggctc 
ccgcgcggac 
gtgcgacgcc 
gcccgcggct 
ggctgggggc 
agggggaggg 
ccctgtcgct 
tcgacttctc 
cagtgatttg 
ggcaagcaaa 
aaaagaagag 
ccggtgagtc 
agcccccagc 



aggggatcgg 
tagtgactgt 
cggtacaaat 
atattaacca 
ttctaattaa 
cctccacaat 
ggcacagaga 
gatggaggaa 
gtggtttcaa 
gaagaggatg 
gtgtctcttc 
gagagtaagc 
atgcgcgtgc 
actcctggtc 
gacctggggt 
catatttgcc 
caccaagtgg 
aggatctgag 
tgaagacacc 
tataaaatag 
tgtgggtggg 
tgatttagca 
cacccgcccg 
gagtctcctc 
gtgtggtggc 
agatctggtt 
cttgtcacat 
tgtgtttttg 
ctctgagcaa 
acatttgttg 
ccgcataatc 
attgcagcag 
ctcatcaggg 
ctgatagaca 
gggtgcagcc 
cacccaagac 
gctccctctc 
tcttcctccc 
gtctgcgcac 
ctgcggcccc 
ctcccggccc 
cacggctcct 
gcgagccccg 
cgccgccgcg 
ggnnnnnnnn 
ctcacgccgc 
ttcgctgctc 
tctggagctc 
gggaagtaga 
aataaattaa 
ggataaaacc 
cgctgaccgg 
gccacgacct 



ggagggcaga 
caccgatcag 
aagagagcaa 
agaatactga 
aaagggatat 
gggcacgtgg 
gacagggcag 
ggtcaaccac 
tggtgtgagg 
agggcgagtc 
tcttcgccgg 
gaaggccgcc 
agcatgtgga 
agagccggtg 
agagaggctc 
cccatgccct 
gacaaaaaaa 
tgggaacatt 
aataacatta 
agatatttat 
tgtgtctaca 
gcaagaaaaa 
ggaatgcttc 
ttccttcatt 
ggcagcgtgg 
cccgaaaccc 
ctgcaagtac 
caggaacatt 
ggcccacagg 
tgctgtagga 
tgcatggtga 
cccccgcatc 
tactcctgga 
tccatgaact 
tgggaccact 
agcagaaagt 
cggctcgggc 
cggcccgagg 
accgccgcct 
ctctcctctt 
gagctagcac 
ccgaagcgag 
accccctcca 
tccactgtcc 
nnnnnnnnnn 
gctccggcgg 
gcacgcccgc 
ttgctacctc 
gcaatctccc 
aacgagaaac 
cggatcaatg 
tccacctaac 
ccgagctacc 



gctgagtgtt 
ggagagagag 
gagagagcaa 
aaaaaaaacc 
taaataagta 
atcctgccct 
gatccacgtg 
tcacacacac 
acataggtcc 
ccaggaaggg 
gacatctgcc 
caggctcctg 
gggaatcccc 
tcctcatccc 
agcgccaggg 
ggccttgcac 
agatcatgcc 
cccctcccaa 
gcactgttaa 
ttttatatat 
ggaatcccag 
taaaatggcg 
cgccggagtc 
tcaggtttct 
tttctgtatc 
tgagggaggc 
gttcgtttaa 
tacacgtctg 
gattttcttg 
agctcatctc 
tgttggactc 
gcatcagggg 
agatgtccac 
tcaccacttc 
tggcatggtg 
tcatggtttc 
tgtggggcgg 
cccgggccag 
cacccgtcca 
ccttctcttc 
ttctcgcggc 
aacagcccag 
ccccgcctcc 
gccgccggcc 
nnnncgcgac 
tcacccccaa 
gcgctctctc 
tttcctcttt 
caagccgtcg 
aatacagttt 
aatatcaaat 
cgctgcgcct 
cggctgcccc 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5163 



<210> 167 



170 
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<211> 3012 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 220134.1 



<400> 167 

atttacaaaa 

caaacgatta 

atgataacca 

tgctttctaa 

tattaaattc 

cctgtcttca 

tacacagaaa 

taagggtgtt 

tttgtccttg 

aaggtattct 

aaatagttca 

tttaaaggga 

gggcctattt 

tttgtaagtt 

cttgatcttt 

cttgaatttt 

ctgggcgaac 

tactttacag 

caaagataac 

gaggtctgtg 

tttaaaaaat 

tttgaagata 

atatataatg 

ggcactgact 

ctaacccatt 

tattgtagga 

gaaatactct 

ctgcatcagt 

gtgtagaata 

catgtgcctg 

gatttaattc 

gtctgcattg 

tatgtgtttt 

ggaaaaatgt 

gtttgtgtct 

gacctatgga 

tactgtgtat 

atgttcacac 

tttcagttaa 

tcatttttaa 

atagcactat 

acaagctctg 

caatttaaac 

agggaatgta 

catgttatgg 

gaaacttata 

gccagttaaa 



tatataagta 
atgtaatctt 
atcatgaatg 
gagtcactga 
ttagcaaaat 
catactcaga 
attgtggcta 
taagttatat 
aaaggattaa 
gactactttt 
ttgtttaatg 
tgatcttttg 
aagaacagct 
cacatttact 
taatattctt 
gcgaaaaggt 
aagaagagaa 
aacattttat 
tgataaaata 
tcttaaagat 
ggtatataag 
acagccttta 
gtggtaccat 
caccttttga 
gtagctatat 
tttaagtgtc 
gaattattag 
tttaggagtt 
tgtgtttaga 
aattaaaacc 
tccattgtca 
taaaactatg 
aacattttag 
ccatcaaatg 
tattaacatc 
acctaatgtg 
aagcagatat 
aaatatggag 
gtcataaaca 
aattgaaact 
tttgatgtag 
gaatatttag 
ttttaaacca 
acatacaatt 
ttctgccttg 
tgttgtgttg 
tgcagttatc 



tttttaagga 
ttaaaccggg 
gatttaaatg 
cttgagagga 
taataattaa 
tcttccaata 
tttcattatt 
ttttcttgat 
tattagcatc 
atagctgact 
ggttgtaaga 
tggtgtgtgt 
gattttttcc 
ataatgggcc 
atctgatatt 
ttgggtggtt 
agctgtgaat 
tcagatatca 
tattacattc 
ggcatgacac 
cataggacaa 
ggtttgagtt 
aggattttct 
gttttagcag 
tagcattatc 
tttctcaaaa 
gagacttaaa 
gcatctctcc 
aacttgtctg 
aagaaatttt 
ccttttagct 
gactaaaacc 
agaacagtat 
caccttggaa 
cttaagttaa 
aagtatttcg 
catttgaatg 
agtaattcta 
gtgttaaaac 
gtgtcataca 
ctctaccgat 
cagtcatttt 
aaaattttat 
aatatgtggt 
aaacagcaca 
ttttgtgtct 
atctcattaa 



tgttgacacc 
cgtttgaaaa 
gagctttttg 
aagaaaacca 
agcaaaatta 
gtggcttatt 
gctatagatt 
agagggtatg 
agttatgtat 
acttttggga 
ggaaaaagtg 
ttttcctagt 
agtgaaaata 
aaaaccataa 
gtgtaattca 
ttttttaaac 
tgtactgtat 
atttgttaca 
aatgaggttt 
ctaagtacaa 
gggctatgtt 
atttcacttt 
tttttcaaat 
agaattattt 
ttttaaaaaa 
tagcttattc 
cccaatattt 
tgctggctct 
ttgtctcagt 
tccaagccaa 
tttatgattg 
taaaaaacag 
gttgaataac 
aatcacagta 
ttttgaattt 
tatgttaact 
ataaaaatgt 
caatataaaa 
tcttgggaag 
gtgtttcacg 
actatgtggt 
cactggcaca 
ggtccagtgt 
tatatatata 
atgaagtgta 
tctgttgcct 
atacagatgc 



taataattac 
aaaattttca 
tgcacaacca 
gaaggttaat 
attaagattt 
ttgcaagatg 
tcaaatccaa 
ctttgtgaca 
agctctattt 
tggctacgtt 
ttaggatttg 
ataagcctat 
tggtaatttt 
cctgccagtt 
attcctaaac 
atgaaattga 
catgtacatt 
taaacatttc 
tctttacaaa 
gacatcaact 
tgtttgtttt 
tcataatttt 
gactgtcggc 
atttctttac 
gacatgcttt 
ctttctgaaa 
aaatatgcta 
tttatatttg 
ttagtgaaaa 
atgcagcctt 
cttagttttt 
aatcctcaaa 
taaggtatgt 
ggtagaaggc 
ttgacagttt 
ggtgttgagt 
cattaacctg 
atatttattt 
gtgtaggggt 
tctctgaaat 
aatgctattt 
agagcctttt 
ctttggcaaa 
tataaaaaga 
tcagtatatt 
gtcctttggg 
agataaaata 



atgctaaacg 
aggtcatttc 
gcaatgtttg 
gcagtttgga 
tgtaagtcat 
ccacaatatc 
cacaaatatt 
aaattagatt 
ttctagaaac 
ttgggattta 
acagttactt 
tgctggcgat 
aggaacacag 
tgcaatacat 
tgatagttac 
gggatctcat 
cctgatttaa 
agcaatgata 
tgctctactt 
gaatgaggat 
tcaaaagtgc 
taagtagctt 
agaaacagtg 
aatgcacttt 
tgtatttaaa 
gaaaatgagg 
ttttataaca 
agcaagatca 
ggaggtgctg 
agtgatgaga 
tctgaaggat 
aactttgctg 
aacttgaata 
tgtgttaacc 
tgagggaaaa 
tgaagatttt 
ctgtcttaag 
taatactgag 
tttttgtttg 
tgggattata 
tgttttacta 
gtatgttatt 
aagatgctgg 
cacaaattgc 
ctgtgattat 
ccagatgtgg 
tctttagtgc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 
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tgcaacattt tacctaactt tttgtatgtt ttcatgactg tgtgttattt tccaaagctg 2880 
ttcctacctc accatgaggc tttatggatt gttatgtatt ataaatgttc tatatgagac 2940 
agactactgt gtttcttctc atttattaaa agttaagtag aaaaataaac taattttaat 3000 
atctaaaaaa aa 3012 



<210> 168 

<211> 2024 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 216331.1 



<220> 

<221> unsure 
<222> 164-227 

<223> a, t, c, g, or other 



<400> 168 

gtgagactgt ctcaagaaaa aatgaaaagt 
taaaatttag gccgtatcat ctattatttt 
acatattttg ggaaaatgcc taggagctat 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
agtttatttt ccttcctctt atttgatatc 
agatagtttt tccgtttctc cattgtgtta 
ttatcttttc tggtggagaa taaaaagtca 
ccaaatccat tacatatgtt agaatcaata 
gttggcacct tatccaagaa cttatccctg 
agtaaccctg caatgatttt tacaaatatc 
agaactttgt aatagctctt aatgtttata 
ttgaagtcaa atattgcatg atgtaaagaa 
ctgaattaca ctggtaactc tctacttctt 
ttacctgatt tcagtgtaca ttgtttttat 
gtattggttt aggccaaagg ccatagcaaa 
agattgtaac attttaaaca attagtttag 
ttaacagaag tcacacatct gtaggtttat 
gtttttctat tataagtgac agattgactc 
agcttactat gtgccagata ctgtgctgga 
cagcagccct gtaagaaata agtaaaatct 
tcattatgaa aaatgaatag attatgccta 
ttacttaaat catatatcat agtttacact 
gtttttttct taacatacag aagtactaaa 
agctgcagtt tccagaataa gtggagtaat 
atctatggaa aaaacactta ttaaatctcc 
cacttgtctg tttgttgtgt gcca.ctta.ct 
ctctctactc tgtggctgtg ggacctgttt 
tactaaattt tcacattgac atttttgggg 
taatatgctc agtgcttctg taaaatgcag 
atctttgaca tgagcatata aatattttgt 
aagtatccca ttatatataa tgttttttga 
gtatagaagt tgcatgaagg ttatagagag 
ttcatactag gcagtgacaa ctaacatgtt 
tttttattta tgaaaataaa agtaatttta 



aattattatt agagaaaaat taaacaataa 60 
ctatatgcat agagaaaagt gaaagaatat 120 
tacataaaat aacnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnntct acacacaaaa 240 
agaagaatga caggaatcag tttttaacag 3 00 
atcagagcgc agacttacat tctcagtcat 3 60 
cttatagtta aagatcagaa aattatcaca 42 0 
atttactcaa aaatcagctt ttataggtat 480 
ttccagtacc cctgtgcttc attcagtatc 540 
tttttctagt gggtttttta cttagaggaa 600 
tataagagaa gacagaatgg aaaatgtttt 6 60 
aaaactttaa acttaaatga gtaggttgtc 720 
tattaaagaa gttatagtaa gatgcctttg 780 
gtggttttct gataatgtcc tgtcagaatt 840 
aacatagaga acaaatatga tcttaaaaat 900 
taatttggga aatagtggat gcataatact 9 60 
cttttgatta ttctcctgag gcattagata 1020 
acttaatata aataagtagc atacactaaa 1080 
cacttacata gataagccat tgaatccaca 1140 
gcataaagtg ttgaaatagg aatatacatt 12 00 
tctgaatcaa tattgcattc aaataagtga 12 60 
ccttaaaaaa aggtacataa attcagtgag 1320 
tactgcttgc agtataatat tgatattgga 1380 
aactaaacag acatttaatt ttatttcaat 1440 
ctgtatttta tgttgtcttt attacagaat 1500 
gacaaaactt taaacagtac ttgatgccag 1560 
cttttaggta cttgtgctta ttaatctact 1620 
atgatactac catatacgaa atggaaaatg 1680 
caatactggt attactttac atcagtaggc 1740 
tgactcagca aaggtgacac tttgtgacta 1800 
aatgttggaa attttgggga attatcaaat 1860 
gtgtaactgt ttgttaacta ttacatggat 1920 
acttcaacta aaagtgtata atgggttgtc 1980 
cttacaataa aagg 2024 



<210> 169 



172 
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<211> 580 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 206044.1 

<220> 

<221> unsure 

<222> 37, 62, 66, 351 

<223> a, t, c, g, or other 



<400> 169 

ctaaagagga 

gncatnacca 

atatcacagc 

aggtggacac 

cccaactcca 

caaaatcttt 

gggcgaggct 

tggcaccgga 

ctatctgctg 

taaccctatt 



gattcttctg 
agtggctatg 
catctcacct 
ttctccagag 
catgacgggc 
gaggaacatg 
gtgcacaagg 
gcacagactc 
ctgatttaca 
ggaaaataaa 



gagaaaacag 
acgaaactct 
cctgatgagg 
gaaaacatta 
acttcgacct 
gtgatctcac 
ctgagctgaa 
tgcccatgga 
gcgagaaaat 
ggagaattcc 



ttcagtnaag 
ctgcaccacc 
gcaagctgaa 
ctgtcacgca 
gaagaagact 
caagatcgcc 
gatggatgag 
gacaccactc 
accttccgtg 
tgcttgccac 



gtgccatgat 
tggaaaaccc 
gcacttggag 
gggtcgtaga 
ctctcctaca 
cctcatcgca 

&ggggtacgg 
gtcgtcaaga 
ctcttcctgg 



gttccgtagt 60 
taccagaaaa 120 
aagggattgc 180 
cgtgtctgta 240 
taggtgtctc 300 
nc tggaaagt 3 60 
aaggggccgc 420 
tagacaaacc 480 
gaaagattgt 540 
580 



<210> 170 
<211> 505 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 382906.16 

<220> 

<221> unsure 
<222> 484 

<223> a, t, c, g, or other 



<400> 170 

gaagaaacat 

ctgtgttacc 

ctgaggaacg 

actgctgaag 

tgcactgacc 

agtagttctg- 

gaagccctac 

tgtcttatac 

gacnatcttt 



ccaaggtggt 
agccttgtct 
gtgcctggaa 
tatgtcctgt 
ctgaactgcc 
tggtgaagag 
atgatcactg 
aacccagaga 
cactcactga 



cttgaaggac 
cggccacctc 
aagggcaaga 
ttttcttcaa 
agattgacaa 
acttgtttca 
caggatgatc 
agtgggtgtt 
cggca 



actgggatcc 
aaggataatc 
atatcacggc 
cttgctcttt 
aaccagccag 
tctccggaaa 
ctcctcccat 
ggccaggcac 



tgtaacacag 
actaaattct 
atgggcatga 
tgggtgttgg 
accatagggc 
tgcaaaacca 
cctttccctt 
atccccatct 



ccccggatat 60 
gccaaaagga 120 
gtagcttgaa 180 
ggatgtcctt 240 
tatgatctgc 3 00 
tttatagcat 360 
tttaggtccc 420 
caggcagcaa 480 
505 



<210> 171 

<211> 2772 

<212> DNA 

<213> Homo sapiens 



<220> 



173 
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<221> misc_feature 

<223> Incyte ID No: 331306.1 

<220> 

<221> unsure 

<222> 2249, 2262 

<223> a, t, c, g, or other 



<400> 171 

gtcattttga aagactgtga aactggagcc 
acttcctact tggtcaggat cttgaaactt 
acaaagactt cacggacaaa gtcccttgga 
acaccacaga ggactatgac acgaccacag 
agaaggtgaa cgagagggcc tttggggccc 
ttgtcattgg cctggttgga aacatcctgg 
taaaaaacat gaccagcatc tacctcctga 
tcacgcttcc cttctggatc gactacaagt 
tgtgtaagat cctctctggg ttttattaca 
tcctgctgac gattgacagg tacctggcca 
ggaccgtcac ttttggtgtc atcaccagca 
ccatgccagg cttatacttt tccaagaccc 
ttcactttcc tcacgaaagc ctacgagagt 
tctttgggct ggtattgcct ttgttggtca 
ttctgctaag acgaccaaat gagaagaaat 
tgatcatctt ttttctcttt tggaccccct 
aagacttcct gttcacccat gagtgtgagc 
gtgacggagg tgatcgccta cacgcactgc 
ggtgagaggt tccggaagta cctgcggcag 
gttaaatggc tccccttcct ctccgtggac 
tccacagggg agcatgaact ctctgctggg 
aaataagcag gcgtgacctg ccaggcacac 
ttctgactct tggcacagca tggagtccgc 
gcctggggct tctgaggctt ctggggcttc 
aaagaagatg aatgagcaaa accaaatatt 
agggcttgga ctcaagcaag atttcagatt 
cccacttccc actattgctt gcacaaacca 
cattcaaagt gagctcctaa gccatgggag 
catcacctcc ccccccccgc caccctccca 
acagtgactc cactctgagt cccagagcca 
tcccaccgca ggatttgggc tcttggaatc 
ttgagaccta acgagaaata gaaatgggga 
cttaggaaga atttttatat ccactaaaat 
gccatatgaa taacatggtg tgcttcttaa 
tccatttacc cttcttttct gactattttt 
tatgttggta gattctaatg gctttattgc 
gttggtttcc cttctttttg ttcttcatct 
gactgccatc ttggacttgt cagcaaaana 
tgtaagctga cagtatttgt agctgatagg 
tggggtgaga ttctgtgttg atgtaggagg 
tttatccaaa atgttctgga tgcatcatct 
ttgttctctt ttccctcaga tgtatatttc 
tatttctaaa acagcttaaa aattcaaaga 
tccactaccc aaagacaaaa tgtgcccact 
tgttttttgt tgggtgcata tttatgataa 
gttctattgt tggttttaat tagcagcaag 
tttcaaagca tt 



aattctccat catcacacag gaagctgagt 60 
gaattcataa aaacccagaa agccccagaa 120 
accagagaga agccgggatg gaaactccaa 180 
agtttgacta tggggatgca actccgtgcc 240 
aactgctgcc ccctctgtac tccttggtat 300 
tggtcctggt ccttgtgcaa tacaagaggc 3 60 
acctggccat ttctgacctg ctcttcctgt 420 
tgaaggatga ctgggttttt ggtgatgcca 480 
caggcttgta cagcgagatc tttttcatca 540 
tcgtccacgc cgtgtttgcc ttgcgggcac 600 
tcatcatttg ggccctggcc atcttggctt 660 
aatgggaatt cactcaccac acctgcagcc 720 
ggaagctgtt tcaggctctg aaactgaacc 780 
tgatcatctg ctacacaggg attataaaga 840 
ccaaagctgt ccgtttgatt tttgtcatca 900 
acaatttgac tatacttatt tctgttttcc 960 
agagcagaca tttggacctg ggctgtgcaa 102 0 
tgtgtcaacc cagtgatcta cgccttcgtt 1080 
ttgttccaca ggcgtgtggc tgtgcacctg 1140 
aggctggaga gggtcagctc cacatctccc 12 00 
ttctgactca gaccatagga ggccaaccca 12 60 
tgagccagca gcctggctct cccagccagg 1320 
cacttgggat agagagggaa tgtaatggtg 13 80 
agtcttttcc atgaacttct cccctggtag 1440 
ccagagactg gggactaagt gtaccagaga 1500 
tgtgaccatt agcatttgtc aacaaagtca 1560 
attaaaccca gtagtggtga ctgtgggctc 162 0 
acactgatgt atgaggaatt tctgttcttc 1680 
ctgccaaaga acttggaaat agtgatttcc 1740 
atcagtagcc agcatctgcc tccccttcac 1800 
ctggggaaca tagaactcat gacggaagag 1860 
actactgctg gcagtggaac taagaaagcc 192 0 
caaacaattc agggagtggg ctaagcacgg 1980 
aatagccata aaggggaggg actcatcatt 2040 
cagaatctct cttcttttca agttgggtga 2100 
agcgattaat aacaggcaaa aggaagcagg 2160 
aagccttctg gttttatggg tcagagttcc 2220 
aaaaaataat antaataata aggcctgctg 22 80 
gggttgggag gaaagtgtct actaggaggg 2340 
ccgagaaggc ccttaactca aagtagctta 2400 
ccaaccaagg accccttatt tatcatgcct 2460 
tttaaaaata attttcctaa taacaaaact 252 0 
aaaaccccaa acactgacat tacctacact 2580 
gtgtgctttt gagtgtattt tcttttagtt 2640 
taacaatgat ggacttcaat tgtactcact 2700 
ttgtgatcac tttcccaggt gaataaatca 2760 

2772 
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<210> 172 
<211> 1703 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 1094829.20 

<220> 

<221> unsure 
<222> 151-152 

<223> a, t, c, g, or other 
<400> 172 

ctccgcgctc cggcggcgaa 
tacacctctc tcctttcgtg 
cctgggcata aacggttggg 
cggtcacgtg gtcgcggcgg 
attaaagggc cggcgggcgg 
ttttctctgc gcgtgtgccg 
ggcgtattag gggcagcagt 
gcagcaccag gctctgcagc 
attcagcagc agcgttgctg 
ttccagcaaa gcaccgcaac 
gggacttgat gtcccccttc 
tagatgatta cctggaggtg 
ctaaggcggg ctcctccgaa 
gcaaggagga tgccttctcc 
tcgacttgga tgccctgttg 
ccacgttgga tgacacttgt 
ccccccagac ggtgaaccca 
ttgccccctt caccttctta 
cagatcattc ctttagttta 
agccagacta cactgcttac 
cttcagataa tgatagtggc 
acagcccctc taccaggggc 
ggtctgcccg tcccaaacct 
agggtgagaa actggataag 
ggtaccgcca gaagaagagg 
aaaagaagaa cgaggctcta 
tgaaagattt gatagaagag 
ggatagtcag gagcgtcaat 
attattttgt agggaaagta 

<210> 173 
<211> 2019 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 1094829.38 

<400> 173 

gttttctact ttgcccgccc acagatgtag ttttctctgc gcgtgtgcgt tttccctcct 60 



ggaaagaacg 
aggccataag 
gcgtcaaagg 
aaggatgcgt 
ccacggcagc 
ttttccctcc 
gcctgcggca 
ggcaaccccc 
taaccgacaa 
atgaccgaaa 
gaccagtcgg 
gccaagcact 
tggctggctg 
gggacagatt 
ggtatagatg 
gatctctttg 
attggccatc 
caacctcttc 
gagctgggca 
gttgccatga 
atctgtatga 
tctccaaata 
tacgatcctc 
aagctgaaaa 
gcggagcagg 
aaagagaggg 
gtccgcaagg 
gtgcttgtac 
aaa 



gactctgatc 
aacaaactcc 
nngggaggga 
ctgtgctgcg 
catttctact 
tccccgccct 
catgcagcat 
agcggcttaa 
agacaccttc 
tgagcttcct 
gtttgggggc 
tcaaacctca 
tggatgggtt 
ggatgttgga 
acctggaaac 
cccccctagt 
tcccagaaag 
ccctttcccc 
gtgaagtgga 
tccctcagtg 
gcccagagtc 
ggagcctccc 
ctggagagaa 
aaatggagca 
aggctcttac 
cggattccct 
caagggggaa 
atagagtgct 



atagaagcct 
ttttctcgtc 
agggagcggg 
tccccataga 
ttgcccgccc 
cagggtccac 
tggcctttgc 
gccatggcgc 
gaattaagca 
gagcagcgag 
tgaagaaagc 
tgggttctcc 
ggtcagtccc 
gaaaatggat 
catgccagat 
ccaggagact 
tttaacaaaa 
aggggtcctg 
tatcactgaa 
cataaaggag 
ctatctgggg 
atctccaggt 
gatggtagca 
aaacaagaca 
tggtgagtgc 
ggccaaggag 
gaaaagggtc 
gtagctgtgt 



agtaaagtag 
acagctacgc 
cgggaggaga 
gacgaagtct 
acagatgtag 
gggccaccat 
agcggcggca 
ttctcacggc 
cattcctcga 
gtgttggtgg 
ctaggtctct 
agcgacaagg 
tccaacaaca 
ttgaaggagt 
gaccttctga 
aataagcagc 
cccgaccagg 
tcctccactc 
ggagatagga 
gaagacaccc 
tctcctcagc 
gttctctgtg 
gcaaaagtaa 
gcagccacta 
aaagagctgg 
atccagtacc 
ccctagttga 
gttccaataa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1703 
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PA-0035 US 



cccccgccct cagggtccac ggccaccatg gcgtattagg ggcagcagtg cctgcggcag 120 
cattggcctt tgcagcggcg gcagcagcac caggctctgc agcggcaacc cccagcggct 180 
taagccatgg cgtgagtacc ggggcgggtc gtccagctgt gctcctgggg ccggcgcggg 240 
ttttggattg gtggggtgcg gcctggggcc agggcggtgc cgccaagggg gaagcgattt 300 
aacgagcgcc cgggacgcgt ggtctttgct tgggtgtccc cgagacgctc gcgtgcctgg 360 
gatcgggaaa gcgtagtcgg gtgcccggac tgcttcccca ggagccctac agccctcgga 420 
ccccgagccc cgcaaggtcc caggggtctt ggctgttgcc ccacgaaacg tgcaggaacc 480 
aagatggcgg cggcagggcg gcggcgcggg cgtgagtcaa gggcgggcgg tgggcggggc 540 
gcggccgctg gccgtatttg gacgtgggga cggagcgctt tcctcttggc ggccggtgga 600 
agaatcccct ggtctccgtg agcgtccatt ttgtggaacc tgagttgcaa gcagggaggg 660 
gcaaatacaa ctgccctgtt cccgattctc tagatggccg atctagagaa gtcccgcctc 720 
ataagtggaa ggatgaaatt ctcagaacag ctaacctcta atgggagttg gcttctgatt 780 
ctcattcagg cttctcacgg cattcagcag cagcgttgct gtaaccgaca aagacacctt 840 
cgaattaagc acattcctcg attccagcaa agcaccgcaa catgaccgaa atgagcttcc 900 
tgagcagcga ggtgttggtg ggggacttga tgtccccctt cgacccgtcg ggtttggggg 9 60 
ctgaagaaag cctaggtctc ttagatgatt acctggaggt ggccaagcac ttcaaacctc 102 0 
atgggttctc cagcgacaag gctaaggcgg gctcctccga atggctggct gtggatgggt 1080 
tggtcagtcc ctccaacaac agcaaggagg atgccttctc cgggacagat tggatgttgg 1140 
agaaaatgga tttgaaggag ttcgacttgg atgccctgtt gggtatagat gacctggaaa 1200 
ccatgccaga tgaccttctg accacgttgg atgacacttg tgatctcttt gcccccctag 1260 
tccaggagac taataagcag cccccccaga cggtgaaccc aattggccat ctcccagaaa 132 0 
gtttaacaaa acccgaccag gttgccccct tcaccttctt acaacctctt cccctttccc 13 80 
caggggtcct gtcctccact ccagatcatt cctttagttt agagctgggc agtgaagtgg 1440 
atatcactga aggagatagg aagccagact acactgctta cgttgccatg atccctcagt 1500 
gcataaagga ggaagacacc ccttcagata atgatagtgg catctgtatg agcccagagt 1560 
cctatctggg gtctcctcag cacagcccct ctaccagggg ctctccaaat aggagcctcc 162 0 
catctccagg tgttctctgt gggtctgccc gtcccaaacc ttacgatcct cctggagaga 1680 
agatggtagc agcaaaagta aagggtgaga aactggataa gaagctgaaa aaaatggagc 1740 
aaaacaagac agcagccact aggtaccgcc agaagaagag ggcggagcag gaggctctta 1800 
ctggtgagtg caaagagctg gaaaagaaga acgaggctct aaaagagagg gcggattccc 1860 
tggccaagga gatccagtac ctgaaagatt tgatagaaga ggtccgcaag gcaaggggga 192 0 
agaaaagggt cccctagttg aggatagtca ggagcgtcaa tgtgcttgta catagagtgc 1980 
tgtagctgtg tgttccaata aattattttg tagggaaaa 2019 

<210> 174 

<211> 5722 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1135580.4 

<400> 174 

ggcggctcag acacggcccg agcgccgccg gggacgcgga cagagacccg cacgggcacg 60 
ggcgctgcgc tggaggctcc cctcgcggtc cggggctgcg cgaccatggc ggacaaggag 12 0 
gccggcggca gcgacgggcc ccgagaaacg gctcccacat ctgcatattc atctccagcc 180 
cggagtcttg gggacacagg aataacgcct ctgtccccct cccatattgt gaacgacact 240 
gactccaacg tctcagaaca gcagtcattt ctcgtggtgg tggccgtcga ctttgggacc 3 00 
acatccagtg gctatgccta cagcttcacc aaggagccgg aatgcatcca tgtgatgagg 3 60 
cgatgggagg gaggtgaccc tggtgtgtcc aatcagaaga ctccaaccac catcttgctg 420 
actcccgaga ggaagttcca cagcttcggg tatgccgcca gggactttta ccatgacctg 480 
gatcccaatg aggccaagca gtggctgtac ctggagaagt tcaagatgaa gctgcacacc 540 
actggggacc tcaccatgga tacagacctg acggcagcaa atggcaagaa agtcaaagcc 600 
cttgaaatct ttgcttatgc cctgcagtac tttaaggagc aggcgctgaa ggagctgagt 660 
gaccaggcgg gttcggagtt cgagaactct gatgtcagat gggtcatcac ggtgcctgcc 720 



176 
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atctggaagc agccggccaa gcagttcatg agacaagctg cctaccaggc aggcctggcc 7 80 
tcccccgaga actcggagca gctcatcatt gccttggagc ctgaggcagc ctctatctac 840 
tgccgaaagc tgcggctaca ccagatgatt gagctgagca gcaaggcagc cgtcaatggg 900 
tacagcggca gtgacacagt aggagctggg tttacacagg ctaaggaaca catacggcgt 960 
aatcggcaga gtcggacctt tttggtggag aatgtcatag gagaaatctg gtccgagctg 1020 
gaggaaggtg ataagtatgt ggttgtggac agtggcggtg gcaccgtaga cctgacagtc 1080 
catcagatcc ggttaccgga gggacacctt aaggaactgt ataaagcaac aggcggaccc 1140 
tatggatctt tagagagtag attatgagtt cgaaaaactt ctgtataaaa tatttggaga 1200 
ggattttatt gaacaattca aaatcaaacg ccctgcagcc tgggttgact taatgattgc 12 60 
gtttgagtct cgcaaaaggg cggctgcccc agacagaact aacccgctga acatcaccct 1320 
gcccttctcc ttcattgact actacaagaa gttccgcggg cacagtgtgg agcacgcctt 13 80 
gcggaaaagc aatgtggatt tggtgaagtg gtcctcgcag gggatgctgc ggatgagtcc 1440 
agatgccatg aacgcccttt ttaagccgac catcgatagc atcattgagc atctccggga 1500 
cctgtttcag aagcccgagg tgtccaccgt caagttcctc tttctggtgg gcggctttgc 1560 
cgaggcgccc ctgctgcagc aggcggtgca ggctgctttt ggggaccagt gccggatcat 1620 
catcccccag gacgtgggcc tcaccatcct caagggtgcc gtcctctttg gcctggaccc 1680 
cgcggtcatc aaggtgcgcc ggtcgccgct cacctacggg gtaggcgtgc tgaaccgcta 1740 
cgtggagggc aagcacccgc ctgagaagct gctggtgaag gatggcactc ggtggtgcac 1800 
cgacgtcttt gacaagttca tctctgccga ccagtctgtg gctctgggtg agctggtcaa 1860 
gcgtagctac accccggcca agccctccca gctggtcatt gtcatcaaca tctacagctc 1920 
tgagcacgac aacgtcagct tcatcactga tcccggggtg aagaagtgtg gcacgctccg 1980 
cctggatctc acagggacca gtggcactgc ggtgcccgcc cggagggaga tccagaccct 2 040 
tatgcagttc ggggacaccg agatcaaagc cacagccatt gatatagcca cttcgaagag 2100 
tgtcaaagtt gggatcgact tcttaaatta ctaaccctcc cgccccgctg cctgtcccct 2160 
tggactcaac ttatctgcat ctgctgacct caaccttgac tgttctttcc ctaaccttga 2220 
ccctcaccat tgcccatgtg aatttcagca gggaagatga gaacaatcag ggctagaaat 2280 
aattagtgac ttttgagggc acactggagt cagaaaaaca gaaattaaga ttaaggttta 2340 
ggcatagaaa attaaaggat cctggaggag cagctagttt tcataggtac aaaagtggtg 2 400 
aaatggccac ggagaaggga atcagtacat ttctgcagca gtggttgcgc tgctttgaac 2460 
agatctccgt tatgtagaat ttaggatgcc ctattgctgt ctttctagat ttaaaatgag 2520 
atctttgaac caggaggaga tcttcatctg agacttgtct ttctaaattt tttggatggc 2580 
catcaatata aaatgccacc catctgcagt taatttcttt tcctcatcat gtgattaaaa 2640 
gtggtgattc agtgggaact gggaatgttt ttagctggtg gtagaaggct gcctacactg 2700 
ggcactgttt tagattctca tatcatttaa acagcaagga ggttcaggga agaataaccg 2760 
tagccttggg taatccacta gggcttttgt gagtaggaga gctgatacct cacattctta 2 82 0 
gcaggtgaaa acttgccatg atggaaacag atagtgaaga gttactgacg tatcccaaat 2880 
tatatgctgt gacataaatt cccagcatgc ccagccctga tttctgagtt cataagtaat 2940 
tctagtgaac cttagtagga attctgggta agaaaatgag gttgccattg gtcttgtttg 3000 
catcaccaag accagacatc cagaagagcc cctcaccttg aaaagcagac agattttaaa 3 060 
ttaaccccct ccttcccact caccttcatc tccctaagag ttttggccat ttaattccac 312 0 
attttgaaag gaatacattg gtgaaatttg ggaagagaat ctgtgctatg caatgtttca 3180 
ttaaaatctt cagtttttca agtctctcta aaaataattt gtagatctat acttgatgta 3240 
ttaagtcagt tttttttcac agcgggcctg tggctcgcct gcatcagaat tgcctgggtg 3300 
cgtgttcaga acaggttcct ggatctgagc cctttttaac tgaggccgac tcttggagag 33 60 
gggcaccaga atctgcattt gtagtgtata ccacatcgtg gttcaactga aattggagaa 3420 
atactaacct gagattttgt tgaagttcac acacagatca cagcccgccc tctgcaggtg 3480 
tcccctttgg gctcctttag gaagagggct tccatgagaa ggtgacccca taccttgccc 3540 
tcttggtcaa tgggattggg gctccacctg gcttggagat ggccctttta accctcacag 3600 
gaagggccag gggaggaaaa aaattgcaag aaagcgacac caagaacgga gctgactgag 3 6 60 
gaaccaactg gagggtcttc actctctcct tccccagtgt acaaaaccag ttttctgcaa 3720 
cattcaggag ccaaatgagg aaaaagaatc aagaatctga ctcacagccc atctgatctg 37 80 
ttcaaagctg tcttttccac ctgctgaaat tcattaaatc actggaggca tgcataatga 3 840 
atggagaatg agtgaacttc caatgcaact tggattcaca aacccattat catagccaat 3900 
atgcagattt taaacagcat ttcacatttc atttgaccat gtcttctttt tcgcatcgcc 39 60 
tgctgcagaa ttccctacta gaatgtgaaa caacgaacaa accacagaac ttagagtgtg 4020 
ctggttagtc acataactta gtagcaggat tgtgtatcca ggcacaaagg tgtctttgct 40 80 
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aatgttctct tgctacctgc cctgcttcaa acgctaaatg gtatgggtct ttctttgttg 4140 
ccagccatat tctacaaata agacttttca atatagttat gagtaatata attttatgta 4200 
catataatgt tagaatattg tacagaatct tggtttctac gatgcgcttt tcttgtttca 4260 
aaaagaggaa aatgcttgat ttttgttgat gatacttttg ttactgtcct taattttcca 4320 
tagtttggtt tcttaattgt gctcactaag catcgatctg tgctgatgcc aagctatgga 43 80 
ctatgtacgc aagaccgagc aatagacaga ggtgcctagg gtccaaacac actgaacgca 4440 
cgtggaccgc ctggatcagg agcctcatca gacccttctc catgcacatc cttcccaaac 4500 
agtcacagat tccattgaaa ggagcagatt ctatcagttc ttctgtgcag actttaagag 4560 
ctgaacgttc tggttctgga agccatgtga ctgcgcagaa caacctaaga aaccctttgt 4620 
gtcctgaggg gtcgttgacc tctccttccg ggtcggagca gtcactctga gggcaaagcg 4680 
tggtccactg tgtgtgatgt tttcaggatg ctagggtcaa agaaagaaac caagtggtac 4740 
ataagcccag cttttctgct gggctaagtg taagtgtgag taacatggtc aagcccctct 4800 
tttttgggct aatgtaaagc ctttcctgcc ttgcattaat gctatctccc tgtgtactgt 4860 
ttctcttaaa tgagcagata gaaatctgca gtgttggcag ataggtgatg gagaggatga 4920 
taattttatc ttctggccac agagctgcag ccccagttgt cagagtcctt aaatgaaacc 4980 
cccaaatcca tccctccttc cctaccccca ctggaatatt ctagaataag agcactggat 5 040 
aagtacactt gaacacattt ttctaacctt agaaaatacc tacaaggcct gttgtcttga 5100 
cccattactc aattgtccct ggcatattat ctgatcttca cgtttcttgg aagcagaatc 5160 
atcaaggctt tcctttgtaa ctgccctttc cgtacacagc aggcatgaat aaatgctgag 5220 
taacagacaa gttacagaca ggaggggaaa gaggaggaac catacaactg tttttgcaaa 5280 
atgatggctg agtccagatt atagaggttg ccttaccctt agaatgttat ttagaccaag 5340 
tttagctttt agagtccagg tctggttaat tgccagggta gcaaagaatc gcatgcacca 5400 
atgtaaacag gagtcagaat gcattattag tcaaagatcg aatttcacat tgtagagatg 5460 
tatagctgtg attaagctgc atatgtatgc tgggaaacgg cttgagtgga tggctaatat 5520 
aaaagttgtt ggccataatg ccacacctct catctgcttg aaatatggac cagtattcta 5580 
aaatatcagc tactggggtc tcattcacta caagataaat tcaaacttca cagaactttg 5 640 
cagcagttca ccaccagacg ggactgtgtc tgcaaactct cttgtcttca cagacgccta 5700 
ataaagcaaa actctgaatc tc 5722 

<210> 175 

<211> 1799 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 196623.3 

<400> 175 

cggccccacc cccgagcccc cgcagcccta gagccgccca agggatggcg atggcgtact 60 
tggcttggag actggcgcgg cgttcgtgtc cgagttctct gcaggtcact agtttcccgg 12 0 
tagttcagct gcacatgaat agaacagcaa tgagagccag tcagaaggac tttgaaaatt 180 
caatgaatca agtgaaactc ttgaaaaagg atccaggaaa cgaagtgaag ctaaaactct 2 40 
acgcgctata taagcaggcc actgaaggac cttgtaacat gcccaaacca ggtgtatttg 3 00 
acttgatcaa caaggccaaa tgggacgcat ggaatgccct tggcagcctg cccaaggaag 3 60 
ctgccaggca gaactatgtg gatttggtgt ccagtttgag tccttcattg gaatcctcta 420 
gtcaggtgga gcctggaaca gacaggaaat caactgggtt tgaaactctg gtggtgacct 480 
ccgaagatgg catcacaaag atcatgttca accggcccaa aaagaaaaat tcaataaaca 540 
ctgagatgta tcatgaaatt atgcgtgcac ttaaagctgc cagcaaggat gactcaatca 60 0 
tcactggtca tcactgtttt aacaggaaat ggtgactatt acagtagtgg gaatgatctg 660 
actaacttca ctgatattcc ccctggtgga gtagaggaga aagctaaaaa taatgccgtt 720 
ttactgaggg aatttgtggg ctgttttata gattttccta agcctctgat tgcagtggtc 780 
aatggtccag ctgtgggcat ctccgtcacc ctccttgggc tattcgatgc cgtgcattca 840 
tctgacaggg caacatttca tacaccattt agtcacctag gccaaagtcc ggaaggatgc 900 
tcctcttaca cttttccgaa gataatgagc ccagccaagg caacagagat gcttattttt 960 
ggaaagaagt taacagcggg agaggcatgt gctcaaggac ttctttctga agttttcact 102 0 
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gatagcactt ttcagaaaga agtctggacc 
aatgtcttga gaatttcaaa agaggtaatc 
gttaatgctg aagaatgcaa tgtccttcag 
gctgtggtga acttcttatc cagattttag 
tgtcatagtg gaaaataaaa ttttgaaaga 
caacagagat gcttattttt ggaaagaagt 
ttgttactga agttttccct gatagcactt 
catttgcaaa gcttccccca aatgccttga 
agagagaaaa actacacgct gttaatgctg 
tatcagatga atgcacaaat gctgtggtga 
gaccactaca gcagagtaaa gcatgtccaa 
gtactggaac taaataagct tcattgtgcc 
atgatatttc actacagctc tgatgaataa 



aggctgaagg catttgcaaa gcttccccca 1080 
aggaaaagag agagagaaaa actacacgct 1140 
ggaagatggc tatcagatga atgcacaaat 1200 
tttttatttt tactacagta gtaatatata 1260 
tatgaaaaag taccaagaaa agctacaagg 1320 
taacagcggg agaggcatgt gctcaaggac 13 80 
ttcagaaaga agtctggacc aggctgaagg 1440 
gaatttcaaa agaggtaatc aggaaaagag 1500 
aagaatgcaa tgtccttcag ggaagatggc 1560 
acttcttatc cagaaaatca aaactgtgat 1620 
ggaaggatgt gctgttacct ctgatttcca 1680 
ttttgtagtg ctagaatatc aattacaatg 1740 
aaagttttgt aaaacaagct taagaattc 1799 



<210> 176 

<211> 4244 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 048488.32 



<400> 176 

ctgaggaagt gggacctccc cttttgggtc 
ccgcggcaga gtgaggcagg caacccgagg 
ctttctccca gggtttctta tcagccagcc 
tgacaggccg cggctgtctg tgtgtccttc 
ggccggagca gaacgcggcc agggcagaaa 
gaggacgcag accgagaccc gaggcggagg 
ggttggacgt gggctcgcag agctgctaca 
ccatcgccaa tgagttcagc gaccggtgca 
atagaacaat cggagttgca gccaaaaatc 
ctaacttcaa aagatttcat ggccgagcat 
aaaacttgag ttacgatttg gttccattga 
acatgggtga agaacatcta tttagtgtgg 
tgaaggaaac tgctgaaaac agcctcaaga 
cctccttctt tacagatgct gagaggcgat 
taaactgttt aagacttatg aatgacatga 
agcaggatct cccaagcctg gatgagaaac 
attcagcttt tcaagtgtct gcttgtgctt 
cagcttttga tcctttctta ggaggaaaaa 
gtgcagaatt taaaactaag tacaagttgg 
gtctgtatca ggaatgtgaa aaactgaaaa 
cactgaatat cgaatgcttt atgaatgata 
aatttgaaga actctgtgct gaacttctgc 
tggaacaaac tcatctcaaa gtagaagatg 
cacgaattcc agctgtgaag gaaagaattg 
cactcaatgc agatgaagca gtagccagag 
cggcatttaa agttagagaa ttttccgtca 
tctggaacca tgattcagaa gatactgaag 
ctgctccttt ctccaaagtt ctcacctttc 
tctattctga tccccaagga gttccatatc 
agaatgtttc tgcacagaaa gatggagaaa 
acacccatgg cattttcacc atctctacgg 
agaatgaaat gtcttctgaa gctgacatgg 



ggtagttcag cgccggcgcc ggtgtgcgag 60 
tgcggagcga cctgcggagg ctgagccccg 12 0 
gccgctgtcc ccgggggagt aggaggctcc 180 
tgagtgtcag aggaacggcc agaccccgcg 240 
gcggcggcag gagaagcagg cagggggccg 3 00 
cggaccgcga gccggccatg tcggtggtgg 3 60 
tcgcggtagc ccgggccggg ggcatcgaga 420 
ccccgtcagt catatcattt ggatcaaaaa 480 
agcaaatcac tcatgcaaac aatacggtgt 540 
tcaacgaccc cttcattcaa aaggagaagg 600 
aaaatggtgg agttggaata aaggtaatgt 660 
agcagataac agccatgttg ttgactaagc 72 0 
aaccagtaac agattgtgtt atttcagtcc 780 
ctgtgttaga tgctgcacag attgttggcc 840 
cagctgttgc tttgaattac ggaatttata 900 
ctcggatagt ggtttttgtt gatatgggac 960 
ttaacaaggg aaaattgaag gtactgggaa 102 0 
acttcgatga aaagttagtg gaacattttt 1080 
atgcaaaatc caaaatacga gcactcctac 1140 
agctaatgag ctctaacagc acagaccttc 12 00 
aagatgtttc cggaaagatg aacaggtcac 12 60 
aaaagataga agtacccctt tattcactgt 1320 
tgagtgcagt tgagattgtt ggaggcgcta 1380 
ccaaattctt tggaaaagat attagcacaa 1440 
gatgtgcatt acagtgtgca atactttccc 1500 
cagatgcagt tccttttcca atatctctga 1560 
gtgttcatga agtctttagt cgaaaccatg 1620 
tgagaagggg gccttttgag ctagaagctt 1680 
cagaagcaaa aataggccgc tttgtagttc 1740 
aatctagagt aaaagtcaaa gtgcgagtca 1800 
catctatggt ggagaaagtc ccaactgagg 1860 
agtgtctgaa tcagagacca ccagaaaacc 1920 
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cagacactga 
aaactgatgc 
acaaaatccc 
aaaagcccaa 
agttagggaa 
ataaattgga 
tcagagacaa 
ttttgagact 
aacaagcata 
ggtttcagga 
attatgccaa 
agtctgaaat 
tcatgaatgc 
ttaaaacaaa 
caaaaattga 
aagaagattt 
gttaccctaa 
ctattccttc 
aactatttat 
aaaaaaagct 
tcagattcct 
tcactgagga 
gagggctgtg 
gctctccatt 
ataagggctt 
aaattcaatg 
ttaaactttc 
gtcgatcctg 
atggtgtcat 
tatgaattat 
tctctctttt 
attaaagcat 
aaaacattgt 
atatttgtgt 
ggaaattagt 
gacatactta 
ttctaaataa 
gttggaggta 
ggtgcaacag 



taaaaatgtc 
tcaacaaacc 
agatgctgac 
aataaaggtg 
agaccttctt 
aaaagaaagg 
gctgtgtgga 
cctcacagaa 
tgttgacaag 
agctgaagaa 
gatagcagct 
gaaaaaagtg 
tcaggctaaa 
aatcaaggaa 
atcacccaaa 
agaagacaaa 
tgagaaaaat 
aattaataaa 
attttctttt 
taagtctgta 
gtggaattgt 
tgaaactgac 
attaaaatct 
cagcatgtgt 
tctaaaacca 
agtaaaacaa 
tctctcacta 
ttgtaactga 
ttctaaactg 
tctagcagaa 
ctaagtgaaa 
tttaaaaata 
taacacttcg 
gagtgtctat 
aaatacagtc 
aaaataccaa 
tgctgcaatg 
ggggagaaga 
tttattcttt 



cagcaagaca 
tcacagtctc 
aaagcaaatg 
gtgaatgttg 
aacatgtata 
aatgatgcta 
ccatatgaaa 
actgaagact 
ttggaagaat 
cggccaaaaa 
gacttcagaa 
gagaagtctg 
aagagtcttg 
ttgaacaaca 
ctggaaagaa 
aacaattttg 
tctgttaata 
atatttttgc 
ttaaggatat 
gtctttatga 
gaattcatac 
ttttgtcttt 
ttaagcattt 
gtgggtgtgg 
tttctgtcca 
aagctagtca 
tacagtatat 
ttgtgaacac 
ttgattttgt 
atgaagttag 
atgtttttct 
ctataaagtg 
ttatacatcc 
gttatagtgc 
aagtgttgta 
tcttgctatt 
aatctatctg 
cacatgcact 
tttttttttg 



acagtgaagc 
ccccttcacc 
aaaaaaaagt 
agctgcctat 
ttgagacaga 
aaaatgcagt 
aatttatatg 
ggctgtatga 
taatgaaaat 
tgtttgaaga 
ataaggatga 
ttaatgaagt 
atcaggatcc 
catgtgaacc 
ctccaaatgg 
gtgctgaacc 
tggacttgga 
catagtatgt 
ttagaaattt 
tcctaaaagg 
taagctttct 
tggagaaaaa 
gttcctgcca 
atgtttataa 
agagaaaatg 
aatgtgttag 
tgtcatgtga 
ttttatgagc 
cactaattta 
tgtccagttt 
cctgacagaa 
aataaaactt 
ttggagcctt 
tgtaggctgt 
actgcataaa 
ggtagattta 
gttgttttgt 
taggataggt 
ggaaaagcgg 



tggaacacag 
tgaacttacc 
tgaccagcct 
tgaagccaac 
gggtaagatg 
tgaggaatat 
tgagcaggat 
agaaggagag 
tggcactcca 
actaggacag 
gaaatacaac 
gatggaatgg 
agttgtacgt 
cgttgtaaca 
cccaaatatt 
tccacatcag 
ctagataacc 
gactctacat 
tgtgtattat 
gaaaattgcc 
gtgcagtctc 
aaactgtact 
aggtagtttt 
acaagactaa 
actttttgct 
cagcatgcag 
aagtgtggaa 
tttaaaataa 
aaaaatgaga 
ttctttttta 
aaatagcata 
aaaatcttgc 
ttacccctaa 
ttttaaaaac 
tgtagtgagt 
ggtgtttctc 
aagcacaaaa 
gacaaccagc 

gggt 



ccccaggtac 
tcagaagaaa 
ccagaagcta 
ttggtctggc 
ataatgcaag 
gtgtatgagt 
catcaaaatt 
gaccaagcta 
gttaaagttc 
aggctgcagc 
catattgatg 
atgaataatg 
gctcaggaaa 
caaccgaaac 
gataaaaagg 
aatggtgaat 
ttaaattggc 
aacatactga 
atggaaaaag 
ttggtaactt 
accatttgca 
gcttgttcaa 
cttgcatttt 
gtctgacttc 
ttgatattaa 
aacaaaaact 
tggaagaaat 
agttcatctt 
tgagggagaa 
ctgcttatgt 
tgtttattac 
cacccagaag 
tgatgggggt 
tctgtgccag 
tcattataaa 
atttttgctg 
ttgaagtagt 
tcctcactag 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4244 



<210> 177 

<211> 1469 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2767012CB1 



<400> 177 

ggcggaactt 

acagctcggc 

agatggtgaa 

aagaattgaa 

atgaaggaga 

aaagggaatt 



tccagaacgc 
gctccttccc 
agaaacaact 
aaaggcttat 
gaagtttaaa 
atatgacaaa 



tcggtgagag 
gctccctcac 
tactacgatg 
aggaaactgg 
cagatttctc 
ggaggagaac 



gcggaggagc 
acaccggcct 
ttttgggggt 
ctttgaagta 
aagcttacga 
aggcaattaa 



ggtaactacc 
cagcccgcac 
caaacccaat 
ccatcctgat 
agttctctct 
agagggtgga 



ccggctgcgc 60 
cggcagtaga 120 
gctactcagg 180 
aagaacccaa 240 
gatgcaaaga 3 00 
gcaggtggcg 3 60 
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gttttggctc ccccatggac atctttgata 
gagaaaggag aggtaaaaat gttgtacatc 
atggtgcaac aagaaaactg gctctgcaaa 
gaggaggtaa gaaaggagca gtagagtgct 
taagaattca tcagatagga cctggaatgg 
gccagggcca tggggagcgg atcagtccta 
agatagttcg agagaagaaa attttagaag 
agaagataac attccatggt gaaggagacc 
tcattgtgtt agatcagaag gaccatgctg 
tgtgtatgga catacagctc gttgaagcac 
ttgacaaccg aaccatcgtc atcacctctc 
tcaagtgtgt actaaatgaa ggcatgccaa 
taatcatcga atttaaggta aactttcctg 
ctttgctgga aaaactccta cccgagagga 
aagtagaact ggtggacttt gatccaaatc 
catatgagga tgatgaacat catcccagag 
ccagtgaata acactcactg ctggcattta 
aatcataata tgctcactac ttgctcttgt 
aaaaagttaa atgaagaata aacgcaaat 



tgttttttgg aggaggagga aggatgcaga 420 
agctctcagt aaccctagaa gacttatata 480 
agaatgtgat ttgtgacaaa tgtgaaggta 540 
gtcccaattg ccgaggtact ggaatgcaaa 600 
ttcagcaaat tcagtctgtg tgcatggagt 660 
aagatagatg taaaagctgc aacggaagga 720 
ttcatattga caaaggcatg aaagatggcc 780 
aagaaccagg actggagcca ggcgatatta 840 
tttttactcg acgaggagaa gaccttttca 900 
tgtgtggctt ccagaagcca atatctactc 960 
atccaggtca gattgtcaag catggagata 102 0 
tttatcgtag accatatgaa aagggtcgcc 1080 
agaatggctt tctctctcct gataaactgt 1140 
aggaagtgga agagactgat gagatggacc 1200 
aggaaagacg gcgccactac aatggagaag 12 60 
gtggtgttca gtgtcagacc tcttaatggg 1320 
atgtgcagta gtgaatgagt gaaggactgt 1380 
ttttgtttta ataaactata gtagtgtttt 1440 

1469 



<210> 178 
<211> 397 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2767012CD1 



<400> 178 

Met Val Lys Glu Thr Thr Tyr Tyr Asp Val Leu Gly Val Lys Pro 
15 10 15 

Asn Ala Thr Gin Glu Glu Leu Lys Lys Ala Tyr Arg Lys Leu Ala 
20 25 30 

Leu Lvs Tyr His Pro Asp Lys Asn Pro Asn Glu Gly Glu Lys Phe 
35 40 45 

Lys Gin He Ser Gin Ala Tyr Glu Val Leu Ser Asp Ala Lys Lys 
50 55 60 

Arg Glu Leu Tyr Asp Lys Gly Gly Glu Gin Ala He Lys Glu Gly 
65 70 75 

Gly Ala Gly Gly Gly Phe Gly Ser Pro Met Asp He Phe Asp Met 
80 85 90 

Phe Phe Gly Gly Gly Gly Arg Met Gin Arg Glu Arg Arg Gly Lys 
95 100 105 

Asn Val Val His Gin Leu Ser Val Thr Leu Glu Asp Leu Tyr Asn 
HO 115 120 

Gly Ala Thr Arg Lys Leu Ala Leu Gin Lys Asn Val He Cys Asp 
125 130 135 

Lys Cys Glu Gly Arg Gly Gly Lys Lys Gly Ala Val Glu Cys Cys 
140 145 150 

Pro Asn Cys Arg Gly Thr Gly Met Gin He Arg He His Gin He 
155 160 165 

Gly Pro Gly Met Val Gin Gin He Gin Ser Val Cys Met Glu Cys 
170 175 180 

Gin Gly His Gly Glu Arg He Ser Pro Lys Asp Arg Cys Lys Ser 
185 190 195 
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^- y ^ 


Asn 


Glv A tct 


Lys 








200 


His 


He 


Asr> Lvs 


Gly 








215 


Gly 


Glu 


Glv Asd 


Gin 








230 


He 


Val 




Gin 








245 




A on 
nop 


UCU JTilC 










9 fin 

Zi u vj 




Hi \r 

\J J-Jf 


p"h(^ din 










275 


Vdi 


Tl p> 

X ifc: 


TVi v C! d t~ 
1 Hi Ofcri 










Zi Z/ \J 


Lys 




Vdi JucU 










305 




Lys 


VJ-Ly riiy 


Leu 










Asn 


Gly 


Pne Leu 


Seir 








335 


Leu 


Pro 


Glu Arg 


Lys 








350 


Val 


Glu 


Leu Val 


Asp 








365 


Tyr 


Asn 


Gly Glu 


Ala 








380 


Gly 


Val 


Gin Cys 


Gin 
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<210> 179 

<211> 2019 

<212> DNA 

<213> Homo sapiens 



He 


Val 


Arg 


Glu 


Lys 










205 


Met 


Lys 


Asp 


Glv 


Gin 










220 


Glu 


Pro 


Glv 


Leu 


Glu 










235 


Lys 


Asp 


His 


Ala 


Val 










250 


Cys 


Met 


Asp 


He 


Gin 










265 


IT -L KJ 


Tip 
i lc 


Del 


1 Hi 












280 




dl V 
vjr_L_y 


Gl n 


He 


Val 










295 


UlU 


ri~\ v- 


Mot- 


£ i V_J 


lie 










310 


JL IC 




r*l n 

VJ -L U 


.rile: 


Lys 










TOR 


Pro 


Asp 


Lys 


Leu 


Ser 










340 


Glu 


Val 


Glu 


Glu 


Thr 










355 


Phe 


Asp 


Pro 


Asn 


Gin 










370 


Tyr 


Glu 


Asp 


Asp 


Glu 










385 


Thr 


Ser 









Lys 


lie 


Leu 


Glu 


Val 
210 


Lys 


He 


Thr 


Phe 


His 

225 


Pro 


Glv 


Asp 


He 


He 
240 


Phe 


Thr 


Arg 


Arg 


Gly 
255 


Leu 


Val 


Glu 


Ala 


Leu 
270 


Asp 


Asn 


Arg 


Thr 


He 
285 


Lys 


His 


Gly 


Asp 


He 
300 


i Y J - 


A y rr 


A rrr 


Prn 

IT i W 


iy i 
315 


val 


Asn 


Jrlie 


Pro 


C 1 n 
VJ-LU 

330 


Leu 


Leu 


Glu 


Lys 


Leu 
345 


Asp 


Glu 


Met 


Asp 


Gin 
360 


Glu 


Arg 


Arg 


Arg 


His 
375 


His 


His 


Pro 


Arg 


Gly 
390 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1651724CB1 



<400> 179 

gtgccgtggg 

tgccagcagc 

gctggcctgc 

agggatttgg 

ccatctctta 

tttgactgee 

aatgaagttt 

ctaaagaaac 

aaatgtaatg 

tgtgctagca 

atetatgeaa 

cagatgatga 

gcaaagttgg 

aaattcggtg 

atcgatgttg 

gtgcaggcaa 

atgtatctgc 

gaagagatca 



gctttgtcag 
tccggcgcca 
cgcgcctggg 
aattcctgga 
gttttccata 
acttcctcga 
cttcttctga 
atctgaggtg 
atagcaaagc 
agactgaaat 
atccttgtaa 
cttttgatag 
ttttgeggat 
ccacgctcag 
ttggtgtcag 
tetctgatge 
ttgatattgg 
ccggcgtaat 



tccctcctgt 
cctcgggccg 
cgctctgaga 
gagttgeett 
ggaacatcaa 
tgaaggtttt 
tgataaggat 
gttaaaagct 
catcgtgaag 
acagttggtg 
acaagtatct 
tgaagttgag 
tgecactgat 
aaccagcagg 
cttccatgta 
ccgctgtgtt 
cggtggcttt 
caacccagcg 



agccgccgcc 
gcgtctccgg 
ttgtcactgc 
tgtgagaagc 
gaaatcatga 
actgecaagg 
gecttctatg 
ctccctcgtg 
acccttgctg 
cagagtctgg 
caaattaagt 
ttgatgaaag 
gattccaaag 
ctccttttgg 
ggaagegget 
tttgacatgg 
cctggatctg 
ttggacaaat 



gccgccgccc 
cgtctgcgct 
tgttccaagg 
tggaaatatt 
acaactttgg 
acattctgga 
tggcagacct 
tcaccccctt 
ctaccgggac 
gggtgcctcc 
atgctgctaa 
ttgecagage 
cagtctgtcg 
aacgggcgaa 
gtaccgatcc 
gggctgaggt 
aggatgtgaa 
actttccgtc 



gccgcccctc 
tccccatggg 
gcacacgcag 
tctttcaatt 
taatgaagag 
ccagaaaatt 
gggagacatt 
ttatgcagtc 
aggatttgac 
agagaggatt 
taatggagtc 
acatcccaaa 
tctcagtgtg 
agagctaaat 
tgagaccttc 
tggtttcagc 
acttaaattt 
agactctgga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 



182 



PA-0035 US 



gtgagaatca tagctgagcc cggcagatac 
aatatcattg ccaagaaaat tgtattaaag 
tcgagtgagc agacctttat gtattatgtg 
atactctatg accacgcaca tgtaaagccc 
aagtattatt catccagcat atggggacca 
cgctgtgacc tgcctgaaat gcatgtgggt 
tacactgttg ctgctgcctc tacgttcaat 
atgtcagggc ctgcgtggca actcatgcag 
gtagaggaac aggatgccag caccctgcct 
cgccacagag cagcctgtgc ttcggctagt 
ttaactgcaa gtttagcttg aattaaggga 
tagttttgaa atgtctttgt aagagtaggg 
gatatgggtc acacttatct gtgttcctat 
atttttattc actcttcaga cacgctactc 
ttgtagcttg tacaatggca gaatgggcca 
taaagtatct tgaaataatt aggcaaaaaa 



tatgttgcat cagctttcac gcttgcagtt 1140 
gaacagacgg gctctgatga cgaagatgag 1200 
aatgatggcg tctatggatc atttaattgc 12 60 
cttctgcaaa agagacctaa accagatgag 1320 
acatgtgatg gcctcgatcg gattgttgag 1380 
gattggatgc tctttgaaaa catgggcgct 1440 
ggcttccaga ggccgacgat ctactatgtg 1500 
caattccaga accccgactt cccacccgaa 1560 
gtgtcttgtg cctgggagag tgggatgaaa 1620 
attaatgtgt agatagcact ctggtagctg 1680 
tttgggggga ccatgtaact taattactgc 1740 
tcgccatgat gcagccatat ggaagactag 1800 
ggaaactatt tgaatatttg ttttatatgg 1860 
aagagtgccc ctcagctgct gaacaagcat 1920 
aaagcttagt gttgtgacct gtttttaaaa 1980 
aaaaaaaaa 2 019 



<210> 180 
<211> 461 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1651724CD1 



<400> 180 



Met 


Asn 


Asn 


Phe 


Gly 


Asn 


Glu 


Glu 


Phe 


Asp 


Cys 


His 


Phe 


Leu 


Asp 


1 








5 










10 










15 


Glu Gly 


Phe 


Thr 


Ala 


Lys 


Asp 


He 


Leu 


Asp 


Gin 


Lys 


He 


Asn 


Glu 










20 










25 










30 


Val 


Ser 


Ser 


Ser 


Asp 
35 


Asp 


Lys 


Asp 


Ala 


Phe 
40 


Tyr 


Val 


Ala 


Asp 


Leu 
45 


Gly 


Asp 


He 


Leu 


Lys 


Lys 


His 


Leu 


Arg 


Trp 


Leu 


Lys 


Ala 


Leu 


Pro 






50 










55 










60 


Arg 


Val 


Thr 


Pro 


Phe 


Tyr 


Ala 


Val 


Lys 


Cys 


Asn 


Asp 


Ser 


Lys 


Ala 








65 










70 










75 


He 


Val 


Lys 


Thr 


Leu 


Ala 


Ala 


Thr 


Gly Thr 


Gly 


Phe 


Asp 


Cys 


Ala 








80 










85 










90 


Ser 


Lys 


Thr 


Glu 


He 


Gin 


Leu 


Val 


Gin 


Ser 


Leu 


Gly Val 


Pro 


Pro 








95 










100 










105 


Glu 


Arg 


He 


He 


Tyr 


Ala 


Asn 


Pro 


Cys 


Lys 


Gin 


Val 


Ser 


Gin 


He 








110 










115 










120 


Lys 


Tyr 


Ala 


Ala 


Asn 


Asn 


Gly Val 


Gin 


Met 


Met 


Thr 


Phe 


Asp 


Ser 






125 










130 










135 


Glu 


Val 


Glu 


Leu 


Met 
140 


Lys 


Val 


Ala 


Arg 


Ala 
145 


His 


Pro 


Lys 


Ala 


Lys 
150 


Leu 


Val 


Leu 


Arg 


He 


Ala 


Thr 


Asp 


Asp 


Ser 


Lys 


Ala 


Val 


Cys 


Arg 








155 










160 










165 


Leu 


Ser 


Val 


Lys 


Phe 


Gly 


Ala 


Thr 


Leu 


Arg 


Thr 


Ser 


Arg 


Leu 


Leu 








170 










175 










180 


Leu 


Glu 


Arg 


Ala 


Lys 


Glu 


Leu 


Asn 


He 


Asp 


Val 


Val 


Gly Val 


Ser 








185 










190 










195 


Phe 


His 


Val 


Gly 


Ser 


Gly 


Cys 


Thr 


Asp 


Pro 


Glu 


Thr 


Phe 


Val 


Gin 








200 










205 










210 


Ala 


He 


Ser 


Asp 


Ala 


Arg 


Cys 


Val 


Phe 


Asp 


Met 


Gly Ala 


Glu 


Val 



183 



PA-0035 US 











215 










220 






225 


Gly 


Phe 


Ser 


Met 


Tyr 


Leu 


Leu 


Asp 


He 


Gly 


Gly 


Gly Phe Pro 


Gly 








230 










235 






240 


Ser 


Glu 


Asp 


Val 


Lys 


Leu 


Lys 


Phe 


Glu 


Glu 


He 


Thr Gly Val 


lie 








245 










250 






255 


Asn 


Pro 


Ala 


Leu 


Asp 


Lys 


Tyr 


Phe 


Pro 


Ser 


Asp 


Ser Gly Val 


Arg 










260 










265 






270 


He 


He 


Ala 


Glu 


Pro 


Gly Arg 


Tyr 


Tyr 


Val 


Ala 


Ser Ala Phe 


Thr 








275 










280 






285 


Leu 


Ala 


Val 


Asn 


He 


He 


Ala 


Lys 


Lys 


He 


Val 


Leu Lys Glu 


Gin 










290 










295 






300 


Thr Gly 


Ser 


Asp 


Asp 


Glu 


Asp 


Glu 


Ser 


Ser 


Glu 


Gin Thr Phe 


Met 










305 










310 






315 


Tyr 


Tyr 


Val 


Asn Asp Gly Val 


Tyr 


Gly 


Ser 


Phe 


Asn Cys He 


Leu 






320 










325 






330 


Tyr 


Asp 


His 


Ala 


His 


Val 


Lys 


Pro 


Leu 


Leu 


Gin 


Lys Arg Pro 


Lys 






335 










340 






345 


Pro 


Asp 


Glu 


Lys 


Tyr 


Tyr 


Ser 


Ser 


Ser 


He 


Trp 


Gly Pro Thr 


Cys 








350 










355 






360 


Asp 


Gly Leu Asp Arg 


He 


Val 


Glu 


Arg 


Cys 


Asp 


Leu Pro Glu 


Met 








365 










370 






375 


His 


Val 


Gly Asp 


Trp 


Met 


Leu 


Phe 


Glu 


Asn 


Met 


Gly Ala Tyr 


Thr 










380 










385 






390 


Val 


Ala 


Ala 


Ala 


Ser 


Thr 


Phe Asn Gly 


Phe 


Gin 


Arg Pro Thr 


He 








395 










400 






405 


Tyr 


Tyr 


Val 


Met 


Ser 


Gly 


Pro 


Ala 


Trp 


Gin 


Leu 


Met Gin Gin 


Phe 






410 










415 






420 


Gin 


Asn 


Pro 


Asp 


Phe 


Pro 


Pro 


Glu 


Val 


Glu 


Glu 


Gin Asp Ala 


Ser 








425 










430 






435 


Thr 


Leu 


Pro 


Val 


Ser 


Cys 


Ala 


Trp 


Glu 


Ser 


Gly Met Lys Arg 


His 










440 










445 






450 


Arg 


Ala 


Ala 


Cys 


Ala 


Ser 


Ala 


Ser 


He 


Asn 


Val 












455 










460 









<210> 181 
<211> 265 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 206397.1 

<400> 181 

ccccacccgg ccagaacctt taaatttaaa attgtacagt gtacttcctg ccaagaagcg 60 
taggaggaag aaggaagtaa tgtttttcca gttttcggtt aagaacttgc tttgtattaa 12 
aatagtcctt caagtctaca gccataccac cctgaacgcg cccaatctcg tctaaaatag 18 
tccttcaaat atgtatctct tatagccttc agttatccca acaaaattat ctaaagattt 24 
gtttatctat ttattattat ttttt 26 

<210> 182 

<211> 715 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 



184 



PA-0035 US 



<223> Incyte ID No: 461707.40 
<400> 182 

cccaaacctg ccaccgacgg ccacttccgt ttccccgata gtatttgggg atctcgaagc 60 

gatacttccg gctcccccca ggtccccaag ctttactttt gtggggcacg acgagaaagt 120 

ccgcagcccc aaacattccc agaggtccac ttgggccagt ggtactttat cgcaggggca 180 

gctcccacca aggaggagtt ggcaactttt gaccctgtgg acaacattgt cttcaatatg 240 

gctgctggct ctgccccgat gcagctccac cttcgtgcta ccatccgcat gaaagatggg 300 

ctctgtgtgc cccggaaatg gatctaccac ctgactgaag ggagcacaga tctcagaact 3 60 

gaaggccgcc ctgacatgaa gactgagctc ttttccagct catgcccagg tggaatcatg 420 

ctgaatgaga caggccaggg ttaccagcgc tttctcctct acaatcgctc accacatcct 480 

cccgaaaagt gtgtggagga attcaagtcc ctgacttcct gcctggactc caaagccttc 540 

ttattgactc ctaggaatca agaggcctgt gagctgtcca ataactgacc tgtaacttca 600 

tctaagtccc cagatgggta caatgggagc tgagttgttg gagggagaag ctggagactt 660 

ccagctccag ctcccactca agataataaa gataattttt caatcctcaa aaaaa 715 

<210> 183 
<211> 962 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No; 2706645CB1 

<400> 183 

cgaggcaatc ctggctccca gcaagtcccc ggggctgctt ggtcaatgca gccctgtgtg 60 
caggcctggc agccctgcca cccccgccct cggctcccat tggctgccac ggcctgcagt 120 
gggctgcacc agggttcatc catcctccct gggcagaggg aataagaggc tgcctctgcc 180 
caccagtcct gccgcccagg acccgcagca gagacgacgc ctgcagcaag gagaccagga 240 
aggggtgaga caaggaagag gatgtctgag ctggagaagg ccatggtggc cctcatcgac 3 00 
gttttccacc aatattctgg aagggaggga gacaagcaca agctgaagaa atccgaactc 360 
aaggagctca tcaacaatga gctttcccat ttcttagagg aaatcaaaga gcaggaggtt 42 0 
gtggacaaag tcatggaaac actggacaat gatggagacg gcgaatgtga cttccaggaa 480 
ttcatggcct ttgttgccat ggttactact gcctgccacg agttctttga acatgagtga 540 
gattagaaag cagccaaacc tttcctgtaa cagagatggt catgcaagaa agcagacagc 600 
aagggcttgc agcctagtag gagctgagct ttccagccgt gttgtagcta attaggaagc 660 
ttgatttgct ttgtgattga aaaattgaaa acctctttcc aaaggctgtt ttaacggcct 720 
gcatcattct ttctgctata ttaggcctgt gtgtaagctg actggcccca gggactcttg 780 
ttaacagtaa cttaggagtc aggtctcagt gataaagcgt gcaccgtgca gcccgccatg 840 
gccgtgtaga ccctaacccg gagggaaccc tgactacaga aattaccccg gggcaccctt 900 
aaaacttcca ctacctttaa aaaacaaagc cttatccagc attatttgaa aacaaaaaaa 9 60 
aa 962 

<210> 184 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 2706645CD1 

<400> 184 

Met Ser Glu Leu Glu Lys Ala Met Val Ala Leu lie Asp Val Phe 
15 10 15 



185 



PA-0 03 5 US 



His 


Gin 


Tvr 


Ser Gly 


Arg 


Glu 


Gly Asp Lys 


His 


Lys 


Leu 


Lys 


Lys 










20 










25 










30 


Ser 


Glu 


Leu 


Lys 


Glu 
35 


Leu 


He 


Asn 


Asn 


Glu 
40 


Leu 


Ser 


His 


Phe 


Leu 
45 


Glu 


Glu 


He 


Lys 


Glu 
50 


Gin 


Glu 


Val 


Val 


Asp 
55 


Lys 


Val 


Met 


Glu 


Thr 
60 


Leu 


Asp 


Asn 


Asp 


Gly 


Asp Gly Glu 


Cys 


Asp 


Phe 


Gin 


Glu 


Phe 


Met 










65 










70 










75 


Ala 


Phe 


Val 


Ala 


Met 
80 


Val 


Thr 


Thr 


Ala 


Cys 
85 


His 


Glu 


Phe 


Phe 


Glu 
90 



His Glu 



<210> 185 

<211> 2578 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 474372.7 



<220> 

<221> unsure 
<222> 2154 

<223> a, t, c, g, or other 



<400> 185 

cactagcctc 

tctcagcgct 

agttgtcctc 

cccgcagcca 

ggctcctgcg 

ctcttgtcca 

gccaccaagc 

ccgctactgg 

ttgccggtgg 

aatggcactc 

ggcgtcatta 

aggcccgagc 

gagctggccc 

ggggtgctcc 

ctcaagctca 

gatgggaccc 

tcggcggcag 

ttcgagcatg 

gaatgtcagc 

gaagaaatcc 

atccacctcc 

ccctctcttg 

gtgacacgtc 

cagatcccag 

cctaggcctc 

gactctgaaa 

tttccttcat 

gggatgggat 

tgccttctgt 



ctgccccgcg 
gcccgacccc 
cgactcgccc 
cagccacagc 
gcagctcctc 
aaatcaactc 
tggcgcccgg 
gcagcggcgg 
ccatcaaaca 
gagtgcccat 
ggctcctgga 
cggtgcaaga 
gcagcttctt 
accgcgacat 
tcgacttcgg 
gagtgtatag 
tctggtccct 
acgaagagat 
atctcattag 
agaaccatcc 
acagcctgtc 
tcagatgccc 
tegccaagca 
gcccctggag 
aactcctccc 
tatcccgggg 
catgagttct 
aggactagca 
ggggactccg 



gcgctgccgc 
gctggcgcgc 
tcggccttcc 
cacagcccca 
tgggcaccgt 
gcttgcccac 
caaggagaag 
cttcggctcg 
cgtggagaag 
ggaagtggtc 
ctggttcgag 
tctcttcgac 
ctggcaggtg 
caaggacgaa 
gtcgggggcg 
ccctccagag 
ggggatcctg 
catcaggggc 
atggtgcttg 
atggatgcaa 
gccggggccc 
gagggagggg 
ggacagtgct 
gctgcctccc 
atagatactc 
gtggggggtg 
gctgaatgcc 
ccattttaag 
gctgtgctgg 



acgagcccca 
cctcccgccg 
gcgccagccg 
ggcatagcct 
ccctgcgccg 
ctgcgcgccg 
gagcccctgg 
gtctactcag 
gaccggattt 
ctgctgaaga 
aggcccgaca 
ttcatcacgg 
ctggaggccg 
aacatcctta 
ctgctcaagg 
tggatccgct 
ctgtatgata 
caggttttct 
gccctgagac 
gatgttctcc 
agcaaatagc 
aagcttctgt 
tgatacagga 
aacagtgggg 
tcttcttctc 
ggggtgggtc 
gcgatgggtc 
tccctgtcac 
gagaaatact 



cgagccgctc 
ccagtcccgg 
cagccacagc 
tcggcacagc 
acatcctgga 
cgccctgcaa 
agtcgcagta 
gcatccgcgt 
ccgactgggg 
aggtgagctc 
gtttcgtcct 
aaaggggagc 
tgcggcactg 
tcgacctcaa 
acaccgtcta 
accatcgcta 
tggtgtgtgg 
tcaggcagag 
catcagatag 
tgccccagga 
agcctttctg 
ctccagcttc 
acaacattta 
aagagtgact 
ataggtgtcc 
agaaccctgc 
aggtaggggg 
ctcttccgac 
tgaacttgcc 



accccgccgt 
cagcgccctc 
cgcaacgcca 
cccgggctcc 
ggttgggatg 
cgacctgcac 
ccaggtgggc 
ctccgacaac 
agagctgcct 
gggtttctcc 
gatcctggag 
cctgcaagag 
ccacaactgc 
tcgcggcgag 
cacggacttc 
ccatggcagg 
agatattcct 
ggtctcttca 
gccaaccttc 
aactgctgag 
gcaggtcctc 
ccgagtacca 
caactcattc 
ctccaggggt 
agcattgctg 
catggaactg 
gaaacaggtt 
tctttctgag 
tcttttacct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 



186 



PA-0035 US 



gctgcttctc caaaaatctg cctgggtttt 
accccctcct tcatatgaaa ggtgccatgg 
ctgccctttt ttctgcctcc tttagtaaaa 
tttacttaac tgtttcaaag ccaagacctc 
tcaacagaaa agctgtaaat gtgtgtacag 
tggatctaat ttttaagaaa ttttgccttt 
ttgaaagatg cgcattctaa cctggaggtc 
ggttcccttc ctattccaag cttccatagc 
cctctgactt ggggaccttt tgggggaggg 
gggactcagg cgggacagtg ctgcagctcc 
cccaggtggg tcccggctct gtgggtgatg 
ataattatga aaagcagttc tggatggtgt 
tgagcagcag gtagcctgct ggttttatct 
gatcttattt ttttttttat acttggcgtt 

<210> 186 

<211> 2196 

<212> DNA 

<213> Homo sapiens 



gttccctatt tttctctcct gtcctccctc 1800 
aagaggctac agggccaaac gctgagccac 18 6 0 
ctccgagtga actggtcttc ctttttggtt 1920 
acacacacaa aaaatgcaca aacaatgcaa 1980 
ttggcatggt agtatacaaa aagattgtag 2040 
aagttatttt acctgttttt gtttcttgtt 2100 
aatgttatgt atttatttaa ttanttattt 2160 
tgctgcccta gttttctttc ctcctttcct 2220 
ctgcgacgct tgctctgttt gtggggtgac 2280 
ctggcttctg tggggcccct cacctactta 2340 
gggaggggca ttgctgactg tgtatatagg 2400 
gccttccaga tcctctctgg ggctgtgttt 2460 
gagtgaaata ctgtacaggg gaataaaaga 2520 
ttttgaataa aaaccttttg tcttaaaa 2578 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3592543CB1 



<400> 186 

ggctggataa gggctcagag ttgcactgag 
gtgcgcggag tcaggcagac agacagacac 
gaactgcaaa tcttattttc ttttcacctt 
gctcccgggc tggtgtttcg ggagtgtcca 
gagagccctg ctgcccaggc gctgttgaca 
gccgggggaa gtcggcgagc ggctgcagca 
agacaagtgg cagagtcccg gagcgaactt 
ccacggcggt aaagaccaga aggcggcgga 
cagcttcgct cgcaccggtt gttgaacttg 
ccctccccct agcagcggag gaggggacaa 
cgccggccgg ccactgcagg gtccgcactg 
ggaagtgagt tcgcctgcgg actccgagga 
gaccgcgact tttcaaagcc gggtagcgcg 
atcttaatta accctgcgct ccctggagcg 
gccagcgggt gcgtgcgctc ttagagaaac 
gtgtcccccg cttgccagag ccctgttgcg 
acctcacgtg aagtgacgga ctgttctatg 
gatgccctca acgcctcgtt cctcccgtcc 
aagatcctga aacagagcat gaccctgaac 
cacctccgcg ccaagaactc ggacctcctc 
gcgtcgcccg agctggagcg cctgataatc 
ccgaccccca cccagttcct gtgccccaag 
gagggcttcg tgcgcgccct ggccgaactg 
ccggcggcgc agcggtgcaa cggggcaggc 
gggggcagcg gcagcgtcgg cttcagcgcc 
aacctcagca acttcaaccc aggcgcgctg 
gcggccggcc tggcctttcc cgcgcaaccc 
ccccagcaga tgcccgtgca gcacccgcgg 
gtgcccgaga tgcccggcga gacaccgccc 
cggatcaagg cggagaggaa gcgcatgagg 
aggaagctgg agagaatcgc ccggctggag 



tgtggctgaa gcagcgaggc gggagtggag 60 
agccagccag ccaggtcggc agtatagtcc 12 0 
ctctctaact gcccagagct agcgcctgtg 180 
gagagcctgg tctccagccg cccccgggag 240 
gcggcggaaa gcagcggtac ccacgcgccc 300 
gcaaagaact ttcccggctg ggaggaccgg 3 60 
ttgcaagcct ttcctgcgtc ttaggcttct 420 
gagccacgca agagaagaag gacgtgcgct 480 
ggcgagcgcg agccgcggct gccgggcgcc 540 
gtcgtcggag tccgggcggc caagacccgc 600 
atccgctccg cggggagagc cgctgctctg 660 
accgctgcgc ccgaagagcg ctcagtgagt 72 0 
cgcgagtcga caagtaagag tgcgggaggc 7 80 
agctggtgag gagggcgcac ggggacgaca 840 
tttccctgtc aaaggctccg gggggcgcgg 900 
gccccgaaac ttgtgcgcgc acccaaacta 960 
actgcaaaga tggaaacgac cttctatgac 102 0 
gagagcggac cttatggcta cagtaacccc 1080 
ctggccgacc cagtggggag cctgaagccg 1140 
acctcgcccg acgtggggct gctcaagctg 1200 
cagtccagca acgggcacat caccaccacg 1260 
aacgtgacag atgagcagga gggcttcgcc 13 2 0 
cacagccaga acacgctgcc cagcgtcacg 13 80 
atggtggctc ccgcggtagc ctcggtggca 1440 
agcctgcaca gcgagccgcc ggtctacgca 1500 
agcagcggcg gcggggcgcc ctcctacggc 1560 
cagcagcagc agcagccgcc gcaccacctg 1620 
ctgcaggccc tgaaggagga gcctcagaca 1680 
ctgtccccca tcgacatgga gtcccaggag 1740 
aaccgcatcg ctgcctccaa gtgccgaaaa 1800 
gaaaaagtga aaaccttgaa agctcagaac 1860 
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tcggagctgg cgtccacggc caacatgctc 
gtcatgaacc acgttaacag tgggtgccaa 
tgaagagaga ccgtcggggg ctgaggggca 
acttgagaac ttgacaagtt gcgacggaga 
agggtatcca agttggactg ggttgcgtcc 
aggacttggc gcgccctccc ttggcgtgga 

<210> 187 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3592543CD1 

<400> 187 
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agggaacagg tggcacagct taaacagaaa 192 0 
ctcatgctaa cgcagcagtt gcaaacattt 1980 
acgaagaaaa aaaataacac agagagacag 2040 
gaaaaaagaa gtgtccgaga actaaagcca 210 0 
tgacggcgcc cccagtgtgc acgagtggga 2160 
gccagg 2196 
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290 295 300 

Leu Arg Glu Gin Val Ala Gin Leu Lys Gin Lys Val Met Asn His 

305 310 315 

Val Asn Ser Gly Cys Gin Leu Met Leu Thr Gin Gin Leu Gin Thr 

320 325 330 

Phe 

<210> 188 

<211> 1427 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 048612.12c 

<220> 

<221> unsure 
<222> 217-266 

<223> a, t, c, g, or other 
<400> 188 

ccaagaagta gtaaggggga aatattgcaa ttatgtaaag gtaaggaaca atggtgtata 60 
aaaataattt aagcacaata ttaataacaa agcaactttt tttcaaggaa aactagtagg 12 0 
tcatcttgcc caagattttt ccaaaggtat taaatatatt ttcaataaca gtacatacaa 180 
atacacatac acaaatatac cacacagaca catgtgnnnn nnnnnnnnnn nnnnnnnnnn 240 
nnnnnnnnnn nnnnnnnnnn nnnnnntaca gctcaagtat ttttttggtg tgcattctag 3 00 
ctaatccaca tagctaaagt gaaaaaacac tgaaaagatc aatgcctgag taaccttaaa 3 60 
tttgaacaaa ctatgcattg gatgtgaatt tttggaggca tgctaagatt tcccttctca 42 0 
atttcattag ctactaccca gtgttctgtg gttcttatcc ttaaaaaaat caaagtgtgc 480 
ctttcagatc tgctcacggt gtggtgatga ttattatggt ggcgtcaatt tgggaacact 54 0 
tgccctctct tgctcctact gcaccttatg gatgggaaag ggaatgattt taaaggtaaa 60 0 
gcactcaggc cctgattaca tctggcttat tctttgcttc aaggcaagga tctctctctc 660 
gatttcacag gggaggtcgg cattgacttg atcctccaga tacttctcga tgtcttccac 72 0 
ctccttctcc cagaattcct tggagatgct gaaaagctcc atcatgttga tgtgccccag 780 
gcctttcagg ttcagggcat cctccttggg gatgtagcct atgggcgtga gcttggtgct 840 
ggcttttcca tcgatccggt tgaacatcca ctccagcacc ctggagttct ctccaaagcc 900 
tggccagagg aatttgcctt ccttgtcctt ccggaaccag ttgacatgga agatcttggg 960 
cagtttggct gctgggtgct gggccatgct aagccagtgg gccaggtatt tgccgaagtt 1020 
gtagccaaag aagggccgca tggcaaaggg gtcatgcatg atgattttgc ctttatgttc 1080 
tgcagccgct gtggcctctg atctcatggc cgcccccaca aagactccat gttgccagct 1140 
gagagcttca tagactagag ggacaccttt agcaggaaaa aaaaagagaa atgttcatca 12 00 
gaggctttga aattcagact ccacaaccag tggtgttatt cacaacacgg aaagacacgg 12 60 
caagacaata actttgtaat cgagctagtt ttgcgttcac caagctaaat tgcagaaaac 132 0 
tgctaactca aagttacatg actgaggcca caaagtaaaa agtaaaattt gatcaagcta 13 80 
caatagatca gggattcaga aaggttccag gtgaccagaa gggttgg 1427 

<210> 189 

<211> 2666 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 048612.13 
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<220> 

<221> unsure 

<222> 2365, 2367-2399 

<223> a, t, c, g, or other 



<400> 189 

cactgggaac acaaacttgc tggcgggaag agcccggaaa gaaacctgtg gatctccctt 60 
cgagatcatc caaagagaag aaaggtgacc tcacattcgt gccccttagc agcactctgc 120 
agaaatgcct cctcagctgc aaaacggcct gaacctctcg gccaaagttg tccagggaag 180 
cctggacagc ctaccccagg cagtgaggga gtttctcgag aataacgctg agctgtgtca 240 
gcctgatcac atccacatct gtgacggctc tgaggaggag aatgggcggc ttctgggcca 3 00 
gatggaggaa gagggcatcc tcaggcggct gaagaagtat gacaactgct ggttggctct 360 
cactgacccc agggatgtgg ccaggatcga aagcaagacg gttatcgtca cccaagagca 42 0 
aagagacaca gtgcccatcc ccaaaacagg cctcagccag ctcggtcgct ggatgtcaga 480 
ggaggatttt gagaaagcgt tcaatgccag gttcccaggg tgcatgaaag gtcgcaccat 540 
gtacgtcatc ccattcagca tggggccgct gggctcacct ctgtcgaaga tcggcatcga 600 
gctgacggat tcgccctacg tggtggccag catgcggatc atgacgcgga tgggcacgcc 660 
cgtcctggaa gcactgggcg atggggagtt tgtcaaatgc ctccattctg tggggtgccc 72 0 
tctgccttta caaaagcctt tggtcaacaa ctggccctgc aacccggagc tgacgctcat 780 
cgcccacctg cctgaccgca gagagatcat ctcctttggc agtgggtacg gcgggaactc 840 
gctgctcggg aagaagtgct ttgctctcag gatggccagc cggctggcca aggaggaagg 900 
gtggctggca gagcacatgc tgattctggg tataaccaac cctgagggtg agaagaagta 960 
cctggcggcc gcatttccca gcgcctgcgg gaagaccaac ctggccatga tgaaccccag 1020 
cctccccggg tggaaggttg agtgcgtcgg ggatgacatt gcctggatga agtttgacgc 1080 
acaaggtcat ttaagggcca tcaacccaga aaatggcttt ttcggtgtcg ctcctgggac 1140 
ttcagtgaag accaacccca atgccatcaa gaccatccag aagaacacaa tctttaccaa 1200 
tgtggccgag accagcgacg ggggcgttta ctgggaaggc attgatgagc cgctagcttc 12 60 
aggcgtcacc atcacgtcct ggaagaataa ggagtggagc tcagaggatg gggaaccttg 1320 
tgcccacccc aactcgaggt tctgcacccc tgccagccag tgccccatca ttgatgctgc 1380 
ctgggagtct ccggaaggtg ttcccattga aggcattatc tttggaggcc gtagacctgc 1440 
tggtgtccct ctagtctatg aagctctcag ctggcaacat ggagtctttg tgggggcggc 1500 
catgagatca gaggccacag cggctgcaga acataaaggc aaaatcatca tgcatgaccc 15 60 
ctttgccatg cggcccttct ttggctacaa cttcggcaaa tacctggccc actggcttag 1620 
catggcccag cacccagcag ccaaactgcc caagatcttc catgtcaact ggttccggaa 1680 
ggacaaggaa ggcaaattcc tctggccagg ctttggagag aactccaggg tgctggagtg 1740 
gatgttcaac cggatcgatg gaaaagccag caccaagctc acgcccatag gctacatccc 1800 
caaggaggat gccctgaacc tgaaaggcct ggggcacatc aacatgatgg agcttttcag 1860 
catctccaag gaattctggg agaaggaggt ggaagacatc gagaagtatc tggaggatca 192 0 
agtcaatgcc gacctcccct gtgaaatcga gagagagatc cttgccttga agcaaagaat 19 8 0 
aagccagatg taatcagggc ctgagaataa gccagatgta atcagggcct gagtgcttta 2040 
cctttaaaat cattcccttt cccatccata aggtgcagta ggagcaagag agggcaagtg 210 0 
ttcccaaatt gacgccacca taataatcat caccacaccg ggagcagatc tgaaaggcac 2160 
actttgattt ttttaaggat aagaaccaca gaacactggg tagtagctaa tgaaattgag 22 2 0 
aagggaaatc ttagcatgcc tccaaaaatt cacatccaat gcatagtttg ttcaaattta 2280 
aggttactca ggcattgatc ttttcagtgt tttttcactt tagctatgtg gattagctag 2340 
aatgcacacc aaaaaaatac ttgancnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnc 2400 
gtgtgtgcat gtatgtgcac atgtgtctgt gtggtatatt tgtgtatgtg tatttgtatg 2460 
tactgttatt gaaaatatat ttaatacctt tggaaaaatc ttgggcaaga tgacctacta 2520 
gttttccttg aaaaaaagtt gctttgttat taatattgtg cttaaattat ttttatacac 2580 
cattgttcct tacctttaca taattgcaat atttccccct tactacttct tggaaaaaaa 2 640 
ttacaaaatg aagttttata gaaaag 2 666 

<210> 190 

<211> 2358 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 245259.16 



<400> 190 

gcagtctggt 

agctaggccg 

cgatccccgg 

cggtgcgccc 

gagaacgcgc 

cccgaggtga 

gctgcccggg 

cggcgcgtgt 

gtacgtgccc 

ggagctggcg 

ctacccggac 

gaacatcccc 

cctggtggcc 

catgaagcag 

ctacgactac 

ggccacgcgc 

caaggtgcta 

ggaccagtcc 

cctgcctggc 

ggcgccccca 

ctgagtgcca 

ctgtgtgtct 

ggggcgagat 

ggagcttgat 
tggggaggat 
ggtgttattt 
ccaagcatga 
ttggggagga 
accagctacc 
tttgtgcctg 
tttaaaggct 
atgcactcgt 
atctacttct 
aaattttgct 
ggtcatgcac 
tttccacaag 
acacctgccc 
attgttgtct 
gatgtttaca 
actatgatga 



tggagctgtt 
agtccaccgc 
cctggggtga 
tatgcccccg 
caccgcgggg 
gcagtgagcg 
cccggcccgc 
ggcaagacgt 
accgtcttcg 
ctgtgggaca 
accgacgtca 
gagaagtggg 
aacaaaaaag 
gaacccgtgc 
ctcgagtgct 
gccgcgctgc 
tgagggccgc 
cccgcgagcc 
atctgtctgc 
tcccagtgtc 
agggtcccct 
gttcgactcc 
tggcgcggga 
atcccttgtc 
ggggggatgt 
aagggtggtg 
acaggacttg 
cacagcttca 
ggagggagga 
tcctagaagt 
aaaatttgtt 
catttgcata 
gatgttttta 
ttgtttcctt 
acagttttga 
gcattctcta 
ctgtatatcc 
tgttttttat 
taaaagttct 
tgacattt 



gtcttgtatg 
ccgagtctgc 
gcagagcgac 
cgcccccacc 
cccgggtgca 
gcgagcggga 
tcatggcggc 
gcctgctgat 
agaactatgt 
cggcgggcca 
ttctcatgtg 
tccccgaggt 
acctgcgcag 
gcacggatga 
ctgccaagac 
agaagcgcta 
gcccgtcgcg 
cggagaaggg 
tgacgcctct 
tgtgtgcgtc 
gagcatgctt 
cctcgcccca 
gtgtggccgc 
tgtaacatag 
tatataaata 
atgggtgagc 
accatctttc 
gcacagcctc 
gggaggatgc 
gaaaattgtt 
tttttattct 
cgacagtagc 
aaaaatgact 
gaagaatgtg 
taaagggcag 
aagctatgtg 
ttttttcccc 
tttttaaata 
ataagctgtg 



ctcagcgagg 
tgcccgagcc 
caccgcccgg 
gcccccgccg 
gctagcgacc 
gggcagcgag 
catccgcaag 
cgtgttcagt 
ggccgacatt 
ggaggactac 
cttctcggtg 
gaagcacttc 
cgacgagcat 
cggccgcgcc 
caaggaaggc 
cggctcccag 
cctgcccctg 
gagacccgtg 
ggcttgcgcc 
cagctgtgtt 
ttctgaagag 
ttttcacccc 
gccccatcag 
accccgggta 
tagatataat 
gctctggccc 
caacccctgg 
tcctgcgggc 
gctgtggggt 
cagtccaaga 
ttgcacaatt 
attctgacca 
tttaacaagg 
gcaacactgt 
taacaagtat 
aaattttctc 
tcccctccct 
aactgacaaa 
tatacagttt 



cccggagaga 
cgcgttacgc 
gagcagcgcg 
cggcagccga 
ctctcgccac 
gcgttcgcgg 
aagctggtgg 
aaggacgagt 
gaggtggacg 
gaccgcctgc 
gacagcccgg 
tgtcccaatg 
gtccgcacag 
atggccgtgc 
gtgcgcgagg 
aacggctgca 
ccggcacggc 
tcccacaagg 
aggacttggc 
gcacaggcct 
ccgggcctca 
acccccgcct 
atgttctccc 
ctgcgggagg 
tttattttcg 
aggctgggcc 
ggaagacatt 
cagcccgctg 
tgtttttgcc 
aactgatgtt 
gtttcattgt 
cacttgtacg 
agagggaaaa 
tttgtgattt 
tggggcctat 
tgcacctctg 
cccagtggta 
tgacaaaatg 
tttatgtaaa 



cccgggagag 
acaaagccgc 
gcgagacgca 
agcgcagcga 
ctgcgcgcag 
gccccctcct 
tggtgggcga 
tccccgaggt 
gcaagcaggt 
ggccgctctc 
actcgctgga 
tgcccatcat 
agctggcccg 
gcatccaagc 
tcttcgagac 
tcaactgctg 
tccccctcct 
accccaccgg 

gtgggcaccg 

gggctcccca 
gagtgtgtgg 
ctgatccccg 
ttcaccagcg 
ggagggctgc 
gagctaagat 
agactcccgc 
tgcaactgac 
cgaaccctcc 
ataagcgaac 
atttgattta 
ttgacactta 
ctgtaacctc 
gaaacccact 
tatttgtgca 
tttttttttt 
tacagagaat 
cttctactaa 
gtgagcttat 
atattaaaag 
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<210> 191 

<211> 1273 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 522433CB1 



<400> 191 



191 



PA-0035 US 

gccgcaacct gcacagccat gcccgggcaa gaactcagga cgctgaatgg ctctcagatg 60 
ctcctggtgt tgctggtgct ctcgtggctg ccgcatgggg gcgccctgtc tctggccgag 12 0 
gcgagccgcg caagtttccc gggaccctca gagttgcaca ccgaagactc cagattccga 180 
gagttgcgga aacgctacga ggacctgcta accaggctgc gggccaacca gagctgggaa 240 
gattcgaaca ccgacctcgt cccggcccct gcagtccgga tactcacgcc agaagtgcgg 300 
ctgggatccg gcggccacct gcacctgcgt atctctcggg ccgcccttcc cgaggggctc 360 
cccgaggcct cccgccttca ccgggctctg ttccggctgt ccccgacggc gtcaaggtcg 
tgggacgtga cacgacctct gcggcgtcag ctcagccttg caagacccca ggcgcccgcg 
ctgcacctgc gactgtcgcc gccgccgtcg cagtcggacc aactgctggc agaatcttcg 
tccgcacggc cccagctgga gttgcacttg cggccgcaag ccgccagggg gcgccgcaga 
gcgcgtgcgc gcaacgggga ccactgtccg ctcgggcccg ggcgttgctg ccgtctgcac 
acggtccgcg cgtcgctgga agacctgggc tgggccgatt gggtgctgtc gccacgggag 
gtgcaagtga ccatgtgcat cggcgcgtgc ccgagccagt tccgggcggc aaacatgcac 
gcgcagatca agacgagcct gcaccgcctg aagcccgaca cggtgccagc gccctgctgc 
gtgcccgcca gctacaatcc catggtgctc attcaaaaga ccgacaccgg ggtgtcgctc 
cagacctatg atgacttgtt agccaaagac tgccactgca tatgagcagt cctggtcctt 
ccactgtgca cctgcgcggg ggaggcgacc tcagttgtcc tgccctgtgg aatgggctca 
aggttcctga gacacccgat tcctgcccaa acagctgtat ttatataagt ctgttattta 
ttattaattt attggggtga ccttcttggg gactcggggg ctggtctgat ggaactgtgt 1140 
atttatttaa aactctggtg ataaaaataa agctgtctga actgttaaaa aaaaaaaaaa 1200 
aaaaaaaaaa aaaaatggtt gcggccgcaa gcttattccc tttagtgagg gttaatttta 1260 
gcttgcactg acc 

<210> 192 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 522433CD1 
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Leu 


Pro 


His 


Gly Gly Ala 


Leu 








20 










25 










30 


Ser 


Leu 


Ala 


Glu 


Ala 


Ser 


Arg 


Ala 


Ser 


Phe 


Pro 


Gly 


Pro 


Ser 


Glu 








35 










40 










45 


Leu 


His 


Thr 


Glu 


Asp 


Ser 


Arg 


Phe 


Arg 


Glu 


Leu 


Arg 


Lys 


Arg 


Tyr 










50 










55 










60 


Glu 


Asp 


Leu 


Leu 


Thr 


Arg 


Leu 


Arg 


Ala 


Asn 


Gin 


Ser 


Trp 


Glu 


Asp 








65 










70 










75 


Ser 


Asn 


Thr 


Asp 


Leu 


Val 


Pro 


Ala 


Pro 


Ala 


Val 


Arg 


He 


Leu 


Thr 
90 


Pro 


Glu 


Val 


Arg 


80 
Leu 


Gly 


Ser Gly Gly His 


Leu 


His 


Leu 


Arg 


He 






95 










100 










105 


Ser 


Arg 


Ala 


Ala 


Leu 


Pro 


Glu 


Gly 


Leu 


Pro 


Glu 


Ala 


Ser 


Arg 


Leu 








110 










115 










120 


His 


Arg 


Ala 


Leu 


Phe 


Arg 


Leu 


Ser 


Pro 


Thr 


Ala 


Ser 


Arg 


Ser 


Trp 








125 










130 










135 


Asp 


Val 


Thr 


Arg 


Pro 


Leu 


Arg 


Arg 


Gin 


Leu 


Ser 


Leu 


Ala 


Arg 


Pro 






140 










145 










150 


Gin 


Ala 


Pro 


Ala 


Leu 


His 


Leu 


Arg 


Leu 


Ser 


Pro 


Pro 


Pro 


Ser 


Gin 








155 










160 










165 


Ser 


Asp 


Gin 


Leu 


Leu 


Ala 


Glu 


Ser 


Ser 


Ser 


Ala 


Arg 


Pro 


Gin 


Leu 
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170 










175 








180 


Glu 


Leu 


His 


Leu 


Arg 
185 


Pro 


Gin 


Ala 


Ala 


Arg 
190 


Gly Arg 


Arg 


Arg 


Ala 
195 


Arg 


Ala 


Arg 


Asn 


Glv 
200 


Asp 


His 


Cys 


Pro 


Leu 
205 


Gly Pro 


Gly 


Arg 


Cys 
210 


Cys 


Arg 


Leu 


His 


Thr 
215 


Val 


Arg 


Ala 


Ser 


Leu 

220 


Glu Asp 


Leu 


Glv 


Trp 
225 


Ala 


Asp 


Trp 


Val 


Leu 
230 


Ser 


Pro 


Arg 


Glu 


Val 
235 


Gin Val 


Thr 


Met 


Cys 
240 


lie 


Gly 


Ala 


Cys 


Pro 
245 


Ser 


Gin 


Phe 


Arg 


Ala 
250 


Ala Asn 


Met 


His 


Ala 
255 


Gin 


lie 


Lys 


Thr 


Ser 
260 


Leu 


His 


Arg 


Leu 


Lys 
265 


Pro Asp 


Thr 


Val 


Pro 
270 


Ala 


Pro 


Cys 


Cys 


Val 
275 


Pro 


Ala 


Ser 


Tyr 


Asn 
280 


Pro Met 


Val 


Leu 


He 
285 


Gin 


Lys 


Thr Asp 


Thr 


Gly 


Val 


Ser 


Leu 


Gin 


Thr Tyr 


Asp 


Asp 


Leu 










290 










295 








300 


Leu 


Ala 


Lys 


Asp 


Cys 
305 


His 


Cys 


He 















<210> 193 
<211> 372 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1040667.43 



<220> 

<221> unsure 
<222> 48 

<223> a, t, c, g, or other 



<400> 193 

gttataaagg tctcaaacac ctttggaaca agacccatta aaacaaantt accaccttag 60 
gcttattttc ttgagaatct ggcaaaagct atagactcag aaaagtgtac ataacacaaa 120 
cttgtaccca atttctggga ttctggaagg cctcgagccg ctcgagccga attcggctcg 180 
agttctcaca taacagtaga aaaccaaaat ttgttgtcat ctcttcaaag aatcgagaat 2 40 
tgcgtacaaa aaaaacctta cataattaag aatgaataca tttacaggcg taaatgcaaa 300 
ccgattccaa ctcaaagcaa gtaacagccc acggtgttct ggccaaagtc atcagctaag 3 60 
aaaggaaact gg 372 

<210> 194 
<211> 558 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2048551CB1 



<400> 194 

gacttctcat atcttgccta ggaactccag 
gctcctgcac cacaggtggc tcctgtgcct 
aatgtacctc ctgcaagaag tgctgctgct 
cccagggctg tgtctgcaaa ggctcatcag 



gcttgtcttg gctccaaatg gatcccaact 60 
gcgccggctc ctgcaagtgc aaagagtgca 120 
cttgctgccc cgtgggctgt gccaagtgtg 180 
agaagtgccg ctgctgtgcc tgatgttggg 240 



193 
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agagccctgc tcccagacat aaatagagca 
taccctgacc ggtttgctac attctttttt 
gtttgacttg aaaaaaggca taacattacc 
tcgggggcgg acccccctag tctattcagc 
cgggccaaaa aactttctca aaactagggc 
aatgcttggc atccagcc 



accagtacta acctggattt tttttttaac 300 
ctattcaata tgtgaaagac aataaaacac 3 60 
tggaagggat ttcccaaaaa tatgaaaacc 42 0 
ccaccggata tttactccgc cgatgaaaac 480 
ccggagagac cttgccgtct atcttggccg 540 

558 



<210> 195 
<211> 61 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2048551CD1 



<400> 195 

Met Asp Pro Asn Cys Ser Cys Thr Thr Gly Gly Ser Cys Ala Cys 
15 10 15 

Ala Gly Ser Cys Lys Cys Lys Glu Cys Lys Cys Thr Ser Cys Lys 

20 25 30 

Lys Cys Cys Cys Ser Cys Cys Pro Val Gly Cys Ala Lys Cys Ala 

35 40 45 

Gin Gly Cys Val Cys Lys Gly Ser Ser Glu Lys Cys Arg Cys Cys 

50 55 60 

Ala 

<210> 196 

<211> 3033 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1969731CB1 



<400> 196 

ctggctccca 

cgctgggccg 

gcagggacat 

agaaagggga 

agactttaca 

tcatcctcac 

actacgagga 

gccagcagga 

tggctgaaat 

gaacaggagc 

agggccttgt 

ccaagatctc 

aggaagaaat 

acatgaaccc 

agattgagcg 

tggttgggga 

caacaaagac 

cggccaagct 

ctagcatgac 



gctggtgctg 
ccagcctcgg 
gtctcgggag 
gaccatcacc 
tggctctgtt 
ctaccatgac 
catgcaggag 
cggcgcagcc 
gcttcctgga 
aggcgcctac 
ccttatcaac 
aggatggacc 
gcagagtaac 
cggcaacctg 
accaatgccg 
cagctcgcct 
cactctcctc 
cgctgaggcc 
ccgcctgatg 



aagctcgtca 
caccgtcctt 
atgcaggatg 
ggcctcctgc 
cacgtcacgc 
atcggcatga 
atcacccagc 
tccttccccg 
gtccttcaac 
atcctaactc 
gtgaaccctt 
caagctctgc 
gtggaagtgg 
cacctgttca 
ggaacccaca 
gcagtggatg 
aagatggcgg 
ttcaagtact 
cggtcccgca 



gttcaccatc 

tcctttctcc 

tagacctcgc 

aagagtttga 

tgtgtgggac 

accacaaaac 

actttgccgt 

cagggtacat 

agtttgggct 

gatttgctct 

gtgcggaagg 

cggacatggt 

tccacaccta- 

tcaatgccta 

cagtcaccct 

ccgtggtgga 

actgtggcgg 

tcgtgcaggg 

cagcctctgg 



cgccctcggc 
ctcgcgttag 
tgaggtgaag 
tgtccaggag 
tcccaaggga 
ctgctacaac 
ctgccacgtg 
gtacccctcc 
gaaaagcatt 
aaacaaccct 
ctggatggac 
ggtgtcccac 
ccgccagcac 
caacagccgg 
gcagtgccct 
gtgcaactca 
cctcccgcag 
catgggatac 
ttccagcgtc 



ttccgcgggg 
gcaggtgaca 
cctttggtgg 
caggacatcg 
aaccggcctg 
cccctcttca 
gacgcccctg 
atggatcagc 
attggcatgg 
gagatggtgg 
tgggccgcct 
ctttttggga 
attgtgaatg 
cgcgacctgg 
gctctgttgg 
aaattggacc 
atctcccagc 
atgccctcgg 
acttctctgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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atggcacccg 
agggcacccg 
cgggtgctgc 
gcccagctgc 
tcgccccctg 
agtgagctct 
tggcggtgga 
gtggccggtt 
cgtagcagca 
gggtgcctgg 
tgatccagtt 
gcaggcacct 
gctagaggca 
ttggtgcatc 
cttaatgtgc 
gcaaacgttg 
agccccaacc 
catttagatt 
gtgatgagtg 
tactcgatgt 
ggatcccagc 
gacagctggg 
gatcctcaga 
gctgagaaaa 
cttcctcttt 
ggcggccagt 
ccgtggattt 
gggacccgag 
tggcgtgaga 
ttgagtagaa 
gcacaagtct 
aatttgtaac 



cagccgctcc 
cagccgctcg 
tgggaacagc 
cgcccccgga 
cctgccatac 
ggtggagaca 
ccaaaggaag 
gccactctcc 
cacacttcac 
tcagaaggcc 
tccggaaaca 
cttttaaaca 
tttggaacaa 
tagaaagctt 
agcaaaagca 
ggcatcatgg 
tcccacccct 
tgttttgcat 
tccttgcagg 
aagggattcc 
ttggttccag 
ctggaacgtg 
actctttgct 
tgtaaggatt 
tcctgctccc 
gcggctgcca 
tctcatagga 
gatttctggg 
ggcaatgact 
aagtcgggga 
ttccagagga 
tttgcaaaaa 



cacaccagcg 
cacaccagcg 
gccgggccca 
ctctgatctc 
tgcgcctaac 
aatgaggtct 
gaagcaagca 
tcccctccct 
aaagccaagc 
agccgcccac 
aaatcctttt 
ggcaaaacag 
caaatctacg 
tgaatgcaga 
ggcaacaaaa 
tttttgaagg 
gatacatgag 
tccttagaat 
ggccggagta 
ttgttgttgt 
gaattttgtg 
aactcagtag 
cttgtcgggg 
ctggaataca 
taacctttcg 
ggttcctgta 
agtttggtca 
accccgcagt 
cgttacctgc 
tcggggcaag 
gtttcttaat 
caaaaaaaaa 



agggcacccg 
agggggccca 
agtccatgga 
tgtagtggcc 
tcggtattaa 
attacgtggg 
tctccgcatc 
cagagacacc 
ctaggccgcc 
ttcccgtttc 
ctcatttggg 
gaagggggaa 
tagttaactt 
agcaaacaag 
tctcctggct 
ctttagttct 
ccagtgatta 
ggagggcaac 
ggagcactgg 
gttgagatcc 
tgattggctt 
ctgaacctgt 
tgggggtggg 
tattccatgg 
ccgaatgggg 
ctactgcctt 
gagtgaattg 
tgggaggagg 
cgcccatcac 
agaggctgag 
gagatatttg 
aaa 



aagccgctcc 
cctggacatc 
ggtctcctgc 
ccctcctccc 
tccaaagctt 
tgccctctcc 
gcatcctctt 
aaactgccaa 
ctgagcatcc 
ctctttaact 
gaggggggta 
aaggtgggat 
gaagaaaccg 
cttgattttt 
ttacagacaa 
gctttctgcc 
ttcttgttca 
attccacagc 
ggtgggggcg 
agtgcagttg 
aaatccagtt 
ctgacccggt 
aactcacgtg 
gactttcctt 
cagcaccact 
gtacttttca 
aatattgtaa 
aagtagtcca 
cttggaggcc 
tacggatggg 
tatttatttc 



cacaccagcg 
acccccaact 
taggcggcct 
cggccccttt 
attttgtaag 
aaaggcgggg 
ccattaacca 
aaacaagacg 
tggttcaaac 
gaggagaagc 
atagtgacat 
tcatgtcgag 
atttttaaag 
ctagcatcct 
aaatatttca 
tctcctccac 
gggagaagat 
tgccctggct 
gaattggggt 
tgatttctgt 
ttcaatcttc 
cacgttcttg 
gggagcggtg 
ccctctcctg 
gacgtttctg 
ttttggctca 
gtcagccact 
gccttccagg 
ttccctggcc 
aaactattgt 
cagaccaata 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3033 



<210> 197 
<211> 394 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1969731CD1 



<400> 197 



Met 


Ser 


Arg 


Glu 


Met 


Gin 


Asp 


Val 


Asp 


Leu 


Ala 


Glu 


Val 


Lys 


Pro 


1 








5 










10 










15 


Leu 


Val 


Glu 


Lys 


Gly 


Glu 


Thr 


He 


Thr 


Gly Leu 


Leu 


Gin 


Glu 


Phe 










20 










25 










30 


Asp 


Val 


Gin 


Glu 


Gin 


Asp 


He 


Glu 


Thr 


Leu 


His 


Gly 


Ser 


Val 


His 










35 










40 










45 


Val 


Thr 


Leu 


Cys 


Gly 


Thr 


Pro 


Lys 


Gly 


Asn 


Arg 


Pro 


Val 


He 


Leu 










50 










55 










60 


Thr 


Tyr 


His 


Asp 


He 


Gly 


Met 


Asn 


His 


Lys 


Thr 


Cys 


Tyr 


Asn 


Pro 










65 










70 










75 


Leu 


Phe 


Asn 


Tyr 


Glu 


Asp 


Met 


Gin 


Glu 


He 


Thr 


Gin 


His 


Phe 


Ala 










80 










85 










90 


Val 


Cys 


His 


Val 


Asp 


Ala 


Pro 


Gly 


Gin 


Gin 


Asp 


Gly Ala 


Ala 


Ser 
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95 



Phe 


Pro 


Ala 


Gly 


Tyr 


Met 


Tyr 


Pro 










110 








Met 


Leu 


Pro 


Gly 


Val 


Leu 


Gin 


Gin 










125 








Gly 


Met 


Gly 


Thr 


Gly Ala 


Gly Ala 










140 








Leu 


Asn 


Asn 


Pro 


Glu 


Met 


Val 


Glu 










155 








Asn 


Pro 


Cys 


Ala 


Glu Gly 


Trp 


Met 










170 








Ser 


Gly 


Trp 


Thr 


Gin 


Ala 


Leu 


Pro 










185 








Phe 


Gly 


Lys 


Glu 


Glu 


Met 


Gin 


Ser 










200 








Tyr 


Arg 


Gin 


His 


He 


Val 


Asn 


Asp 










215 








Leu 


Phe 


He 


Asn 


Ala 


Tyr 


Asn 


Ser 










230 








Arg 


Pro 


Met 


Pro 


Gly Thr 


His 


Thr 










245 








Leu 


Leu 


Val 


Val 


Gly Asp 


Ser 


Ser 










260 








Glu 


Cys 


Asn 


Ser 


Lys 


Leu 


Asp 


Pro 










275 








Met 


Ala 


Asp 


Cys 


Gly Gly 


Leu 


Pro 










290 








Leu 


Ala 


Glu 


Ala 


Phe 


Lys 


Tyr 


Phe 










305 








Pro 


Ser 


Ala 


Ser 


Met 


Thr 


Arg 


Leu 










320 








Gly 


Ser 


Ser 


Val 


Thr 


Ser 


Leu 


Asp 










335 








Thr 


Ser 


Glu 


Gly 


Thr 


Arg 


Ser 


Arg 










350 








Arg 


Ser 


Arg 


Ser 


His 


Thr 


Ser 


Glu 










365 








Pro 


Asn 


Ser 


Gly 


Ala 


Ala 


Gly Asn 










380 








Glu 


Val 


Ser 


Cys 











<210> 198 

<211> 4848 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1326983.14 

<220> 

<2 21> unsure 

<222> 4793, 4798, 4806, 4809-48 
4832-4833, 4842-4843 
<223> a, t, c, g 7 or other 





100 










105 


Ser 


Met 


Asp 


Gin 


Leu 


Ala 


Glu 




115 










120 


Phe 


Gly 


Leu 


Lys 


Ser 


He 


He 




130 










135 


Tyr 


He 


Leu 


Thr 


Arg 


Phe 


Ala 




145 










150 


Gly Leu 


Val 


Leu 


He 


Asn 


Val 




160 










165 


Asp 


Trp 


Ala 


Ala 


Ser 


Lys 


He 




175 










180 


Asp 


Met 


Val 


Val 


Ser 


His 


Leu 




190 










195 


Asn 


Val 


Glu 


Val 


Val 


His 


Thr 




205 










210 


Met 


Asn 


Pro 


Gly Asn 


Leu 


His 




220 










225 


Arg 


Arg 


Asp 


Leu 


Glu 


He 


Glu 




235 










240 


Val 


Thr 


Leu 


Gin 


Cys 


Pro 


Ala 




250 










255 


Pro 


Ala 


Val 


Asp 


Ala 


Val 


Val 




265 










270 


Thr 


hys 


Thr 


Thr 


Leu 


Leu 


Lys 




280 










285 


Gin 


He 


Ser 


Gin 


Pro 


Ala 


Lys 




295 










300 


Val 


Gin 


Gly 


Met 


Gly Tyr 


Met 




310 










315 


Met 


Arg 


Ser 


Arg 


Thr 


Ala 


Ser 




325 










330 


Gly Thr 


Arg 


Ser 


Arg 


Ser 


His 




340 










345 


Ser 


His 


Thr 


Ser 


Glu 


Gly 


Thr 




355 










360 


Gly Ala 


His 


Leu 


Asp 


He 


Thr 




370 










375 


Ser 


Ala 


Gly 


Pro 


Lys 


Ser 


Met 




385 










390 



0, 4815-4816, 4824-4825, 4828, 4830, 
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<400> 198 

cgacgccgcc 

ccgcacgctc 

gtcttttcct 

ttgtttgttt 

aatagagacc 

caaaaggagc 

gcccgaaatg 

aacagcgact 

gatgtagatc 

gaaacagaat 

gcgattgtgg 

tttataattc 

ctgccaatga 

ttggaaagct 

acctcttcat 

ataaaactgg 

tcattcttcc 

cttgttgtgt 

tcctgtggaa 

agctcttgta 

ttttattttc 

tcatcctgct 

gaatgtgtcc 

tggataccta 

cttgggaact 

gacagtacca 

aaaagatttc 

tttacttgtc 

agcttctatg 

acctatgaaa 

gatgaccgga 

ccattaattg 

tcaactacta 

cctcgctggt 

agaaacttat 

gggaagtgac 

acatgcttgg 

aatggaacca 

cattgacaaa 

ttttactttt 

ataaaataat 

ttgtaggcat 

aatgaaaaat 

ttaaaagatg 

ctctgtcccc 

aatggaagat 

tagtgcaatt 

agctctgggt 

ggcatttgat 

tcacctactg 

ctacagtaga 

gcgtaggcca 

tcatctcatt 

gaaaacagtg 

atttcaatcc 



gccttagaac 
gcgcctttcc 
tttttattaa 
tttatgattt 
accgagtttc 
ccagcgctac 
ggacgattca 
tcaactactc 
ctgaaaacca 
ttcatccagg 
gcagtggaat 
tctgacattt 
aggagggtct 
tgcagcatct 
agtgaaatat 
attgtggtat 
ttgtcgctgt 
atggtgttct 
gctgctttga 
cctgctttgt 
aactcacaga 
gttcttccca 
aagatttcat 
acattttacg 
gatattcttc 
gtagttattt 
agttggtggc 
atctttgtcc 
ttgattttta 
tctgtacaaa 
agcatggcct 
gcaccactca 
tgaaatttca 
tcttctgagt 
ctgtatgtta 
aattttattc 
ctgtgtcatt 
tttgatgtga 
aacactatta 
aagaaattgc 
gtcattggta 
aataagccaa 
tgtaccatga 
attgattatt 
aaacaatttg 
aatgcagata 
gggtaaaaca 
ctttttttgg 
ggcaataggc 
gaagtgtgaa 
ggtctaatcc 
ctgggtttct 
cttgtacaac 
caaactgagt 
cagttagaaa 



gcctttccag 
cttgacacgg 
aattattttt 
gtattgactg 
gcaggccgac 
tagctgcacc 
gtatttcccc 
ctaccccacc 
gaacttttta 
tactacttcc 
ccttgggctt 
gtgtcaatat 
ttattatatg 
ggatcaatta 
gagttgcctt 
ctgaacggga 
ttagaaattt 
ttctgattgt 
taattaacga 
cacataacgt 
ctgtctatgc 
tctatgaaga 
tttttgctat 
aacatgttga 
ttctcattgt 
tcccaatccg 
gtcatagtct 
caactattag 
ttcttccttc 
agattggggc 
tgattgtttt 
aactcaaact 
cctaatgttt 
gcagaataag 
gaaatggata 
cattccagag 
gtttaacttg 
gaaacaattc 
ttttttgtac 
ttttttgaac 
tttaaaaatg 
atactttttt 
attaggagca 
gctataccaa 
gttcattcag 
tttctgtggg 
gggtttattc 
gccagccctt 
caaaattatt 
ttacttgaca 
acaggttaca 
catgcagtaa 
gtagaattac 
gttagtagtc 
tgaaaataat 



tactgctagc 
cggacgccgg 
cctgcctgtt 
agagaaaccc 
tcgcggggcc 
cgattcctcc 
gggatgaaga 
aagcaagctg 
cttgaatcga 
tttggaatgt 
cttatgccat 
ttccctgtat 
aacaattggg 
caatgcagaa 
tggtgatcca 
actatttggt 
aggatatttg 
ggtcatttgc 
aacaataaac 
gactgaaaat 
tgtgccaatt 
actgaaagac 
gtttctcatg 
gtcagaattg 
ccgtctggct 
gagttctgta 
cattacagtg 
ggatatcttt 
tgccttctat 
tttgttcttc 
ggattgggta 
cagtccatct 
tcagtttcac 
tgaacttttt 
tgaacaacaa 
aatggacaaa 
gatattttat 
tttttaattt 
caaaaatact 
tttattcaga 
aatattaata 
acccaaaata 
tagttttttc 
atcagatgaa 
actgaaatgt 
aaataaaata 
agttgcatct 
ttttgacatt 
gtgtccagag 
atgtatggct 
cctatgtttg 
gctttataaa 
ttgtttacat 
attttggtcc 
tactttgaaa 



agcagcccga 
gaggattggg 
gttggatttg 
actgaagacg 
gctgcaccca 
cagtgcttag 
cagcagcaag 
ctctgaaaag 
atttggggaa 
cagtatttaa 
ggctaatact 
ctgttcatct 
atataaggca 
cattggagct 
ggcattaacg 
tctgttggtg 
ggatatacca 
aagaaatttc 
accaccttaa 
gactcttgca 
ctgatctttt 
cgcagccgta 
tatctgcttg 
cttcatacct 
gtgttaatgg 
actcacttgt 
tctatcttgg 
ggttttattg 
atcaagttgg 
ctgttaagtg 
cacaatgcac 
gatgccagtg 
ttccttttga 
tgttttgttt 
aaccacgagt 
ctcttaactt 
gattttactt 
acagcaaaat 
taaagacctc 
agcagttatc 
taatgaaatg 
atttttagag 
catttaaacg 
ctctgttcat 
ttgtgtcttc 
actaattttg 
gtctccagtg 
gcttccagca 
agtacacttt 
tagttgtgtt 
atatgatata 
aactcatttg 
ccaacaaatg 
aactgcatgt 
cttggcttta 



ccacgcgtta 
gcggcaattt 
gggaaatttt 
tctgcgtgag 
ccgccaagga 
catgaagaag 
ctacagttcc 
ccattatgca 
gaagaagtat 
tctgagcaat 
ggaatgctct 
cctttgaaga 
tttggattag 
atgtcaagct 
aacattgaag 
tcattggtgg 
gtggcctttc 
aggttccgtg 
cacagccaac 
gacctcacta 
catttgtctg 
gaagaatgat 
ccgccctctt 
actcttctat 
ctgtgaccct 
tgtgtgcatc 
catttaccaa 
gtgcatctgc 
tgaagaaaga 
gtgtactggt 
ctggaggtgg 
ttgagtaaac 
agtgcagatt 
tgttttttta 
ctcgggttaa 
ttatcaagcc 
gaatgtgcct 
attgaataac 
agaagcactc 
aataaattcc 
gtttgccttt 
aaaatgatgt 
tcaccattac 
cacttttctt 
aacttattag 
aggtaccaaa 
ttgtattgac 
gtggaaaatg 
ttcaaaatgc 
catgttttgt 
agttctcttt 
cactggactg 
gttagctagg 
caacccttcc 
agagcacatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 
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tatcgtacgt 
ggcataatgt 
tggaattgtc 
gggcaagggc 
ctaaatttac 
tgtagtgcta 
taattggggg 
tcatttaatt 
aagaattggc 
gccagggaat 
actgtggcaa 
ggaagctcct 
caatggatga 
cattaatgag 
tcttccgtgg 
aaagctaacc 
gtatttgtaa 
tcctgtaagt 
ccaaaagtac 
aaaaaaaact 
tggtacaaat 
taatcaaaat 
tgagaacctg 
aggccaacaa 
tgtatgtttg 
aaaaanaann 



cacagtgtat 
ctaaaatcta 
aattggtcat 
cagaaatgtg 
aaacaagata 
cattgggtga 
ccatctagaa 
gggctttagg 
aaatttgcat 
accaagagtt 
ccaggaagga 
ccaatcctct 
ttttctggga 
cagtcttcag 
atgtttcagt 
tatttttcaa 
ataggttgta 
ttcttaactg 
ctgtacagaa 
tgtttaaatt 
tcagatctct 
gtgatctagt 
ggtgtattaa 
ttctagtatg 
ttttaactga 
aaaannaaaa 



ggtgaatata 
atatacataa 
ctggctgtaa 
gagacatggt 
catgtgtaat 
aaccgttggt 
atagaaaggc 
cactccattc 
gagctcctgg 
gtttctacag 
atggaaaaaa 
ggctatttaa 
gctatcttgt 
tattaaaacc 
tacaactgta 
tatttatgat 
tataatgtca 
cattttgatg 
aattgaatat 
gtatttgcaa 
tatttaaaat 
gtaatgaaat 
ctttgtgtat 
gcttgttggc 
actaaaataa 
aaannaangn 



ttattaaata 
ttccattaag 
ggtttgccct 
ttttgttacg 
taaagaccct 
ccatttttgt 
agtgggaaga 
gaatgcagaa 
aaagagttgc 
actttttttt 
aattcttttc 
ggttcaaaat 
ctaccttgag 
actgtcttgt 
atgttattta 
aatctatgta 
ggtttgggtc 
aattcacatt 
tgaaaaattg 
taaacaacat 
ttaaataagg 
aaaatgtgat 
atagtgtaaa 
aaagagtgct 
atacatgctt 
gnnaaaaaaa 



atgtggtact 
tggttgaagg 
tgaactaaaa 
cattcttgta 
tatggaactg 
ctgtttctat 
cagattctac 
cctcacctct 
tgactttgta 
ttttttgtat 
tctacagcaa 
caagtgccta 
gttcctgaac 
cacctcattt 
tagaacaaca 
catatattgt 
ttgggttcaa 
atgtaactat 
acaaattgtg 
caaatttttt 
aatacatttt 
ctagtgtaat 
tatccccact 
acaccgtttc 
aatcctgaaa 
annggggg 



tcgctcatca 
aagcaaataa 
atgttgtttg 
ttatatgtga 
gaagacgtct 
gaagataaaa 
ggcactgctt 
agttgagacc 
tctaagacct 
gggagaagat 
attaatgtga 
gggaaaattc 
aatgaattcc 
tgcattactg 
ttaatccatt 
ctgtccatat 
gtgtatatat 
aagaattgtc 
tacaaacact 
catgaaatct 
caaaatgcag 
ggaagacctt 
gtactgttag 
aatgaaacaa 
aanaaaanaa 



3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4848 



<210> 199 

<211> 3928 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2120743CB1 



<400> 199 

ccctcgagcc 

gtaacggaga 

gttccccaag 

ctcctttttg 

cggccgagtc 

gcggatacat 

agcccacatt 

tttagcaatg 

gtatcttggc 

aagatgggaa 

tcttggaatc 

ctccaatctt 

taaaaatgat 

gatattgtgc 

aaccacagtt 

ggagaagtct 

gagaatgaaa 

ttcctcattg 

aactgatcct 



gtaccgtcgc 
aagtttacgc 
gcgtgccgcc 
gtttggtttt 
agatcactat 
tggatatact 
gctggttaca 
acaagactgg 
tatttagcca 
aaaacagcaa 
gccagcatac 
tggtttggat 
gtaaaagaag 
tctctggtgg 
gaatttctgg 
ctgagtgtca 
tctttcttag 
gaaactccca 
ttccttgaca 



ggatttcggc 
cgacactggc 
tccctgttct 
ggaactgact 
aaacaaaatt 
ggatgaaata 
tgtgtaaatc 
aagaagtaaa 
gaatcaattt 
attccttaat 
tctattacta 
tcttgcttgg 
aatcaaccaa 
agagaatttc 
agcttgttgg 
ttttgcttgt 
ctattccaaa 
aaaatccgat 
tttattttag 



ggcggaaaca 
ctgtattagc 
cagtcgcagg 
ccgagggttg 
tccacaagag 
caagcggtta 
actgcgttat 
tagagaagtg 
attggttgct 
tttggtaatt 
tttttcaatg 
cctcctatgt 
atatttgctt 
tggttatgtc 
atttgccatt 
tgtagctctg 
cttagttatt 
tgcttttgcg 
tggactttca 



tggcggtcgc 
gcgtatggcc 
ctgaagcctt 
ggagagcgcg 
aaaatgttga 
attttgtaac 
tgctttagtc 
aacatgcatt 
atatgcttag 
tttattcttg 
gaagcagcaa 
tttcttgata 
ctaacatcca 
cgtcatcggc 
gccagcacaa 
gctatgctga 
tttgcagttt 
tgttttttta 
gtaactgaaa 



ggccgggccg 
tcgggccctc 
gtctgctctc 
ttggtggcga 
aataggagtt 
gtgagggaaa 
attgtctcta 
cttcagtgcg 
gtctatacgt 
gtctttttgt 
gtttaagtct 
attcatcctt 
tagtgttaag 
ccactttact 
ctatgttggt 
ttattgatct 
tgttattttt 
tttgcctgat 
gatggaaacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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ctttttgtac 
gcttacattt 
aatacctggc 
aactctttgg 
gacagattac 
gatttcagag 
ctggcagcca 
catggctcat 
tgctattgtg 
agaacatgta 
ttttgcatat 
tgatactctg 
acatgatacg 
agcaggtgga 
ttccttttgt 
agaagtgagg 
agtagatatt 
atataactgc 
agtatatggt 
tgtggccaag 
aaattggtta 
aagattaaaa 
tgtcaaatct 
tcactaactt 
ctgtagctgc 
aaaaacattt 
acgttaaaaa 
cagttgtcta 
ataataatag 
cagtttactt 
gaactgcaaa 
gcttatactc 
cccaagttac 
tacaagttgc 
tctttctcag 
caataaattg 
tgactgactc 
tctgccttga 
gtcagaggat 
agtattcata 
gtgttttgtc 
ttattccttt 
aagggaatag 
tcaccattga 
ctacctggtg 
gtataccact 
tttcctaatg 



cgtggaagaa 
tttattcttt 
ttttccattt 
ggattccata 
aatagccttg 
cagttggtgt 
acaaatggaa 
gggctcttcc 
attcccacca 
caggagttaa 
catatgattg 
cattccaaac 
tatattttgt 
gatacactac 
tcccggctta 
aaaattaatg 
gaagaagctg 
aactccagta 
gtgtcaaaac 
cactggatgt 
tgcggtctga 
atgagttggt 
taatttggac 
gccatttttt 
tctcactttg 
tataatgaaa 
taacactgca 
tgctctgcaa 
tttagagaat 
acagaagatt 
ctctttctct 
catcacattc 
attttagatc 
tcttccatgc 
ggtaacttaa 
tcttcctttt 
agtctatttt 
aaattatttt 
aggaaacaag 
ttggcaattt 
tgattaaagc 
ccaataatta 
aattaaattg 
agccattttt 
acttgaaaat 
atctatgcag 
ctctaaataa 



tttgcagaag 
ccgcattcaa 
ttggaatttt 
ccaaattaaa 
atagaatcat 
tctttagtct 
ttttcttgag 
atgaattggg 
acttctgcag 
atttgaggtc 
agacctatgg 
taaaagcttt 
attacagtgg 
gccttgacac 
ttatcgtatt 
accagtatat 
acccgccaca 
ataacatctg 
ggtggagtga 
tacactttcc 
accttttttg 
ttcttcctac 
cccaaagcgg 
gtatgctgta 
tcttttctta 
gtatgtaggg 
ctttcaggaa 
tggtcaatga 
gtagaccaga 
cttttttcca 
tagaaaagaa 
agatgtcttg 
aaaatattct 
gttggtcagg 
tgttttctta 
tgaaaagtac 
aagtattcag 
tctgatcctt 
tatttctctt 
tagttaggca 
aggcactgat 
ttacattcta 
gggtataatc 
ttatagcctc 
tgaactttta 
cattgttata 
aatttttc 



actttcagtc 
acttagagac 
ctggatgatt 
tgactgccat 
ggcatccaaa 
tcttgcaaca 
catgtttcta 
taactgttta 
tcctgatggt 
tactggcatg 
atgtgactat 
cctcgaactt 
gcacacccat 
acttatagaa 
agacagcgaa 
tgcagtgcaa 
gctaggtgac 
ctggactgaa 
ctacactctg 
tcgtattaca 
gatctgcaaa 
tgtgctggac 
gatattaata 
tttttatttg 
agtaattatg 
agtcaaatgc 
tgtttgctta 
tgaattacta 
taaatttgtt 
aacagtaggt 
agagggcagc 
gttgtgactt 
ttatgtaggt 
gggccctgaa 
atgaacagtg 
tctcatagaa 
aaaagatttt 
gttagtgata 
ctggtataca 
taatattgtg 
cagggtatct 
aattttcatc 
taatcttcat 
agaaagagga 
agttaggaag 
gtctgattat 



gtttttgctg 
actcacctct 
tgtcatatta 
aaagtatatt 
gggatgcgcc 
gcgattttgg 
atcgttttgc 
ggaggaacat 
cagccaacac 
ctcaatgcta 
tccacaagtg 
cggacagtgg 
ggtacaggag 
tggtggagag 
aattcaaccc 
ggagcagagt 
tttacaaaag 
aagggacgca 
catttgccaa 
tatcccctag 
acttgtttta 
acaggacaag 
agcactcata 
tggaaaatac 
gtatatataa 
ttactgtaaa 
tggtcctgat 
atgccttatt 
tactgtttta 
ttcatccaag 
ctaaaataaa 
attaccagtg 
attgttaaaa 
aacactggta 
tttccagcta 
gaaatttagc 
gatccccatt 
acattttttt 
tgtaatgtat 
gttgtaattt 
cctaagaggt 
tatgagaaat 
tgtttaaatg 
aataatgcct 
aagttagagt 
ttctgtgttt 



gaatgattga 
ggtattttgt 
tttttctttt 
ttactcacag 
atttttgctt 
gagcagtttc 
cattggaatc 
ctgttggata 
tgcttccccc 
tccaaagatt 
gactgtcatt 
atggacccag 
agtgggctct 
aaaagaatgg 
cttgggtgaa 
tgataaaaac 
actgggtaga 
cagtgaaagc 
cgggaagcga 
tgcatttggc 
ggtgcttgaa 
gcttcaaact 
ctaccaatta 
cttgctactt 
ggcgttggga 
tgcataagag 
tagaaagaaa 
ttctaggcat 
agaaaactac 
accatttgaa 
cgcaaaattt 
tggcagagaa 
ggctagagcc 
atattaagag 
caaattcttc 
aatttctcgt 
gagttaatgc 
tctactgaag 
tctgtaaaaa 
ttaaaactta 
aattcacttc 
aacaaacaag 
gtttgccttc 
ccaccatttt 
cagggaactt 
tgaatatgat 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3928 



<210> 200 
<211> 697 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2120743CD1 



199 



PA-0035 US 
<400> 200 



Met 


Cys 


Lys 


Ser 


Leu 


Arg 


Tyr 


Cys 


Phe 


Ser 


His 


Cys 


Leu 


Tyr 


Leu 


i 








5 










10 










15 


Ala 


Met 


Thr 


Arg 


Leu 


Glu 


Glu 


Val 


Asn 


Arg 


Glu 


Val 


Asn 


Met 


His 










20 










25 










30 


Ser 


Ser 


Val 


Arg 


Tyr 


Leu 


Gly 


Tyr 


Leu 


Ala 


Arg 


He 


Asn 


Leu 


Leu 










35 










40 










45 


Val 


Ala 


He 


Cys 


Leu 


Gly 


Leu 


Tyr Val 


Arg 


Trp 


Glu 


Lys 


Thr 


Ala 










50 










55 










60 


Asn 


Ser 


Leu 


He 


Leu 


Val 


He 


Phe 


He 


Leu 


Gly 


Leu 


Phe 


Val 


Leu 










65 










70 










75 


Gly 


He 


Ala 


Ser 


He 
80 


Leu 


Tyr 


Tyr 


Tyr 


Phe 

85 


Ser 


Met 


Glu 


Ala 


Ala 
90 


Ser 


Leu 


Ser 


Leu 


Ser 


Asn 


Leu 


Trp 


Phe 


Gly 


Phe 


Leu 


Leu 


Gly 


Leu 










95 










100 










105 


Leu 


Cys 


Phe 


Leu 


Asp 


Asn 


Ser 


Ser 


Phe 


Lys 


Asn 


Asp 


Val 


Lys 


Glu 










110 










115 










120 


Glu 


Ser 


Thr 


Lys 


Tyr 


Leu 


Leu 


Leu 


Thr 


Ser 


He 


Val 


Leu 


Arg 


He 










125 










130 










135 


Leu 


Cys 


Ser 


Leu 


Val 


Glu 


Arg 


He 


Ser 


Gly 


Tyr 


Val 


Arg 


His 


Arg 










140 










145 










150 


Pro 


Thr 


Leu 


Leu 


Thr 


Thr 


Val 


Glu 


Phe 


Leu 


Glu 


Leu 


Val 


Gly 


Phe 










155 










160 










165 


Ala 


He 


Ala 


Ser 


Thr 


Thr 


Met 


Leu 


Val 


Glu 


L y s 


Ser 


Leu 


Ser 


Val 










170 










175 










180 


He 


Leu 


Leu 


Val 


Val 


Ala 


Leu 


Ala 


Met 


Leu 


He 


He 


Asp 


Leu 


Arg 










185 










190 










195 


Met 


Lys 


Ser 


Phe 


Leu 


Ala 


He 


Pro 


Asn 


Leu 


Val 


He 


Phe 


Ala 


Val 










200 










205 










210 


Leu 


Leu 


Phe 


Phe 


Ser 


Ser 


Leu 


Glu 


Thr 


Pro 


Lys 


Asn 


Pro 


He 


Ala 










215 










220 










225 


Phe 


Ala 


Cys 


Phe 


Phe 


He 


Cys 


Leu 


He 


Thr 


Asp 


Pro 


Phe 


Leu 


Asp 










230 










235 










240 


He 


Tyr 


Phe 


Ser 


Gly 


Leu 


Ser 


Val 


Thr 


Glu 


Arg 


Trp 


Lys 


Pro 


Phe 










245 










250 










255 


Leu 


Tyr 


Arg 


Gly 


Arg 


He 


Cys 


Arg 


Arg 


Leu 


Ser 


Val 


Val 


Phe 


Ala 










260 










265 










270 


Gly 


Met 


He 


Glu 


Leu 


Thr 


Phe 


Phe 


He 


Leu 


Ser 


Ala 


Phe 


Lys 


Leu 










275 










280 










285 


Arg 


Asp 


Thr 


His 


Leu 


Trp 


Tyr 


Phe 


Val 


He 


Pro 


Gly 


Phe 


Ser 


He 










290 










295 










300 


Phe 


Gly 


He 


Phe 


Trp 


Met 


He 


Cys 


His 


He 


He 


Phe 


Leu 


Leu 


Thr 










305 










310 










315 


Leu 


Trp 


Gly 


Phe 


His 


Thr 


Lys 


Leu 


Asn 


Asp 


Cys 


His 


Lys 


Val 


Tyr 










320 










325 










330 


Phe 


Thr 


His 


Arg 


Thr 


Asp 


Tyr 


Asn 


Ser 


Leu 


Asp 


Arg 


He 


Met 


Ala 










335 










340 










345 


Ser 


Lys 


Gly Met 


Arg 


His 


Phe 


Cys 


Leu 


He 


Ser 


Glu 


Gin 


Leu 


Val 










350 










355 










360 


Phe 


Phe 


Ser 


Leu 


Leu 


Ala 


Thr 


Ala 


He 


Leu 


Gly 


Ala 


Val 


Ser 


Trp 










365 










370 










375 


Gin 


Pro 


Thr 


Asn 


Gly 


He 


Phe 


Leu 


Ser 


Met 


Phe 


Leu 


He 


Val 


Leu 










380 










385 










390 


Pro 


Leu 


Glu 


Ser 


Met 


Ala 


His 


Gly 


Leu 


Phe 


His 


Glu 


Leu 


Gly 


Asn 










395 










400 










405 


Cys 


Leu 


Gly Gly 


Thr 


Ser 


Val 


Gly 


Tyr 


Ala 


He 


Val 


He 


Pro 


Thr 
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PA-003 5 US 



410 415 420 

Asn Phe Cys Ser Pro Asp Gly Gin Pro Thr Leu Leu Pro Pro Glu 

425 430 435 

His Val Gin Glu Leu Asn Leu Arg Ser Thr Gly Met Leu Asn Ala 

440 445 450 

He Gin Arg Phe Phe Ala Tyr His Met He Glu Thr Tyr Gly Cys 

455 460 465 

Asp Tyr Ser Thr Ser Gly Leu Ser Phe Asp Thr Leu His Ser Lys 

470 475 480 

Leu Lys Ala Phe Leu Glu Leu Arg Thr Val Asp Gly Pro Arg His 

485 490 495 

Asp Thr Tyr He Leu Tyr Tyr Ser Gly His Thr His Gly Thr Gly 

500 505 510 

Glu Trp Ala Leu Ala Gly Gly Asp Thr Leu Arg Leu Asp Thr Leu 

515 520 525 

He Glu Trp Trp Arg Glu Lys Asn Gly Ser Phe Cys Ser Arg Leu 

530 535 540 

He He Val Leu Asp Ser Glu Asn Ser Thr Pro Trp Val Lys Glu 

545 550 555 

Val Arg Lys He Asn Asp Gin Tyr He Ala Val Gin Gly Ala Glu 

560 565 570 

Leu He Lys Thr Val Asp He Glu Glu Ala Asp Pro Pro Gin Leu 

575 580 585 

Gly Asp Phe Thr Lys Asp Trp Val Glu Tyr Asn Cys Asn Ser Ser 

590 595 600 

Asn Asn He Cys Trp Thr Glu Lys Gly Arg Thr Val Lys Ala Val 
605 610 615 

Tyr Gly Val Ser Lys Arg Trp Ser Asp Tyr Thr Leu His Leu Pro 
620 625 630 

Thr Gly Ser Asp Val Ala Lys His Trp Met Leu His Phe Pro Arg 
635 640 645 

He Thr Tyr Pro Leu Val His Leu Ala Asn Trp Leu Cys Gly Leu 
650 655 660 

Asn Leu Phe Trp He Cys Lys Thr Cys Phe Arg Cys Leu Lys Arg 
665 670 675 

Leu Lys Met Ser Trp Phe Leu Pro Thr Val Leu Asp Thr Gly Gin 
680 685 690 

Gly Phe Lys Leu Val Lys Ser 
695 

<210> 201 
<211> 436 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3551330CB1 



<400> 201 

cccacgcgtc cgcagcccgt gccgccccag ccgctgccgc ctgcaccgga cccggagccg 60 
ccatgcccaa gtgtcccaag tgcaacaagg aggtgtactt cgccgagagg gtgacctctc 120 
tgggcaagga ctggcatcgg ccctgcctga agtgcgagaa atgtgggaag acgctgacct 180 
ctgggggcca cgctgagcac gaaggcaaac cctactgcaa ccacccctgc tacgcagcca 240 
tgtttgggcc taaaggcttt gggcggggcg gagccgagag ccacactttc aagtaaacca 3 00 
ggtggtggag accccatcct tggctgcttg cagggccact gtccaggcaa atgccaggcc 3 60 
ttgtccccag atgcccaggg ctcccttgtt gcccctaatg ctctcagtaa acctgaacac 420 
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ttggaaaaaa aaaaaa 435 

<210> 202 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3551330CD1 

<400> 202 



Met 


Pro Lys 


Cys 


Pro 


Lys Cys 


Asn 


Lys 


Glu Val Tyr 


Phe 


Ala 


Glu 


1 






5 








10 






15 


Arg 


Val Thr 


Ser 


Leu 


Gly Lys 


Asp 


Trp 


His Arg Pro 


Cys 


Leu 


Lys 








20 








25 






30 


Cys 


Glu Lys 


Cys 


Gly 


Lys Thr 


Leu 


Thr 


Ser Gly Gly His 


Ala 


Glu 








35 








40 






45 


His 


Glu Gly Lys 


Pro 


Tyr Cys 


Asn 


His 


Pro Cys Tyr 


Ala 


Ala 


Met 








50 








55 






60 


Phe 


Gly Pro 


Lys 


Gly 


Phe Gly Arg Gly Gly Ala Glu 


Ser 


His 


Thr 








65 








70 






75 



Phe Lys 

<210> 203 

<211> 2336 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1440032CB1 

<400> 203 

cgggctggct gcagagaaac 
agcggcagca gcctccgtgg 
acgggagctc gcggtgggca 
gcagggccgc gtggagatcc 
ggccttcacc gacaccgagc 
cccccacaac accgtgttcg 
ggtgcagtcg gacatgaagc 
ggtgcgcgta tgctaccgcg 
ggtgctgagc aagatgaagg 
agtgatcacc gtgcccgcct 
ggccatcgcg gggctcaacg 
ctatgggctg gaccggcggg 
gggcaccttc gatgtgtcgg 
tgctggagat acccacctgg 
ggaagaattc cggcggaagc 
gctgcgcaca gcctgtgagc 
ggagatagac tccctgttcg 
tgaggaactg tgctcagacc 
ggatgccaag ctggacaagg 
catccccaag gtgcagaagt 
catcaaccct gatgaggctg 
ggacaaatgt gagaaagtgc 



cgcagggcga 
cctccagcat 
tcgacctggg 
tggccaacga 
ggctggtcgg 
atgccaagcg 
actggccctt 
gggaggacaa 
agacggccga 
atttcaatga 
tgttgcggat 
gcgcgggaga 
ttctctccat 
gaggagagga 
atgggaagga 
gcgccaagcg 
agggcgtgga 
tcttccgcag 
cccagattca 
tgctgcagga 
tggcctatgg 
aggatctcct 



gcctcactgc 
ccgacaagaa 
caccacctac 
ccagggcaac 
ggacgcggcc 
gctgatcggg 
ccgggtggtg 
gacgttctac 
ggcgtacctg 
ctcgcagcgc 
catcaatgag 
gcgcaacgtg 
tgacgctggt 
cttcgacaac 
cctgagcggg 
caccccgtcc 
cttctacacg 
caccctggag 
tgacgtcgtc 
cttcttcaac 
ggctgctgtg 
gctgctggat 



tgagcgcccc 
gcttcagcca 
tcgtgcgtgg 
cgcaccacgc 
aagagccagg 
cgcaagttcg 
agcgagggcg 
cccgaggaga 
ggccagcccg 
caggccacca 
cccacggcag 
ctcatttttg 
gtctttgagg 
cggctcgtga 
aacaagcgtg 
tccagcaccc 
tccatcactc 
ccggtggaga 
ctggtggggg 
ggcaaggagc 
caggcggccg 
gtggctcccc 



tcgacggcgg 
tgcaggcccc 
gcgtgtttca 
ccagctacgt 
cggccctgaa 
cggacaccac 
gcaagcccaa 
tctcgtccat 
tgaagcacgc 
aggacgcggg 
ctgccatcgc 
acctgggtgg 
tgaaagccac 
accacttcat 
ccctgcgcag 
aggccaccct 
gtgcccgctt 
aggccctgcg 
gctccacacg 
tgaacaagag 
tgttgatggg 
tgtctctggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 



202 



PA-0035 US 



gctggagaca 
caagcagacc 
gtatgagggt 
tggcatccct 
taatggcatc 
catcaccaat 
cgagcagtac 
ggaggcccat 
tcccgaagag 
gcacaaccag 
ctgtcgcccc 
tggcactcaa 
aatggccctt 
tgtcttctat 
ccaggataac 
aaataaaaag 
attttgtgta 



gcaggtgggg 
cagactttca 
gagagggcca 
cctgccccac 
ctgagcgtga 
gacaagggcc 
aaggctgagg 
gtcttccatg 
gacaggcgca 
ctggcagaga 
atcttctcca 
gcccgccagg 
cgtgataagt 
gatcctgccc 
tgaagtcttt 
tcattaattt 
ctttgttact 



tgatgaccac 
ccacctactc 
tgaccaagga 
gtggagtccc 
cagccactga 
ggctgagcaa 
atgaggccca 
tgaaaggttc 
aaatgcaaga 
aggaggagta 
ggctctatgg 
gggaccccag 
cagctgtgac 
ttcagagatg 
tgactttttg 
attaaaactt 
tgcatgtatg 



gctgatccag 
ggacaaccag 
caacaacctg 
ccagatagag 
caggagcaca 
ggaggaggtg 
gagggacaga 
tttgcaagag 
caagtgtcgg 
tgagcatcag 
ggggcctggt 
caccggcccc 
tgtcagggct 
aactttccct 
cggggagggc 
gtgtggcact 
aattttgtta 



aggaacgcca 
cctggggtct 
ctggggcgtt 
gtgacctttg 
ggtaaggcta 
gagaggatgg 
gtggctgcca 
gaaagcctta 
gaagtccttg 
aagagggagc 
gtccctgggg 
atcattgagg 
atgctatggg 
ccaaagctag 
ggttcatcct 
ttaacattgc 
tgtaaaatat 



ctatccccac 
tcatccaggt 
ttgaactcag 
acattgatgc 
acaagatcac 
ttcatgaagc 
aaaactcgct 
gggacaagat 
cctggctgga 
tggagcaaat 
gcagcagttg 
aggttgattg 
ccttctagac 
aactttcttc 
cttctgcttc 
tttcacctat 
agttat 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2336 



<210> 204 
<211> 643 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 204 

Met Gin Ala Pro Arg 
1 5 
Thr Tyr Ser Cys Val 
20 

Leu Ala Asn Asp Gin 
35 

Phe Thr Asp Thr Glu 
50 

Ala Ala Leu Asn Pro 
65 

lie Gly Arg Lys Phe 
80 

His Trp Pro Phe Arg 
95 

Arg Val Cys Tyr Arg 
110 

He Ser Ser Met Val 
125 

Tyr Leu Gly Gin Pro 
140 

Tyr Phe Asn Asp Ser 
155 

He Ala Gly Leu Asn 
170 

Ala Ala He Ala Tyr 
185 

Asn Val Leu He Phe 
200 



1440032CD1 

Glu Leu Ala 
Gly Val Phe 
Gly Asn Arg 
Arg Leu Val 
His Asn Thr 
Ala Asp Thr 
Val Val Ser 
Gly Glu Asp 
Leu Ser Lys 
Val Lys His 
Gin Arg Gin 
Val Leu Arg 
Gly Leu Asp 
Asp Leu Gly 



Val Gly 
10 

Gin Gin 

25 

Thr Thr 
40 

Gly Asp 
55 

Val Phe 
70 

Thr Val 
85 

Glu Gly 

100 
Lys Thr 

115 
Met Lys 

130 
Ala Val 

145 
Ala Thr 

160 
He He 

175 
Arg Arg 

190 
Gly Gly 

205 



He Asp Leu 
Gly Arg Val 
Pro Ser Tyr 
Ala Ala Lys 
Asp Ala Lys 
Gin Ser Asp 
Gly Lys Pro 
Phe Tyr Pro 
Glu Thr Ala 
He Thr Val 
Lys Asp Ala 
Asn Glu Pro 
Gly Ala Gly 
Thr Phe Asp 



Gly 
Glu 
Val 
Ser 
Arg 
Met 
Lys 
Glu 
Glu 
Pro 
Gly 
Thr 
Glu 
Val 



Thr 

15 
He 

30 
Ala 

45 
Gin 

60 
Leu 

75 
Lys 

90 
Val 
105 
Glu 
120 
Ala 
135 
Ala 
150 
Ala 
165 
Ala 
180 
Arg 
195 
Ser 
210 
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Val Leu Ser 
Gly Asp Thr 
Asn His Phe 
Ser Gly Asn 
Arg Ala Lys 
lie Asp Ser 
Arg Ala Arg 
Leu Glu Pro 
Ala Gin lie 
Pro Lys Val 
Leu Asn Lys 
Ala Val Gin 
Gin Asp Leu 
Glu Thr Ala 
Thr lie Pro 
Asn Gin Pro 
Met Thr Lys 
lie Pro Pro 
Asp lie Asp 
Ser Thr Gly 
Arg Leu Ser 
Gin Tyr Lys 
Lys Asn Ser 
Gin Glu Glu 
Lys Met Gin 
Asn Gin Leu 
Leu Glu Gin 
Pro Gly Val 



lie Asp Ala 

215 
His Leu Gly 

230 
Met Glu Glu 

245 
Lys Arg Ala 

260 
Arg Thr Pro 

275 
Leu Phe Glu 

290 
Phe Glu Glu 

305 
Val Glu Lys 

320 
His Asp Val 

335 
Gin Lys Leu 

350 
Ser lie Asn 

365 
Ala Ala Val 

380 
Leu Leu Leu 

395 
Gly Gly Val 

410 
Thr Lys Gin 

425 
Gly Val Phe 

440 

Asp Asn Asn 

455 
Ala Pro Arg 

470 
Ala Asn Gly 

485 
Lys Ala Asn 

500 
Lys Glu Glu 

515 
Ala Glu Asp 

530 
Leu Glu Ala 

545 

Ser Leu Arg 

560 
Asp Lys Cys 

575 

Ala Glu Lys 

590 
lie Cys Arg 

605 

Pro Gly Gly 

620 



Gly Val Phe 
Gly Glu Asp 
Phe Arg Arg 
Leu Arg Arg 
Ser Ser Ser 
Gly Val Asp 
Leu Cys Ser 
Ala Leu Arg 
Val Leu Val 
Leu Gin Asp 
Pro Asp Glu 
Leu Met Gly 
Asp Val Ala 
Met Thr Thr 
Thr Gin Thr 
lie Gin Val 
Leu Leu Gly 
Gly Val Pro 
lie Leu Ser 
Lys lie Thr 
Val Glu Arg 
Glu Ala Gin 
His Val Phe 
Asp Lys lie 
Arg Glu Val 
Glu Glu Tyr 
Pro lie Phe 
Ser Ser Cys 



Glu Val Lys 
220 

Phe Asp Asn 
235 

Lys His Gly 
250 

Leu Arg Thr 
265 

Thr Gin Ala 
280 

Phe Tyr Thr 
295 

Asp Leu Phe 
310 

Asp Ala Lys 
325 

Gly Gly Ser 
340 

Phe Phe Asn 
355 

Ala Val Ala 
370 

Asp Lys Cys 
385 

Pro Leu Ser 
400 

Leu lie Gin 
415 

Phe Thr Thr 
430 

Tyr Glu Gly 
445 

Arg Phe Glu 
460 

Gin lie Glu 
475 

Val Thr Ala 
490 

lie Thr Asn 
505 

Met Val His 
520 

Arg Asp Arg 
535 

His Val Lys 
550 

Pro Glu Glu 
565 

Leu Ala Trp 
580 

Glu His Gin 
595 

Ser Arg Leu 
610 

Gly Thr Gin 
625 



204 



Ala Thr Ala 
225 

Arg Leu Val 
240 

Lys Asp Leu 
255 

Ala Cys Glu 
270 

Thr Leu Glu 
285 

Ser lie Thr 
300 

Arg Ser Thr 
315 

Leu Asp Lys 
330 

Thr Arg lie 
345 

Gly Lys Glu 
360 

Tyr Gly Ala 
375 

Glu Lys Val 
390 

Leu Gly Leu 
405 

Arg Asn Ala 
420 

Tyr Ser Asp 
435 

Glu Arg Ala 
450 

Leu Ser Gly 
465 

Val Thr Phe 
480 

Thr Asp Arg 
495 

Asp Lys Gly 
510 

Glu Ala Glu 
525 

Val Ala Ala 
540 

Gly Ser Leu 
555 

Asp Arg Arg 
570 

Leu Glu His 
585 

Lys Arg Glu 
600 

Tyr Gly Gly 
615 

Ala Arg Gin 
630 
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Gly Asp Pro Ser Thr Gly Pro lie lie Glu Glu Val Asp 
635 640 

<210> 205 
<211> 775 
<212> DNA 
<213> Homo sapiens 



<220> 

<2 21> misc_feature 

<223> Incyte ID No: 1000133.1 



<220> 

<221> unsure 
<222> 43 

<223> a, t, c, g, or other 



<400> 205 

gcgaggagca 

gggtgagggg 

tttcttgctg 

cggattgttt 

aaggccaagc 

attgagcagg 

aatttcctaa 

gtggaggaag 

actccgcgcc 

ccaaattctc 

tcccaccaaa 

gaaatttaca 

tgcagtggag 



gcccgcgctg 
cggggcgggg 
cagcaacgcg 
taagaaaatg 
tgaagaaaac 
agaagcggag 
gatcctggag 
agccacctgc 
gatgccaccg 
cggtttgccc 
aaaaagttgc 
ttagcagtgc 
gtttcagtcc 



ctcccgcccc 
cgcggcgtat 
agtgggagca 
gcagacaaac 
ggagacgcag 
tgaaatttcc 
gatttcctac 
aagatggaca 
gcctgtgggt 
cgggatatta 
atattttggt 
tgtgcaagat 
tctgttcagg 



tcgggtgcca 
ataaggctag 
ccaggatctc 
ccagacatgg 
gagaagaaca 
taagatcctg 
ccccgtcctc 
cgagccacaa 
ctctgaaggg 
tagaaaatta 
aagtgtttgt 
tcttacataa 
tgcttagaca 



gcnccgcccc 
gggcgggcgc 
gggctcggaa 
gggaaatcgc 
ccctgccgac 
gagcaggaga 
ttcgagaccc 
gctgcactgt 
accccccccc 
tttgtatgaa 
cctagaggga 
ttcaagacct 
gaagccataa 



tggctgcggc 6 0 
cgctcttttg 120 
cgagactgca 180 
cagcttcgat 240 
caaagagacc 3 00 
agcggagtga 3 60 
cagtcgtgat 420 
gaacctgggc 480 
aatcggactg 540 
taatgaaact 600 
aaaaacaact 6 60 
aaaaccagcc 72 0 
gctga 775 



<210> 206 
<211> 556 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 4020439CB1 



<400> 206 

ctttgggagg 

acatggtgaa 

tccaatatga 

cagcctattt 

ttcatcattg 

tttgatgcct 

attcacagca 

ccccgattta 

gagttcttaa 

taaaaaaaaa 



ccaaggtggg 
acccatctct 
tgaaaaaaag 
gcgacacgaa 
gaaacacagt 
atgtgcttcc 
aagtagtcag 
gacctgcggg 
agactgaaga 
aaaaaa 



aagattgctt 
aataaaaata 
aaggaacaac 
ctgtgcccaa 
ggaggctgca 
caagctgtat 
gaatcgatct 
tgctgcccca 
caggctattc 



gagcctcaga 
caaaaattag 
ggtcgtacca 
tgtgtgccca 
gcagtcaggg 
ttgaagctac 
cgtgaagccc 
cgtcccccac 
tctggagaaa 



ggttgagacc 
tgcttcctcc 
aaaagggccg 
aggacaaggc 
acatttctga 
attactgtct 
gcaaggaccg 
caaagcccat 
aataaaatgg 



agcccgggca 60 
agtccgtgcc 120 
cggccacgtg 180 
tattaacaaa 2 40 
agcgagcgtc 300 
gagttgtgca 3 60 
aacaccccca 420 
gtaaggagct 480 
aaattgtact 540 
556 



<210> 207 
<211> 115 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 4020439CD1 



<400> 207 

Met Met Lys Lys Arg Arg Asn 

1 5 
Gly His Val Gin Pro He Cys 
20 

Pro Lys Asp Lys Ala He Asn 
35 

Glu Ala Ala Ala Val Arg Asp 
50 

Ala Tyr Val Leu Pro Lys Leu 
65 

Ser Cys Ala He His Ser Lys 
80 

Ala Arg Lys Asp Arg Thr Pro 
95 

Ala Ala Pro Arg Pro Pro Pro 
110 

<210> 208 

<211> 4240 

<212> DNA 

<213> Homo sapiens 



Asn Gly Arg 


Thr 


Lys 


Lys 


Gly 


Arg 






10 










15 


Asp 


Thr 


Asn 


Cys 


Ala 


Gin 


Cys 


Val 






25 










30 


Lys 


Phe 


He 


He 


Gly 


Asn 


Thr 


Val 






40 










45 


He 


Ser 


Glu 


Ala 


Ser 


Val 


Phe 


Asp 






55 










60 


Tyr 


Leu 


Lys 


Leu 


His 


Tyr 


Cys 


Leu 






70 










75 


Val 


Val 


Arg 


Asn 


Arg 


Ser 


Arg 


Glu 






85 










90 


Pro 


Pro 


Arg 


Phe 


Arg 


Pro 


Ala 


Gly 






100 










105 


Lys 


Pro 


Met 













115 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2507087CB1 



<400> 208 

ttttcgagtg aaggacccgg agccgaaaca ccggtaggag cggggaggtg ggtactacac 60 
aaccgtctcc agccttggtc tgagtggact gtcctgcagc gaccatgccc cgtaaaggca 12 0 
cccagccctc cactgcccgg cgcagagagg aagggccgcc gccgccgtcc cctgacggcg 180 
ccagcagcga cgcggagcct gagccgccgt ccggccgcac ggagagccca gccaccgccg 240 
cagagactgc aagtgaggaa cttgataata gaagtttaga agagattttg aacagcattc 300 
ctcctccccc gcctccagca atgaccaatg aagctggagc tcctcggctt atgataactc 3 60 
atattgtaaa ccagaacttc aaatcctatg ctggggagaa aattctggga cctttccata 420 
agcgcttttc ctgtattatc gggccaaatg gcagtggcaa atccaatgtt attgattcta 480 
tgctttttgt gtttggctat cgagcacaaa aaataagatc taaaaaactc tcagtattaa 540 
tacataattc tgatgaacac aaggacattc agagttgtac agtagaagtt cattttcaaa 60 0 
agataattga taaggaaggg gatgattatg aagtcattcc taacagtaat ttctatgtat 66 0 
ccagaacggc ctgcagagat aatacttctg tctatcacat aagtggaaag aaaaagacat 720 
ttaaggatgt tggaaatctt cttcgaagcc atggaattga cttggaccat aatagatttt 780 
taattttaca gggtgaagtt gaacaaattg ctatgatgaa accaaaaggc cagactgaac 840 
acgatgaggg tatgcttgaa tatttagaag atataattgg ttgtggacgg ctaaatgaac 900 
ctattaaagt cttgtgtcgg agagttgaaa tattaaatga acacagagga gagaagttaa 960 
acagggtaaa gatggtggaa aaggaaaagg atgccttaga aggagagaaa aacatagcta 102 0 
tcgaatttct taccttggaa aatgaaatat ttagaaaaaa gaatcatgtt tgtcaatatt 1080 
atatttatga gttgcagaaa cgaattgctg aaatggaaac tcaaaaggaa aaaattcatg 1140 
aagataccaa agaaattaat gagaagagca atatactatc aaatgaaatg aaagctaaga 12 00 
ataaagatgt aaaagataca gaaaagaaac tgaataaaat tacaaaattt attgaggaga 12 60 
ataaagaaaa atttacacag ctagatttgg aagatgttca agttagagaa aagttaaaac 1320 
atgccacgag taaagccaaa aaactggaga aacaacttca aaaagataaa gaaaaggttg 13 80 
aagaatttaa aagtatacct gccaagagta acaatatcat taatgaaaca acaaccagaa 1440 
acaatgccct cgagaaggaa aaagagaaag aagaaaaaaa attaaaggaa gttatggata 1500 
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gccttaaaca 
tgggtttcag 
ttgatatcta 
ctctaattgc 
gaaaactccc 
cacaagaaga 
caaagagctc 
aaaaaaaatc 
atgaaaaata 
attctattga 
caacctttat 
ctcctgaaaa 
aagcttttta 
gagtagcata 
aacagtcagg 
cacttgttat 
actctaaaaa 
agttacggca 
agcgtttaat 
tacttgctac 
tcaaaacaga 
gcttacacaa 
ttgataaaat 
caatcaagac 
aagaaataaa 
aggacaaagc 
tccagaaaga 
ctcttcaaaa 
ctgaacataa 
ctatagaaga 
tcaagaatcc 
tgaaaccaaa 
gggtagcaga 
atcttcggaa 
taaaggaaaa 
gcttggatcc 
aaaagatctt 
ctcttcacca 
attttaaaaa 
tcataataat 
acaagacata 
gactttgttg 
ttctatttgt 
actggtttct 
gcttctagat 
tacctggagg 



ggaaacacaa 
caaatcggta 
tctcagtcgt 
agcttctgag 
tcaaactgaa 
aacaaacttt 
attagcaatg 
tggcaggatt 
cgacgtggct 
tatagcccaa 
aggtttagat 
tactcctcgt 
ttttgcttta 
tcaaaaagat 
tacaatgact 
tgaaatctct 
agcaatgcaa 
tagtgaacga 
agagcaagaa 
agcccctgac 
atatgatgct 
taccatcgta 
aaataagcaa 
tgctgacaga 
agatactgag 
agcagaggtc 
acatcgcaat 
agatgcactt 
ttctaaaata 
taatcctatt 
agattctata 
cctcggtgcc 
attggacaaa 
acaaaggctt 
ttaccaaatg 
tttctctgaa 
caacctttcg 
ctacaagccc 
tgtgtccatt 
ttctcttcga 
caacataaca 
aactttatgc 
aaaggattat 
gttttatgca 
tacaaaaata 
gtcaggtaac 



gggcttcaga 
aatgaagcac 
cataatactg 
actctcaaag 
caagaattaa 
aaaagtttgg 
aatcgaagta 
ccaggaatat 
atatcatcct 
gaatgtgtaa 
aagatggctg 
ttatttgatt 
cgagatacct 
agaagatgga 
ggtggtggaa 
gaagaagagg 
atccaagaac 
gaaatgagga 
gaatatttga 
aaaaaaaagc 
gtggctgaga 
gaaatcaata 
ttagatgaat 
aaccttcaaa 
aaagaggtgg 
gtaaagaata 
ctgcttcaag 
agtattaagt 
aaatattggc 
gaagagattt 
acaaatcaaa 
atcgcagagt 
attacttatg 
aatgaattta 
cttactttgg 
ggaatcatgt 
ggaggagaga 
actccccttt 
gttgcatttt 
aataatatgt 
aaaagtgttg 
tgaagattct 
gagttgtata 
gttgtcattt 
tgacaatctt 
ttgccaaact 



aagaaaaaga 
gttcaaagat 
cagtgtctca 
aaaggaaagc 
aggagaaaga 
ttcatgatct 

gggggaaagt 

atggaagatt 
gttgtcatgc 
acttccttaa 
tatgggcgaa 
tagtaaaagt 
tagtagctga 
gagtggtaac 
gcaaagtaat 
taaacaaaat 
agaaagtaca 
acacactaga 
atgtccaagt 
agaaattgct 
aagctggtaa 
atcataaact 
gtgcttctgc 
aggcacaaga 
atgacctaac 
caaatgctgc 
aattaaaagt 
tgaaacttga 
acaaagagat 
cggttctaag 
ttgcactttt 
ataaaaagaa 
aaagagacag 
tggcaggttt 
gaggggacgc 
tcagtgttcg 
aaacacttag 
acttcatgga 
atatatatga 
ttgagatttc 
ctgtaaatcc 
tcaagttgat 
aaatacatac 
gtaaagtcta 
gtaagtagca 
aaaaagtatg 



aagtcgagag 
ggatgtagcc 
attaactaag 
tgcaatcaga 
aaaagaactt 
ctttcaaaaa 
ccttgatgca 
gggggactta 
actggactac 
aagacaaaat 
aaagatgacc 
aaaagatgag 
caacttggat 
tttacaggga 
gaaaggaaga 
ggaatcacag 
acttgaagaa 
aaaatttact 
taaggaactt 
agaagaaaac 
agtagaagct 
caaggcccaa 
tattactaaa 
ctctgtcttg 
agcagagctg 
agaggaatcc 
tattcaagaa 
acaaatagat 
ttcaaaaata 
cccagaggat 
ggaagcccgg 
ggaagaattg 
ttttagacag 
ttatataata 
cgaactcgag 
accacctaag 
ttcattggct 
tgagattgat 
acaaacaaaa 
ggatagactt 
aaaagaaatt 
tcagtgtatt 
tccctaaact 
ataaaatatt 
gactatggag 



aaagaactta 
cagtcagaac 
gctaaggaag 
gatatagaag 
caaaaactta 
gttgaagaag 
ataattcaag 
ggagccattg 
attgttgttg 
attggagttg 
gaaattcaaa 
aaaattcgcc 
caagccacaa 
caaatcatag 
atgggttcct 
ttgcaaaacg 
agagtagtta 
gcaagcatcc 
gaagctaatg 
gttagtgctt 
gaggttaaac 
caagacaaac 
gcccaagtag 
cgtacagaga 
aaaagtcttg 
ttaccagaga 
aatgaacatg 
ggtcacattg 
tcactgcatc 
cttgaagcga 
tgtcatgaaa 
tatttgcaac 
gcatatgaag 
acaaataaat 
cttgtagaca 
aaaagttgga 
ttagtatttg 
gcagcccttg 
aatgcacagt 
attggaattt 
gcatctaagg 
actgattttt 
agatcatgaa 
ctctataatt 
aaaaatgagt 



1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4240 



<210> 209 
<211> 1288 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2507087CD1 
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<400> 209 
Met Pro Arg 
1 

Glu Gly Pro 
Glu Pro Glu 
Ala Glu Thr 
lie Leu Asn 
Glu Ala Gly 
Asn Phe Lys 
Lys Arg Phe 
Asn Val lie 
Lys lie Arg 
Glu His Lys 
Lys lie lie 
Ser Asn Phe 
Val Tyr His 
Asn Leu Leu 
Leu lie Leu 
Lys Gly Gin 
Asp lie lie 
Cys Arg Arg 
Asn Arg Val 
Glu Lys Asn 
Phe Arg Lys 
Gin Lys Arg 
Glu Asp Thr 
Glu Met Lys 
Leu Asn Lys 
Thr Gin Leu 
His Ala Thr 



Lys Gly Thr 
5 

Pro Pro Pro 
20 

Pro Pro Ser 
35 

Ala Ser Glu 
50 

Ser lie Pro 
65 

Ala Pro Arg 
80 

Ser Tyr Ala 
95 

Ser Cys lie 

110 
Asp Ser Met 

125 
Ser Lys Lys 

140 

Asp lie Gin 
155 

Asp Lys Glu 
170 

Tyr Val Ser 
185 

lie Ser Gly 

200 
Arg Ser His 

215 
Gin Gly Glu 

230 
Thr Glu His 

245 
Gly Cys Gly 

260 
Val Glu lie 

275 
Lys Met Val 

290 
lie Ala lie 

305 
Lys Asn His 

320 
He Ala Glu 

335 
Lys Glu He 

350 

Ala Lys Asn 

365 
He Thr Lys 

380 
Asp Leu Glu 

395 
Ser Lys Ala 



Gin Pro Ser 
Ser Pro Asp 
Gly Arg Thr 
Glu Leu Asp 
Pro Pro Pro 
Leu Met He 
Gly Glu Lys 
He Gly Pro 
Leu Phe Val 
Leu Ser Val 
Ser Cys Thr 
Gly Asp Asp 
Arg Thr Ala 
Lys Lys Lys 
Gly He Asp 
Val Glu Gin 
Asp Glu Gly 
Arg Leu Asn 
Leu Asn Glu 
Glu Lys Glu 
Glu Phe Leu 
Val Cys Gin 
Met Glu Thr 
Asn Glu Lys 
Lys Asp Val 
Phe He Glu 
Asp Val Gin 
Lys Lys Leu 



Thr Ala Arg 
10 

Gly Ala Ser 
25 

Glu Ser Pro 
40 

Asn Arg Ser 
55 

Pro Pro Ala 
70 

Thr His He 
85 

He Leu Gly 
100 

Asn Gly Ser 
115 

Phe Gly Tyr 
130 

Leu He His 
145 

Val Glu Val 
160 

Tyr Glu Val 
175 

Cys Arg Asp 
190 

Thr Phe Lys 
205 

Leu Asp His 
220 

He Ala Met 
235 

Met Leu Glu 
250 

Glu Pro He 
265 

His Arg Gly 
280 

Lys Asp Ala 
295 

Thr Leu Glu 
310 

Tyr Tyr He 
325 

Gin Lys Glu 
340 

Ser Asn He 
355 

Lys Asp Thr 
370 

Glu Asn Lys 
385 

Val Arg Glu 

400 

Glu Lys Gin 
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Arg 


Arg 


Glu 






15 


Ser 


Asp 


Ala 






30 


Ala 


Thr 


Ala 






45 


Leu 


Glu 


Glu 






60 


Met 


Thr 


Asn 






75 


Val 


Asn 


Gin 






90 


Pro 


Phe 


His 






105 


Gly 


Lys 


Ser 






120 


Arg 


Ala 


Gin 






135 


Asn 


Ser 


Asp 






150 


His 


Phe 


Gin 






165 


He 


Pro 


Asn 






180 


Asn 


Thr 


Ser 






195 


Asp 


Val 


Gly 






210 


Asn 


Arg 


Phe 






225 


Met 


Lys 


Pro 






240 


Tyr 


Leu 


Glu 






255 


Lys 


Val 


Leu 






270 


Glu 


Lys 


Leu 






285 


Leu 


Glu 


Gly 






300 


Asn 


Glu 


He 






315 


Tyr 


Glu 


Leu 






330 


Lys 


He 


His 






345 


Leu 


Ser 


Asn 






360 


Glu 


Lys 


Lys 






375 


Glu 


Lys 


Phe 






390 


Lys 


Leu 


Lys 






405 


Leu 


Gin 


Lys 



PA-0035 US 

Asp Lys Glu 
Asn Asn lie 
Lys Glu Lys 
Ser Leu Lys 
Arg Glu Lys 
Arg Ser Lys 
Ser Arg His 
Ala Leu lie 
lie Arg Asp 
Lys Glu Lys 
Asn Phe Lys 
Ala Lys Ser 
Asp Ala lie 
Tyr Gly Arg 
Val Ala He 
Asp Ser He 
Gin Asn He 
Val Trp Ala 
Pro Arg Leu 
Gin Ala Phe 
Leu Asp Gin 
Arg Val Val 
Met Thr Gly 
Ser Leu Val 
Ser Gin Leu 
Gin Lys Val 
Glu Arg Glu 
Gin Arg Leu 



410 

Lys Val Glu 

425 
He Asn Glu 

440 
Glu Lys Glu 

455 
Gin Glu Thr 

470 
Glu Leu Met 

485 

Met Asp Val 

500 
Asn Thr Ala 

515 

Ala Ala Ser 
530 

He Glu Gly 
545 

Glu Lys Glu 

560 
Ser Leu Val 

575 

Ser Leu Ala 
590 

He Gin Glu 
605 

Leu Gly Asp 
620 

Ser Ser Cys 
635 

Asp He Ala 
650 

Gly Val Ala 
665 

Lys Lys Met 
680 

Phe Asp Leu 
695 

Tyr Phe Ala 
710 

Ala Thr Arg 
725 

Thr Leu Gin 
740 

Gly Gly Ser 

755 
He Glu He 

770 

Gin Asn Asp 
785 

Gin Leu Glu 
800 

Met Arg Asn 
815 

He Glu Gin 



Glu Phe Lys 
Thr Thr Thr 
Glu Lys Lys 
Gin Gly Leu 
Gly Phe Ser 
Ala Gin Ser 
Val Ser Gin 
Glu Thr Leu 
Lys Leu Pro 
Leu Gin Lys 
His Asp Leu 
Met Asn Arg 
Lys Lys Ser 
Leu Gly Ala 
Cys His Ala 
Gin Glu Cys 
Thr Phe He 
Thr Glu He 
Val Lys Val 
Leu Arg Asp 
Val Ala Tyr 
Gly Gin He 
Lys Val Met 
Ser Glu Glu 
Ser Lys Lys 
Glu Arg Val 
Thr Leu Glu 
Glu Glu Tyr 



415 

Ser He Pro 
430 

Arg Asn Asn 
445 

Leu Lys Glu 
460 

Gin Lys Glu 
475 

Lys Ser Val 
490 

Glu Leu Asp 
505 

Leu Thr Lys 
520 

Lys Glu Arg 
535 

Gin Thr Glu 
550 

Leu Thr Gin 
565 

Phe Gin Lys 
580 

Ser Arg Gly 
595 

Gly Arg He 
610 

He Asp Glu 
625 

Leu Asp Tyr 
640 

Val Asn Phe 
655 

Gly Leu Asp 
670 

Gin Thr Pro 
685 

Lys Asp Glu 
700 

Thr Leu Val 
715 

Gin Lys Asp 
730 

He Glu Gin 
745 

Lys Gly Arg 
760 

Glu Val Asn 
775 

Ala Met Gin 
790 

Val Lys Leu 

805 

Lys Phe Thr 
820 

Leu Asn Val 
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420 

Ala Lys Ser 
435 

Ala Leu Glu 
450 

Val Met Asp 
465 

Lys Glu Ser 
480 

Asn Glu Ala 
495 

He Tyr Leu 
510 

Ala Lys Glu 
525 

Lys Ala Ala 
540 

Gin Glu Leu 
555 

Glu Glu Thr 
570 

Val Glu Glu 
585 

Lys Val Leu 
600 

Pro Gly He 
615 

Lys Tyr Asp 
630 

He Val Val 
645 

Leu Lys Arg 
660 

Lys Met Ala 
675 

Glu Asn Thr 
690 

Lys He Arg 
705 

Ala Asp Asn 
720 

Arg Arg Trp 
735 

Ser Gly Thr 
750 

Met Gly Ser 
765 

Lys Met Glu 
780 

He Gin Glu 
795 

Arg His Ser 

810 

Ala Ser He 

825 

Gin Val Lys 
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830 835 840 

Glu Leu Glu Ala Asn Val Leu Ala Thr Ala Pro Asp Lys Lys Lys 
845 850 855 

Gin Lys Leu Leu Glu Glu Asn Val Ser Ala Phe Lys Thr Glu Tyr 
860 865 870 

Asp Ala Val Ala Glu Lys Ala Gly Lys Val Glu Ala Glu Val Lys 
875 880 885 

Arg Leu His Asn Thr lie Val Glu lie Asn Asn His Lys Leu Lys 
890 895 900 

Ala Gin Gin Asp Lys Leu Asp Lys lie Asn Lys Gin Leu Asp Glu 
905 910 915 

Cys Ala Ser Ala lie Thr Lys Ala Gin Val Ala lie Lys Thr Ala 
920 925 930 

Asp Arg Asn Leu Gin Lys Ala Gin Asp Ser Val Leu Arg Thr Glu 
935 940 945 

Lys Glu lie Lys Asp Thr Glu Lys Glu Val Asp Asp Leu Thr Ala 
950 955 960 

Glu Leu Lys Ser Leu Glu Asp Lys Ala Ala Glu Val Val Lys Asn 
965 970 975 

Thr Asn Ala Ala Glu Glu Ser Leu Pro Glu lie Gin Lys Glu His 
980 985 990 

Arg Asn Leu Leu Gin Glu Leu Lys Val lie Gin Glu Asn Glu His 
995 1000 1005 

Ala Leu Gin Lys Asp Ala Leu Ser lie Lys Leu Lys Leu Glu Gin 
1010 1015 1020 

lie Asp Gly His lie Ala Glu His Asn Ser Lys lie Lys Tyr Trp 
1025 1030 1035 

His Lys Glu lie Ser Lys lie Ser Leu His Pro lie Glu Asp Asn 
1040 1045 1050 

Pro lie Glu Glu lie Ser Val Leu Ser Pro Glu Asp Leu Glu Ala 
1055 1060 1065 

lie Lys Asn Pro Asp Ser lie Thr Asn Gin lie Ala Leu Leu Glu 
1070 1075 1080 

Ala Arg Cys His Glu Met Lys Pro Asn Leu Gly Ala lie Ala Glu 
1085 1090 1095 

Tyr Lys Lys Lys Glu Glu Leu Tyr Leu Gin Arg Val Ala Glu Leu 
1100 1105 1110 

Asp Lys lie Thr Tyr Glu Arg Asp Ser Phe Arg Gin Ala Tyr Glu 
1115 1120 1125 

Asp Leu Arg Lys Gin Arg Leu Asn Glu Phe Met Ala Gly Phe Tyr 
1130 1135 1140 

lie lie Thr Asn Lys Leu Lys Glu Asn Tyr Gin Met Leu Thr Leu 
1145 1150 1155 

Gly Gly Asp Ala Glu Leu Glu Leu Val Asp Ser Leu Asp Pro Phe 
1160 1165 1170 

Ser Glu Gly lie Met Phe Ser Val Arg Pro Pro Lys Lys Ser Trp 
1175 1180 1185 

Lys Lys lie Phe Asn Leu Ser Gly Gly Glu Lys Thr Leu Ser Ser 
1190 1195 1200 

Leu Ala Leu Val Phe Ala Leu His His Tyr Lys Pro Thr Pro Leu 
1205 1210 1215 

Tyr Phe Met Asp Glu lie Asp Ala Ala Leu Asp Phe Lys Asn Val 
1220 1225 1230 

Ser lie Val Ala Phe Tyr lie Tyr Glu Gin Thr Lys Asn Ala Gin 
1235 1240 1245 

Phe lie lie lie Ser Leu Arg Asn Asn Met Phe Glu lie Ser Asp 
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1250 1255 1260 

Arg Leu lie Gly lie Tyr Lys Thr Tyr Asn lie Thr Lys Ser Val 

1265 1270 1275 

Ala Val Asn Pro Lys Glu lie Ala Ser Lys Gly Leu Cys 

1280 1285 

<210> 210 
<211> 931 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 239996.1 

<220> 

<221> unsure 

<222> 26, 32, 892, 908, 918 
<223> a, t, c, g, or other 



<400> 210 

caactacaaa 

ggcctgcttt 

aaccgccagc 

gtcatctcgc 

ggctgatggt 

taaacaaata 

ttaagcctga 

ccggtctcag 

atttttcccg 

aagttataga 

tacttgcatc 

ttttagccat 

gaaataacat 

gagtgtcctg 

caagccctag 

aaaactgngg 



cagactttgg 
gatcgctcca 
cctagcttgg 
gcctggagcc 
tctgtgttct 
tactcctgca 
gtttgggcga 
ttctacaggg 
caatctccct 
ttactgtgga 
cctgtgtctg 
accttttctt 
gggggagggg 
gaggtacgcc 
atggaggagg 
aaactggnac 



gcaggnaagg 
gctctgttgt 
agttccgttc 
gggtcgccgc 
tgacgtaatt 
ggctcagatt 
ctacagaatc 
gagggaagaa 
tccaaatcag 
ctgaggatca 
tatttacagt 
cttacttact 
tgtgttaaag 
tacactcctg 
aaagagttgg 
cctagctatg 



cnggcgggcg 
aattttgtct 
cacggagtac 
tccttccgaa 
aggaggccac 
tgaagaggga 
caggaagaaa 
agggggtgtt 
tcactgatta 
ttttgttaat 
aacaacttcc 
tatttttagc 
ggaaggaagg 
tttaacatct 
aagcctcctc 



ggggtggggg 
tcgccagata 
cctccctccc 
gtctcgctgg 
gcagctctcc 
aggttccagc 
atctagatgg 
agtggggata 
atgagcaaag 
atcaggcaag 
ttagtcacaa 
atcatcagga 
aaaagccatc 
tgtggttgta 
aaatctgcct 



tgggggcggg 
gattagctgg 
cacccccagc 
aaacttcaag 
aacactccgt 
caagtccacc 
catggtcgct 
tttgctgttc 
cccatgccac 
aaacttgcct 
actgatatgc 
gttgggatag 
ctttatccca 
gtgccttctc 
angaaagggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

931 



<210> 211 

<211> 1565 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1097380.1 



<400> 211 

caacagagtg gcggccgcta cggccctgga 
tgagcggcca ggacgacgag gagcagggcc 
ttagtttcaa caccagattg aaatggtttg 
ctccacctcc ttggtgactc caagtactca 
ggccacttct gcctccatcc actcaacgcc 
caaggccaca gggtccaccc acacagcgcc 
ccaagccctg agctcattaa acacagccaa 
ctccacacac catcctgaag ccacctcaac 
cagtacagga actgggacac ctgtggggtt 



acggggccat ggagaagctg cggcgagtcc 60 
tgactgcgca ggtcctggat gcctcatccc 120 
ccatctgctt cgtatgtggc gttttctttt 180 
cacagtcatc acccctcccc gcacacagat 240 
aacaggcacc attcctccac cgacaacgct 3 00 
aacaaggacg ctgaccacca gcgggaccag 3 60 
aacctctaca tccctacatt cacacacttc 420 
ttctaccacc aacatcaccc ccaaccccac 480 
tcgggttcgg ggtttcctgg tgggcgtcag 540 
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gggcaggcaa 
cgagtcctga 
aatctcttga 
ccatctgctt 
cgggcggcat 
gtacatgctt 
tgcttgcaac 
ggcataagaa 
atagcctgtc 
taagttgaaa 
tgaagtttgc 
ttttgtacta 
atgcttgtaa 
atcactgcca 
atgtgaatat 
atgtctgcat 
tgcttattat 
cttgg 



cagagtggcg 
gcggccagga 
ggtcctggat 
cgtatgtggc 
aaatcttttt 
tttaatggga 
aattgttatg 
gggactggct 
atacatccca 
atcagaaact 
ttttccccat 
agtctcattt 
ctttaaattc 
gttgtaatta 
ttaaaggtag 
ttttaagatt 
atgtaataaa 



gccgctacgg 
cgacgaggag 
gcctcatccc 
gttttctttt 
gcagtgtttt 
cctgtgaagc 
cttttgtgtt 
gtgttattct 
tatgcaaggg 
tgtggaaaag 
aaaacactcc 
tgtatactgg 
atatgtgtca 
tttttagcca 
acctgtgctg 
ttttttactt 
aataatatat 



ccctgtaaca 
cagggcctga 
ttagtttcaa 
ctattcttgg 
ataccctcgg 
aactgaagaa 
tcatatttac 
gcatattgca 
atgcagttat 
agcacttgaa 
aggaacaact 
taaaaactac 
taatatactt 
atttttaaat 
caagataatt 
taaatgtgaa 
aaatctttac 



gggccatgga 
ctgcgcagga 
caccagattg 
aactggattg 
caatcttgct 
aatgtttgaa 
cctgtgtgct 
gttcttgtca 
taaatgctgt 
tgttggtact 
gacgtgacag 
atgcttgatt 
ttcccaagat 
cttttcaaag 
aaactttttt 
acttatttta 
aattttgaaa 



gaagctgcgg 
ttcacagatt 
aaatggtttg 
ctgtggcttc 
gcgttagcca 
gcaacaagat 
gctctttggt 
atgacctggt 
tcttctctcc 
ctatgtttgg 
ttgaagaccg 
aaaccattaa 
aagattttta 
cagctttgaa 
gcttttaaaa 
agctaaaaat 
taaacccatc 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1565 



<210> 212 

<211> 4130 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 021524.2c 



<400> 212 

gtttaagaca 

tcataataaa 

aggaagatct 

ttgtgcagca 

gagaccacag 

tgaaatttca 

catagtgagt 

ttatatgcag 

aacactttca 

teaacttttg 

cagtggtcca 

tgccttcaga 

tccaccatag 

caggttcggc 

gatcgcacaa 

acaggccatt 

agttgaaatg 

ctttctatct 

aattaatggc 

cctttgagca 

ggctgcattc 

cagtcaaacc 

aatctgtatt 

acacatttat 

tctggtttca 

tgggggaagg 

tttgggtcag 



gttattttta 
agattaatgt 
gttgaaattc 
gtttcactcc 
gttcttgctc 
gtttcattca 
taatttgata 
gtttttgttg 
tagaatcatt 
gcagaaaata 
cccccataaa 
gggcagttga 
cagggactag 
tgggggcagc 
ctgcagagac 
gccacctgca 
gtctttctcc 
gttggataca 
aaagaaaaaa 
aagaaatggg 
ccctcctgtc 
gtaatacagt 
tcacagttgt 
tttcatttgt 
tgttctccct 
gaaagtaaaa 
actgccaggc 



atgggaattt 
tgggcttgtt 
caggtgctgg 
ttcctccact 
tggatgagca 
aatgttacct 
ttcatatcct 
tacctgtatc 
tggatcttgt 
ctttggattc 
actgtaagac 
ttccagtcca 
ggagggaggc 
tgataggcct 
agggttccct 
ctttgaagaa 
cttcctcaga 
acagtgtgct 
aaaattattt 
ttttgctggg 
atagatctga 
ttccagaaaa 
atagaataaa 
tattttcttt 
ggaaatatta 
gtgagggagg 
tacagagtta 



gctgttgcac 
gttaatattg 
atcatagcac 
gtgtccagtt 
gcatgacacc 
aaaatttatg 
ggaagtatac 
cagatcttct 
atagagtgta 
tccccaaggt 
aagcctcctg 
gttgcctccc 
agggaacgtt 
aaggccatac 
cactgctagt 
gtgagcaaag 
gagcaaccag 
tttggtgcac 
accagccctc 
tcattttgcc 
cccccagcat 
ttcgacagtc 
ggctttagtt 
catagcagat 
gcattgatac 
gaagagccag 
agggaagctg 



aatttgagaa 
catctcagat 
ttggactgtt 
ttatttacac 
atcaaaattt 
gtgtcagaat 
atatttgttt 
tttcactgtt 
acttattggg 
catttgtatt 
tatgaagcca 
tagcttgtgt 
ttttcttttc 
cttactattt 
cagcttcttt 
acgtggccac 
cttctttttt 
attttttagc 
agttgtgttt 
ctgtgtgcta 
gattgtattt 
tgcaatgcca 
aaaatatttc 
tacagagaaa 
ccattttatc 
aacctttggg 
gccccagaac 



ccagcccatt 
gtgttcttgt 
gggccggagt 
aaagcgagct 
aagaccatga 
aaagggagat 
ttccaaagtt 
ctaacaatct 
gataaacact 
cagagtaaat 
gaagcacaag 
gtggcctgcc 
tacatcttca 
aagatactct 
tggaaactgg 
atttctaata 
tttaaaagtc 
aatagttgtg 
gcccgagggg 
agccttgggt 
ctttcccctc 
aaagggtaaa 
aaagtgtagt 
gaaagaaacc 
ctccaactta 
tgagggcaac 
agtcctgtgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 
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cgattctgtt ctacttcctg cattccagca gacttgacac tgggctccca gacgatccag 1680 
gacacaatgc ctcactgtta tgcacacgta tcagctgctc tggtaggctt gacaagggtt 17 40 
tgctttaaat gaagggtttg ctaatttggg accctccctc catatagttg gcctgtgccc 1800 
cccagagcag acattccttg tcctgcatac ctgacacagc ttgtgagttc cctgcatgta 1860 
caccagcatt acaaatgatc ctgtaaaggt gagactttca actaggcaca agctagaaga 1920 
cgaggccaga gcagctttca tagtaattag cagtgtggga actgagggtc cagtcaacac 19 80 
agcagaggac ttcaggtgat gaggggccgt ccccaggtgg agtgcagggc ctaacctagc 2 040 
cttaacctcc gaaggcacct ggggtgggga gaacagcttc ctcccctaca acaggaaaga 2100 
acaaaagggt ctttacctac tcttaatcta atcccctaat tcccccttgg ggttgggaac 2160 
cgtgcgtgga tagacctagt caggtagact ggctttgaga aattgcttag ggtgttgaac 2220 
ttaaatttgt gacttttatt cactattggg gctgggtaga tgccttgtat atttagaaga 22 80 
gatcactgtt taagtttggg agctaacagg agttgccact ggggatacag gtctgtggca 2340 
tgtagtccct gaggaagaag aaatattgtg gtctgggcac aaatgggtct ctgctgaagg 2400 
gcctagaatt tccaacgcac ctccctccag gagatggggg caagtacact gcctctctct 2460 
ccctcctgtg actagcatgg tgatcagcct gagccaagtg tagcattgta gcctagggac 2520 
aaggacacat gacagaggac tcagtgtttg ggacttgaaa gggggtggtc ccagggctcc 2580 
agggtccctt ccagtacaga tggggtgggc tgagctgtgc aggaagaatc aaagcgacca 2 640 
ggccaacact ggacagcaac cccttccttc ctcacctcat cttcacactg gattatgacc 2700 
agaccctgct gcctcctggg aagccccagt gaccagagca ggaccaagca ctggacctga 27 60 
gggtacacgg ccaaaagata tcctcccaca aggcccatgg ccccctctca ccacccactg 2820 
aggcctcatg tcccaccaaa gcagcaagga atcctgaccg catagtgcag cccgggctgc 2880 
ctgcccacat ctgggcctca tgaaatgtca tcatgggcct tgtcacagcc ccagggtgtt 2940 
attctgtggt agagatctgg gcctggctgt ccagcccctc agcctccgtc ccagtatcta 3000 
ggccctctgt gcttgctggt tcctcctcag cctgagcttc aagcagctcg gcggacagcc 3 060 
catcttctgg tgaggctgca gaggtgagac tgtcaggaag agtcagctga ggcaggtggt 312 0 
ccgcctgggc ttgggcacct gggctgtccc aggaaggaga cctcaaactc tgacccagac 3180 
catgtagcct caccaccccg ctcatgagaa ctgctgctgg agcagatgtc ctctggccct 3240 
gaggttgaga cagctgtggt ggtcagttct gtggaagagg gcaggctggg ccacacactg 3300 
gcattgctgt tgtccaagag agaaattccc gacacgtcca ggaagcctgg gtccataact 33 60 
cgctgcactg gaggtggggg ctgaagagga gtctccatga aatggggaag tccatcaggg 3 420 
tctggagcac tgtggctggg actcccaggc ccaggaaggg gatcctccat ggaggagcca 3480 
ggtgcctgca gcagggcctc catgtagtca ctctgcctgg aacctgtctc cagggaagga 3 540 
gagtcctcgg gggtgggtcc aggtggtaga gcatcaggtg gtggggcacc aagtggtaga 3600 
gcagaaggtg gtggggtgcc aggtggcttc ttgtggtagc tggggggctg agttgggatc 3 660 
cggtgtagat acccatagcc aatgccacat cccagactgc cctctccacc ccaggctgcg 3720 
ttgggagtta cagtcacctc ccggcaggag tctgacttgg agttatacac catcagcttc 3780 
aagggcttcc cctcatgaga ctcgatgagc gtaaagaagt cctcggactg tgagaaacgc 3 840 
atagcacctg aggcctgctt ccagggctaa agcctcaaca aaaccagaca cttctcatgg 3900 
acagcaccct tctcttcaca ccacatccag agggtctggg gaggggcaaa ttgcgggttc 3960 
ctcacctcct ggagaatctg gtccgaacca accacatagt ctgtgtaggg gcgcaggccg 4020 
acaagggcag caggtgaaga tggttccaca tcctggggaa agaaccgcaa accactggcc 40 80 
atgctactag aggtggggtt gggggatggg aaaggcaggg gaactgcctc 4130 

<210> 213 
<211> 3094 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 021524.9 

<220> 

<221> unsure 

<222> 3017, 3021 

<223> a, t, c, g, or other 



213 



PA- 003 5 US 



<400> 213 

tggcggccca 

ttcgagatga 

cactaaatag 

agcacaagca 

ttgtactctg 

tatggaatgc 

aggccttagc 

tattcctttg 

cttcttcttt 

caatcattgt 

caaaactaat 

atggcacgca 

agcagagatg 

atgatgcctt 

taagaaaccc 

agcttgatag 

taaataaatg 

actgtacaaa 

ctagtattat 

ataataatgt 

tggattttga 

cagtagactt 

cctgggtttc 

atttaggagg 

caatggatga 

agaagggaaa 

gaggtcgcac 

ttcttaatga 

aattcaacaa 

aaaaagatag 

atgaaaaaat 

aaccaggaga 

ttttgtgcca 

tatggaagag 

gctaatgctc 

aagcccactg 

tatctttcaa 

ttaagctgtc 

ttcaagatgt 

caaaggacct 

ctctgtttca 

atgcagtaga 

ccgtttaaga 

tttcataata 

gtaggaagat 

gtttgtgcag 

ccccagggag 

agcgagctga 

gaccatgatg 

agggagatca 

ccaaagtttt 
aacaatctaa 



tcaccggcag 
agtggagaag 
acttttcaca 
agatccatat 
ttgtaatggg 
acacaaggga 
atatgccaag 
ggatgtgaat 
aagtggaaac 
atcagggtcc 
gaagcttaaa 
atgcctgtca 
tatagcaaca 
cacacatgtg 
tgacattcgg 
atcagctgat 
gactttgaaa 
tcctataaca 
tcagtgccac 
ggcatattgg 
agatgaaatt 
aaaaacaggg 
tgcaaaagat 
acttttactc 
agaggaaaat 
tggatatttt 
actgttcagg 
aacagtgcca 
aattcctttc 
actctctgct 
tatcaacttg 
acaggaaaaa 
ggaccaggtt 
cggtggagac 
ctggatattc 
atccccaacg 
ttgaagtgac 
cccagggaag 
acagaagact 
tatctaccca 
actttaagcc 
tatgaaggct 
cagttatttt 
aaagattaat 
ctgttgaaat 
cccatgccta 
gtgcagcagt 
gaccacaggt 
aaatttcagt 
tagtgagtta 
atatgcnggt 
cactttcata 



aacacagcag 
tacaaccgaa 
gccggtcgag 
atagcatcta 
aaaacattaa 
ttttgcatgt 
gataaagaac 
actctaacag 
aaagattcca 
actgaaaagg 
gggcacacgg 
ggcagttctg 
taccgagtcc 
tattctggtg 
gtgctaattt 
cctcctcctg 
ggaattcata 
cctctttgta 
attcttaatg 
gatgtattga 
aagaaaagat 
atgttaacta 
gctggtttca 
ca&gcaLCtcc 
gaagtaaacc 
caagtgcccc 
ctgctctgcc 
caatgggtaa 
tacctccaac 
agtgacatgc 
gataatgagt 
gaagaagata 
ttggatccaa 
ctcaccctcc 
atttacgacc 
ggagcaagac 
taatcgagat 
cagagtgcaa 
gacaacaggc 
ttaacacttg 
cacacactct 
ttttccaagt 
taatgggaat 
gttgggcttg 
tccaggtgct 
gcgatgctgc 
ttcactcctt 
tcttgctctg 
ttcattcaaa 
atttgatatt 
ntttgttgta 
gaatcatttg 



ggcggaggaa 
atggagtcaa 
actctatcat 
tggaacacca 
tatctgcttc 
caacattaag 
tagtagcatc 
cattgactgc 
tttatagcct 
tgttacgggt 
ataatgtgaa 
atgggacaat 
atgatgaagg 
gaagggacag 
gtgaagaaaa 
caatttgggt 
attttagagc 
cacaacctga 
ataagagaca 
aggcatgtaa 
ttaaaatggt 
ttactttgga 
gcagccctga 
tggaatattg 
atgtaaatgg 
cacatacacc 
gagattccgg 
ttgacatcac 
ctcatgcatc 
tccaagtccg 
ctcaaaccac 
ttgctgtgtt 
atatggacct 
attaccgtca 
ttcctctatg 
ttctaacggc 
gtaatataga 
gagcagaaga 
cagtgcagac 
ttagagacac 
gtagcttttc 
ttgtcatata 
ttgctgttgc 
ttgttaatat 
ggatcatagc 
acctcccatg 
cctccactgt 
gatgagcagc 
tgttacctaa 
catatcctgg 
cctgtatcca 
gate 



agtgcaggtt 
tgctctgcag 
aagaatatgg 
tactgattgg 
ttctgacacg 
gacacataag 
agctgggttg 
ctcaaataac 
ggccatgaat 
atgggatcca 
ggcattgeta 
tegectttgg 
tgtttgggcg 
gaagatttat 
agcaccagtt 
tgcaacaact 
ctctggagat 
ccaggttatt 
tatattaacc 
agttgaagat 
gtatgtgcca 
tgaaagtgat 
tgggtcagat 
gectagaaca 
ggagcaggag 
cgtgatcttt 
gggtgagact 
tgtggataaa 
ttcaggagca 
aaaagttatg 
tagctcttct 
ggcagaggag 
tcgaacagtg 
gaagtccacg 
gccccaagag 
tgattggtat 
aaccagtctc 
gccccaagca 
tttgettect 
etcagteggg 
taaaacagta 
aagtaatcaa 
acaatttgag 
tgcatctcag 
acttggactg 
atgtcctggc 
gtccagtttt 
atgacaccat 
aatttatggt 
aagtatacat 
gatcttcttt 



tcctatgtta 
ctggatccag 
agtgtcaatc 
gtaaacgaca 
acagtaaaag 
gattaegtaa 
gacagacaaa 
actgtcacaa 
caactgggaa 
agaacatgtg 
ttaaacagag 
tcccttggcc 
ctgeaagtea 
tgtacagacc 
ctcaagatgg 
aagtctacag 
tatgacaatg 
aaagggggtg 
aaagatacca 
ctgggcaaag 
aattggttct 
tgttttgctg 
ccaaaattga 
catgtgaatc 
aaccgagtgc 
ggtgaagctg 
gagtctatgc 
aatatgecca 
aaaaccttaa 
gaacatgttt 
aataatgaaa 
aaaattgaac 
aaacacttca 
tgaaggctgg 
tagtcctagg 
ggaccgagat 
catgtgtaga 
gactatgtct 
ccttttgttt 
ccacaactgt 
cattccattc 
attgttttca 
aaccagccca 
atgtgttctt 
ttgggccgga 
tttgtggcaa 
atttacacaa 
caaaatttaa 
gtcagaataa 
atttgttttt 
tcactgttct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3094 



<210> 214 
<211> 653 



214 



PA-0035 US 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No; 253987.16 



<400> 214 

gggctgaaca 

accaagtttc 

cggaaactga 

ccgttctgcc 

ccaacttcgc 

tcaggagcga 

ctgggcgacg 

gaggtgtgga 

ctggtctcct 

aggttttgta 

ctttttataa 



cccaggcaag 
ctccctggcg 
ctgctccttg 
tgggaccccg 
cctgcccact 
aggactgtga 
tcaccctgct 
aggagtggct 
tggagaaagg 
ccttttttta 
aagttaacat 



gatgctgcgg 
ccggccagtc 
gtcttctttc 
ggaacctctc 
tgacttcacc 
acttgtggcc 
cccaccccac 
gctctccaaa 
ttctgttgcc 
caggaaggtg 
tttgcataat 



gaccctcgga 
tgcggacggc 
ctcccccgcc 
ctgccggaag 
aaatcccttc 
tgaagagcca 
ccccaagttc 
ctatgccaag 
ctgatttatg 
actttctgta 
aaacgatttt 



gttatcagct 
ccccgcctcg 
cagaacgcag 
ccggacggca 
ctggagactg 
gagctagctc 
taaggtcttt 
gcggcggcag 
aactctataa 
acaatgcgat 
taaacacttg 



ggaggtacag 60 
gcacgctcgg 120 
gtgctggcgc 180 
gggatgggcc 240 
aacctggtgc 300 
tggccaccag 3 60 
tcagagcgtg 420 
agctggtctt 480 
tagagtatat 540 
gtatattaaa 600 
tgt 653 



<210> 215 

<211> 3931 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 344553.1 

<220> 

<221> unsure 

<222> 3210-3228 

<223> a, t, c, g, or other 



<400> 215 

actccctcac 

gatgcagttg 

tttcctcata 

ggctgtacaa 

aagacagcgt 

ctgatggtga 

tgaatcagca 

gaaaggaaaa 

tcaaagagtt 

tggctagcct 

gaaattgtaa 

attcatgcaa 

caaaagctac 

ctgaagaaac 

cgaagcagaa 

aggctgcagc 

aggtcttcca 

ggaaatacct 

tcattcagca 

ataaggaagt 

tagaagccat 



tggctgccat 
aggattgctg 
ttcagcttct 
gctcacgtac 
gggctaccgc 
tgatgaccag 
gagaggagag 
cttggaagct 
ctactcatat 
atttcagaca 
agtgacctac 
aatagcgagg 
atctgtcacc 
acacaatttt 
attagagctg 
cataatcaaa 
gagccagtgt 
gcagcctgac 
cctcaggact 
attacctcag 
tttggacttt 



tgaaagagtc 
gtcaatatga 
gttaaaggtc 
tccactgaag 
atttcctcca 
ttgatccaaa 
aagagcatct 
ctgcaaagac 
caaaatgagg 
cagttaagct 
caggctcatc 
tctggattta 
acctataaga 
ggactgaatt 
aagacaaccg 
gcagttgatt 
aaaggatgtc 
aacctttcca 
gcgaagaaag 
ctggtggatg 
ttggatttca 



cacttctcag 
ttcttcttgc 
acacaactgg 
ttcttcttga 
acgtggatgt 
taacgatgaa 
tcaaaggaaa 
ctacgctcct 
cagtggccat 
ctggaaccac 
aagacaaagt 
cgaccccaaa 
tagaagacag 
tcctacaaac 
aagcaggccc 
caaagtacac 
cttctctctc 
aggctgaggc 
aagagatcct 
ctgtcacctc 
aaagtgacag 



tgactcctag 
tgtgcttttt 
tctctcatta 
tcggggcaaa 
ggccttacta 
ggatgtaaat 
aagcccatct 
tcatctaatc 
agaaaatatc 
caatgaggta 
gatcaaaatt 
tcaggtcttg 
ctttgttata 
cattaagggg 
aagattgatg 
ggccattccc 
ggagctctgg 
tgtcagaaac 
tcaaatacta 
tgctcagacc 
cagcattatc 



ctgggcactg 
ctctgcttca 
aataatgacc 
ggaaaactgc 
tggaggaatc 
gttgaaaatg 
aaaataatgg 
catggaaagg 
aagagaggtc 
gatatctctg 
aaggccttgg 
ggtgtcagtt 
gctgtgcttg 
aaaatagtat 
tctggaaagc 
attgtggggc 
cggtccacca 
ttcctggcct 
aagatggaaa 
tcagactcat 
ctccaggaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



215 



PA-0035 US 



ggtttctcta 
ttagtaagtt 
ctgggacact 
aagctaagaa 
tgtatctgct 
atgcagaagc 
atctcccttt 
gtaaagttca 
atccatccta 
tgaataaata 
aaattgtccg 
gtggatcttc 
acagcctaga 
ttcagtacat 
tggaagcctt 
gtatgtcagc 
gtgatttgat 
ttattctgct 
tagaggtcca 
atcgtgagtc 
cagtggactc 
tggagtttat 
acaaggatga 
gaggttatgt 
atcaagagaa 
gcggatggtt 
acaatgtggc 
at ttaagatt 
agtatgctac 
tttacttata 
aaactagtgt 
gtttcaacaa 
gggaaaacca 
acaaaccatt 
ttaaaagact 
taagccttaa 
tgaggttgtt 
gcacagagga 
ctttttgaga 
tttttggggg 
aagagaacat 
aaaatgtttt 
ataaacagat 
agacacatga 
gataaaataa 



tgcctgtgga 
caaaggttct 
tgtcagaaag 
gttaatcctg 
ggctttgaag 
aggagaaggg 
cataactgat 
tgaaaagact 
catggacgtc 
catgctcgcc 
tcgagttctg 
ttctgcctac 
cattctctac 
tgggaaggct 
aatcgcagcc 
catcctcttt 
gtccaaaatg 
aatagatcat 

gggtggtcta 

taaaacccga 
ctcttttgtg 
ctccacagtg 
agctccattc 
ctctcagaaa 
ctcagagatg 
ttgaaactga 
atgactaagt 
tttgtaaaaa 
ccacagcgtc 
cctctctcaa 
ttgttaaaaa 
tttttgatca 
aacacgttcc 
ttttttctct 
tgttagccaa 
ggtagaaggc 
ccaaagacat 
atcaggaaaa 
ctgtaatatg 
tgagagctct 
tgcttcaaga 
tatttgtatg 
gtggtgataa 
aatgaaagtt 
atatgtagaa 



tttgcttctc 
attggtagca 
ttgtgtcaga 
ggaggacttg 
aatgccctgc 
cccatcagcc 
gaggtgaaga 
gtggcgcact 
aagaacatcc 
attgttcaag 
aaggaaatgg 
actggctaca 
tcgggttctg 
ggtcttcacg 
acccctgacg 
gatgttcagc 
ctgtcagcat 
tctcaggaac 
gctattgata 
gtgaaaaata 
aaagctggcc 
cagttttctc 
aggcaatttg 
agaaaagaaa 
tgcaaagtgg 
cctgtgatat 
acttgctctc 
gctacaaaaa 
attttgaatc 
atctcatttg 
caaaaataaa 
atgtatatga 
ctaatcaggn 
ttttttggag 
cttcaagaat 
acatagaaat 
tcaggtctct 
ttaatttcag 
gtacactgtc 
agttcattta 
aactggtgga 
aattaaaaga 
acccaaaaca 
tagctagccc 
atcaaaaaaa 



atcccaatga 
gtgacatcag 
atgaaggctg 
aaaaagcaga 
ttccagaagg 
acctggctac 
agaccttaaa 
gctggcagct 
tgctgtctat 
acatcctacg 
tcgctcacaa 
tagaacgtag 
gcattctaag 
gtagccaggt 
agggggagga 
tcagacctgt 
ctggcgaccc 
ttcagttaca 
tttcaggtgc 
gggtgactgt 
tggaaaccag 
agtacccatt 
agaaaaagta 
gcgtattagc 
tgtttgcccc 
tttacttgaa 
tgagagcaca 
actgcagttt 
atcatgtgac 
gtacagtcag 
aacaaaacca 
agctcttgat 
nnnnnnnnnn 
ttgggggccc 
taatatttat 
aacatctcat 
acctccagcc 
aaactccatt 
ctctaaggga 
actgtactct 
tttggatttc 
tccatgttga 
aatgacaggt 
actatttgtt 



agaactcctg 
agaaactgtt 
caaactcaaa 
gaaaaaagag 
catcccaagt 
cactgctctc 
cagaatatac 
gctatgcatt 
tggggagctt 
ttttgaaatg 
ttatgaccgt 
tccccgttcg 
gagaagtaac 
ggttattgaa 
gaaccttgac 
cacctttttc 
tatcagtgtg 
atctggacta 
aatggagttt 
ggtaataacc 
tacagaaaca 
cttagtttgc 
cgaaaggctg 
aggatgtgaa 
tcagccggat 
tttgtctccc 
gcgtttacat 
gatcaaattt 
gctttcaaca 
aatagttatt 
cacaaggaga 
aggacttcct 
nnnnnnnngg 
agggagaagg 
gtctctgtta 
ctttctgctg 
ctgcaaaaat 
tgatttttct 
catcctcatt 
gcacaatagc 
caaaatatga 
acatttgcaa 
ccttattttc 
gtaaattgaa 



agagccctca 
atgatcatca 
gcagtagtgg 
gacaccagga 
cttctgaagt 
cagagatatg 
caccaaaacc 
ttaaataaca 
ccccaagaaa 
cctgcaagca 
ttctccagga 
gcatctactt 
ctgaacatct 
gcccaaggac 
tcctatgctg 
aacggataca 
gtgaaaggac 
aaagccaata 
agcttgtggt 
actgacatca 
gaagcaggct 
atgcagatgg 
tccacaggca 
ttcccgctcc 
agtacttcca 
cgaaagggac 
atttacctgt 
gggtatatgc 
acgttcttag 
ctctaagagg 
acccaatttt 
taagcatgac 
ttggacccaa 
gacaagactt 
ttgttagttt 
accattttag 
attggaccta 
tttgctgtgt 
ttatctcacc 
taggatgact 
aataaggaaa 
atatttatta 
cactaaacac 
aacgaagtgt 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3931 



<210> 216 

<211> 5228 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 410785.1 



<220> 



216 



PA-0035 US 



<221> unsure 

<222> 4929, 4935, 4940, 4945, 4974, 4993 
<223> a, t, c, g, or other 



<400> 216 

cacaagacct 

ggaccctggt 

ttggtgtgat 

ttccactgga 

ccacaatctc 

cagctgctca 

ga a tgactgc 

tgttagtagc 

gaccatctca 

tt tcaggcct 

ttggcacttt 

ttgaatttat 

gagccatcct 

tcaagttaga 

atgtcaccaa 

aagtctctat 

tgatgctgca 

gcatttttca 

taaacatggt 

tctttctaat 

tgctgctgaa 

tcagcttctt 

gtcaaggacc 

tcattgtagc 

tctttgctgg 

aaggaaagtc 

ggccaaaagc 

accctgcttt 

ccttgagcat 

aaatgtcatc 

gtaagactgt 

tggttctaat 

tcaacatatc 

atttgaatat 

gctagtggca 

ttttcttgag 

tgtggaatgg 

taggcttatc 

tggccaaatg 

ggttatcagt 

ctttgagtta 

aaacaatcat 

tctaatgtaa 

tattatgtct 

gaaacttcat 

aagactgatt 

ttctttgtct 

cattgtacac 

aaacagactt 

aaaagcttag 

atcaatcctt 



ggaattgaca 
tttcactgtc 
caatgcacct 
tgaccgaaaa 
atactcaatg 
actaatcacc 
atcattcttt 
aaacattctg 
tatacttata 
ggttcctatg 
tcatcagctg 
cttgggcaat 
tcagtctctg 
tgaggaagtc 
agatattaat 
aattcagctc 
tgtggctcag 
gacggctggt 
tttcactgct 
tggaatgagt 
taagttctct 
tgaaattggg 
acgtcctgct 
tctgtgtttc 
agtgctcctg 
ttttgaggaa 
tgctgtagaa 
ttgacatgaa 
tttatatcca 
aaatattacc 
aattaagtaa 
atttttagct 
atttttttaa 
cattaaattg 
ataagttcca 
tactagaatt 
attatagagt 
aaaatctttc 
gtttttgcaa 
taacattaac 
tagtttgctt 
gagtcagaca 
gaaaatttga 
caaaataagt 
aaatgttcag 
gttttatggt 
tagctgtata 
tatctatctg 
tagcttacag 
cagggtgcta 
cttatgtttg 



ggactcccaa 
atcactgctg 
caacaggtaa 
gctatcaaca 
aacccaaaac 
atgctctggt 
ggtgggtggc 
tcattagttg 
attgctggaa 
tatatcggtg 
gccatcgtca 
tatgatctgt 
ctactctttt 
aaagcaaaac 
gaaatgagaa 
ttcaccaatt 
caattttccg 
atcagcaaac 
gtctctgtat 
gggatgtttg 
tggatgagtt 
ccaggcccga 
gctttagcaa 
cagtacattg 
gcctttaccc 
attgctgcag 
atgaaattcc 
cagaaacaat 
catctttaag 
aaaaaagtat 
accaaaaagg 
ctgttcttta 
cacataacta 
gaattttctt 
tgttaaaata 
tgtattttgc 
atactaaaaa 
agcactcaga 
gatttaacac 
atctattata 
tgctttttaa 
tttggtatat 
agtaaaggat 
tgaaaaggta 
cttcagactt 
gtgttcctaa 
cagattctag 
cctttaccta 
tcaattttac 
acgtatctct 
ctttaatgtg 



ctagtacaat 
tgctgggttc 
taatatctca 
actatgttat 
caaccccttg 
ccctgtctgt 
ttggggacac 
gagctctctt 
gaagcatatc 
aaattgctcc 
cgggcattct 
ggcacatctt 
tctgtccaga 
aaagcttgaa 
aagaaagaga 
ccagctaccg 
gaatcaatgg 
ctgtttatgc 
tccttgtgga 
tttgtgccat 
atgtgagcat 
tcccctggtt 
tagctgcatt 
cggacttctg 
tgtttacatt 
aattccaaaa 
taggagctac 
aagggaaccg 
tattgtttta 
ttttttaagt 
ctagtttatt 
taacaaggtt 
gaaacctgag 
acccatatat 
gacaactctt 
ttaaaatttt 
atgtctatag 
aaagaaaacc 
taaaaaggtt 
aaaccatgtt 
ttgaggacag 
tacctcaaat 
tgatcacttt 
gggtttgagg 
ttatcaaaat 
cataaaataa 
ccaaactatt 
cataggcaaa 
aattatggaa 
aggctgtttt 
tattgaagaa 



gacagaagat 
cttccagttt 
ctatagacat 
caacagtaca 
ggctgaggaa 
atccagcttt 
acttggaaga 
gatggggttt 
aggactatat 
aaccgctctc 
tattagtcag 
gcttggcctg 
aagccccaga 
aagactcaga 
agaagcatcg 
acagcctatt 
cattttttac 
aaccattgga 
gaaggcaggg 
cttcatgtca 
gatagccatc 
catggtggct 
cagcaattgg 
tggaccttat 
ttttaaagtt 
gaagagtggc 
agagactgtg 
tctgttttta 
tttttatgtg 
tagagaatat 
ttgttaaact 
cttctaaaat 
gatgcaacaa 
cttatgttaa 
ccatttattg 
acttttgttc 
agaaaaactt 
attttagttc 
tcacctgatc 
gattcccttc 
cctggttttc 
tcctaataag 
gttaaaaata 
attcctgagt 
ccctatttaa 
tcgtctcctt 
ctatggccat 
ttggaaatac 
atatagttct 
ctccaccaac 
aagcactttt 



aaggtcactg 
ggatatgaca 
gttttgggtg 
gatgaactgc 
gagactgtgg 
gcagttggtg 
atcaaagcca 
tcaaaattgg 
tgtgggctaa 
aggggagcac 
attattggtc 
tctggtgtgc 
tacctttaca 
ggatatgatg 
agtgagcaga 
ctagtggcac 
tactcaacca 
gttggcgctg 
cgacgttctc 
gtgggacttg 
ttcctctttg 
gagtttttca 
acctgcaatt 
gtgtttttcc 
ccagaaacca 
tcagcccaca 
taaaaaaaaa 
aatgatgatt 
ctctcatcag 
atttttgatg 
aaagggcagg 
tgaagagatt 
atatttatat 
aggagatatg 
cactcagctt 
tgtattttca 
tcatttttgg 
ctttatttaa 
atatagcgtg 
tggtacaatc 
acatacactc 
tttgatcaaa 
ttttctgaat 
gtgggcttct 
ttttcctgga 
tgacatttcc 
tactaacacg 
acagatgatt 
gatgggtccc 
tggagcactg 
taaaaagtac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 
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tctttaagag 
acatatatgt 
ttttcatttg 
aa taagctta 
agagtctctg 
tcaggatgct 
tt tataggtg 
ataaagtggt 
attttgactg 
tttaagtacc 
tgacaagaaa 
gaactagctt 
ataaaattga 
cctaactttc 
caaatgtgat 
ttcacctgct 
agcttcctcc 
aaggcattgc 
aggccagagt 
ccctctcttg 
catgaagtgc 
ctagtattca 
ttttgttttt 
agaaacaatc 
gagctatcac 
tgtgctgacc 
gggtgactgt 
tactaggcta 
tttattgcat 
tactattatt 
tgtaatttaa 
aattgcgana 
taggctaatt 
gtcctaagca 
ggcaattgta 
tgctgctatt 
actttgag 



tgaaataatt 
aatttagcag 
ggccaatttg 
aataactcag 
aatagggcag 
gatggccttt 
atacatgtga 
aaatatttaa 
gcccacaaac 
ttatattgtt 
cattaaaggg 
actataataa 
cagtaattaa 
catgtactct 
ttttctctta 
acatctagga 
tccctacttt 
tccctccccc 
attaatatcc 
taaaatgggc 
taagcatagt 
tagcaatact 
ttaaaaaaaa 
tcacaacgag 
aatcacaaag 
cctgccattt 
gttcatgcgc 
tctaattcct 
tttctgaatt 
tcttagaata 
tagaattata 
ggggnatatn 
gtnccatatg 
gaggtgatga 
tattagtaac 
tttactgcta 



aaaaaccact 
tccaaagaac 
ggataaacta 
gacatctttg 
gagcaggaaa 
gggaagccca 
tttaatcaaa 
attaaaaatt 
accagaaatt 
ccccttctac 
aaataagaag 
aaaaatttta 
ttaaatttaa 
ctcatttttg 
gctcgtttga 
ttgcccactg 
cctctacatg 
tacacttcaa 
ccatctgtgt 
acagtaatat 
gcctggtaca 
gttaggataa 
aagagtttta 
ggaatggtaa 
gtggtttttc 
ccccaaatgt 
tcccctgaaa 
aaatccaaac 
tgcttttgca 
atactaatta 
atcacaagac 
catgnaggcc 
tagcaaatac 
gtcaagtgta 
ctggggagaa 
atttggtgca 



gaacatttgc 
aagaaattgt 
ttttcacttg 
tgctaaactg 
atggctcctg 
gtgtaaacaa 
tcactattcc 
ccaaagacca 
cagaccctga 
aactttttcc 
aagctgataa 
agtcttcaag 
tcccagggaa 
tggaagtgtt 
agtatgagaa 
tcatgactcc 
gtcagcactg 
ggagttcaca 
cttttgcctt 
tacctacctc 
aagacagtac 
agaattatca 
taagttcaag 
gaatcaggag 
cagggcacgg 
gggaaaccca 
acaacaacaa 
ctgatatttc 
taagttatgt 
taaaacaaaa 
aagaccaaac 
agcatacatg 
agcagttcag 
aatatatata 
aaggtttatt 
cattaaaaag 



tttgttttct 
ttcttttcag 
ggatttcagg 
tgaactctgg 
ggtggctctt 
tgataaagga 
tgatctcatt 
cttttaagtg 
agttttctgc 
ttgcagagat 
agctttatag 
ggtatacatc 
attagatgtg 
tctatactct 
ttagagtttt 
cagggaaaag 
taatgtagct 
gtctaatggg 
ccatgaacct 
agggagttgt 
tcaataagtg 
tatatgagat 
ataatatttt 
agattactaa 
ctcatccatt 
actgcacagt 
caacaaagaa 
taagtaagat 
tatttttaca 
ttctgtatat 
tttgtgtgat 
cataaactac 
caatatcttg 
tatatttttt 
gacaaccact 
aatgatcatg 



aaagttgttc 
tgtgatttgt 
atacagtcaa 
acaaaaatag 
gtatgcttct 
gcttaacact 
tactaacaga 
cttcttcact 
ctcagagaaa 
acatgtgagt 
gaggaccaaa 
ataataaaaa 
aatttgaaca 
aatgccttta 
tggtctcgca 
gtcctatctt 
aagatatagt 
gagttcagga 
gggttttgag 
gaggattaaa 
ctacctaaaa 
agttccaaat 
cttacttcaa 
cctggcagag 
acactccaga 
ttgtagtagt 
tcagaagaga 
tataagaatt 
gggtctatat 
cacatttaaa 
aatcctcagt 
ttcntattgc 
tgcttacagg 
tatttttcat 
ctgatccatc 
aaaagatatt 



3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5228 



<210> 217 
<211> 519 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 237623.6 

<400> 217 

gcgtcccgga gcccacggtg gtcatggctg 
tggccttgct gtcctccagc tctgctgagg 
ggcagctgac agggctttgt ctgggacagc 
cagggtggac tgcggctacc cccatgtcac 
ctttgactcc aggatccctg gagtgccttg 
caccttctga ggcacctcca gctgcccccg 
gcccggctgt gattgctgcc aggcactgtt 
gcaagcgctt ctgctgaaag ttcatatctg 



ccagagcgct ctgcatgctg gggctggtcc 60 
agtacgtggg cctgtcccag caagggctct 12 0 
tgcaaaccag tgtgccgtgc cagccaagga 180 
ccccaaggag tgcaacaacc ggggctgctg 24 0 
gtgtttcaag cccctgcagg aagcagaatg 3 00 
gccgggggat gcgaggctcg gagcaccctt 3 60 
catctcagct tttctgtccc tttgctcccg 420 
gagcctgatg tcttaacgaa taaaggtccc 48 0 



218 



PA-0035 US 



atgctccacc cgaggacagt tcttcgtgcc tgagaaaaa 



519 



<210> 218 
<211> 392 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



076047.1 



<400> 218 

gattgtggtc 

tctacatgta 

aagacagtgt 

atgcgtaaaa 

gagttagatg 

acgtttggat 

attttaaaaa 



ttgatattaa 
ctaatgtgga 
aattttgcat 
tagctctgga 
ttggaaacag 
tttgtgttgt 
taaagaaatg 



attaagtgca 
atagctgcca 
agtaccattt 
aggattcaag 
gggtgggagg 
ggctaaggta 
ctgtaaattt 



cctaaagaaa 
agatacatta 
ttattttgaa 
aaagatctgc 
aaaattgttt 
gtacctatta 
tg 



aaaaaattga 
agtgaaaaaa 
agattatatt 
ttggttacct 
atattgcata 
gaaataaata 



ataaagcaat 6 0 
atcaaagagc 120 
aatgcttggt 180 
ctgagaaaag 240 
atgtctttta 300 
aaattaggta 3 60 
392 



<210> 219 

<211> 1811 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1099500.15 



<400> 219 

cgtcccatca 

ttggaatgac 

actcggagga 

aagttatcag 

ataaagagaa 

cgaagactct 

tggtgatgag 

tatctattat 

tcttcggaaa 

caacagctga 

cttccagagg 

ctctgcaaaa 

cgattggtga 

gagagaatca 

aagaaacacc 

gaggctgata 

ctcctgtctt 

atgatcaaac 

gctgtaactg 

tagactaatc 

atatattttc 

acaactactt 

gcactaaagc 

gggtaacgtg 

agctgtcaag 

tcttgatgtt 



tcttcaggtt 
tcagtgcatt 
tctccctcta 
gaagaatttg 
ctacaagaaa 
caaaatcgga 
atggtttctc 
atcacaggtg 
catggctaga 
aggaatttga 
atgaagaaga 
tcatgaaaga 
catctccatg 
tgaaagctca 
tggagataaa 
agaacgacaa 
ctggcttcag 
ttggtctggg 
aagaaatgcc 
tctggctgag 
aaggatgttt 
taaggggaag 
agagctagta 
cactgtaaga 
ccggatgcct 
tagaaaagta 



atctttgatt 
tggtttatat 
aacatatccc 
gtcaaaaaat 
ttctatgagc 
agaagctttc 
tcaaggacta 
agaccaagga 
agtgatctat 
ggggaagact 
gaaaaagaag 
catattggag 
ctgtattgtc 
agccctaaga 
ccctgaccat 
gtctgtgaag 
tctggaagat 
tattgatgaa 
acccctgaag 
ggatgactta 
ttctttattt 
ataagatttc 
atgctttttg 
cgtatgtaac 
aagtagacca 
ttcgttacat 



ttgggagttt 
ttttttcaga 
gtgagatgtt 
gcttagaact 
agttctctaa 
agagctgtta 
ctgcaccaga 
ccaggtagct 
atgattgagc 
ttagtgtcag 
caggaagaga 
aaaaaagttg 
acaagcacat 
gacaactcaa 
tccattattg 
gatctggtca 
ccccagacac 
gatgacccta 
gagatgacga 
cctgttcagt 
ttgttaatat 
tgtctactaa 
agtttcatgt 
atgatgttaa 
aatcttgtta 
cttgtaggat 



acatagtacc 
cttcattaga 
gcaacaaagc 
ctttactgaa 
aaacataagc 
aggtactaca 
atgaaggaga 
aactcagcct 
ccattgatga 
tcaccaaaga 
aaaaaacaaa 
aaaaggtggt 
atggctggac 
caatgggtta 
agaccttaag 
tcttgcttta 
atgctaacag 
ctgctgatga 
cacatcacgc 
actctacaat 
taaaaagtct 
gtgatgctgt 
tggtttattt 
ctttgtggtc 
ttgaagtgtt 
ctacttttcg 



agttttgtcc 
ggggtggtag 
aaaattttga 
ctggcggaag 
ttggaataca 
catctgcctc 
accagaaaca 
ttgtggaacg 
gtactgtgtc 
aggcctggaa 
gtttgagaac 
tgtgtcaaac 
agcaaacatg 
catggcagca 
gcaaaaggca 
tgaaactgcg 
gatctacagg 
taccagtgct 
atggaagaag 
tcctctgata 
gtatggcatg 
gataccttag 
tcacagattg 
taaagtgttt 
ctgagctgta 
aacttttcat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 
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tccctgtagt tgacaattct gcatgtacta gtcctctaga aataggttaa actgaagcaa 1620 
cttgatggaa ggatctctcc acagggcttg ttttccaaag aaaagtattg tttggaggag 1680 
caaagttaaa agcctaccta agcatatcgt aaagctgttc aaaaataact cagacccagt 1740 
cttgtggatg gaaatgtagt gctcgagtca cattctgctt aaagttgtaa caaatacaga 1800 
tgagttaaaa g 1811 

<210> 220 

<211> 3347 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1099500.18 



<400> 220 

ggctcctccc 

cagctagtgg 

ggggaaccgc 

cggtctcccg 

cccgacggcc 

ccgtgttcgg 

cccgcccaga 

gaagcctcct 

cgatggagga 

cattgatcat 

attcatcaga 

actctgggaa 

ttgtggatac 

ccaagtctgg 

ttggccagtt 

tcaccaaaca 

cagtgaggac 

aagaagacca 

ctcagtttat 

gcgatgatga 

agtcggaaga 

atggtgacaa 

caaaacaaag 

attctataag 

tgaaggacag 

gtttgaaaac 

ggataactgt 

ggaggatctc 

tatcaggaag 

aagagaacta 

aagactctca 

gtgatgagat 

tctattatat 

ttcggaaaca 

aacagctgaa 

ttccagagga 

tctgcaaaat 

gattggtgac 

agagaatcat 

agaaacacct 



ccgggtgtgg 
ggtctagttg 
ggcggggctg 
ccctgccctg 
accgcttcgg 
gcggggacgg 
gtgctgaata 
cgccgccgtt 
ggaggaggtt 
caatactttc 
tgcattggac 
agagctgcat 
tggaattgga 
gaccaaagcg 
cggtgttggt 
taacgatgat 
agacacaggt 
aactgagtac 
tggatatccc 
ggctgaagaa 
caaacctgaa 
gaagaagaga 
cccatctgga 
agcttgacca 
ttggaattca 
agaaagaaaa 
gaggagctaa 
cctctaaaca 
aatttggtca 
caagaaattc 
aaatcggaag 
ggtttctctc 
cacaggtgag 
tggcttagaa 
ggaatttgag 
tgaagaagag 
catgaaagac 
atctccatgc 
gaaagctcaa 
ggagataaac 



cctccgggcg 
accgttccgc 
gtgtcatgag 
aggggcgccg 
agccagcacg 
ctccacccct 
cccgcgcgac 
tctgagaaga 
gagacgttcg 
tactcgaaca 
aaaatccggt 
attaacctta 
atgaccaagg 
ttcatggaag 
ttttattctg 
gagcagtacg 
gaacctatgg 
ttggaggaac 
attactcttt 
aaggaagaca 
attgaagatg 
agaagattaa 
ccagaaatcc 
atgactggga 
gagcccttct 
agaacaatat 
tccctgaata 
tatcccgtga 
aaaaaatgct 
tatgagcagt 
aagctttcag 
aaggactact 
accaaggacc 
gtgatctata 
gggaagactt 
aaaaagaagc 
atattggaga 
tgtattgtca 
gccctaagag 
cctgaccatt 



gcatggctgc 
agccgccagg 
cctgaggtga 
ggaccccaaa 
cggggtaccc 
cctgggccct 
cgtctggatc 
tgcctgagga 
cctttcaggc 
aagagatctt 
atgaaagctt 
taccgaacaa 
ctgacttgat 
ctttgcaggc 
cttatttggt 
cttgggagtc 
gtcgtggaac 
gaagaataaa 
ttgtggagaa 
aagaagaaga 
ttggttctga 
ggaaaagtac 
cgacgatatt 
agatcacttg 
atttgtccca 
caaattgtat 
tctgaacttc 
gatgttgcaa 
tagaactctt 
tctctaaaaa 
agctgttaag 
gcaccagaat 
aggtagctaa 
tgattgagcc 
tagtgtcagt 
aggaagagaa 
aaaaagttga 
caagcacata 
acaactcaac 
ccattattga 



ttcccaggtg 
gccagcggaa 
acttgagggt 
gagcggagga 
tacggggagc 
cccttcggga 
cccgcccagg 
aacccagacc 
agaaattgcc 
tctgagagag 
gacagatccc 
acaagatcga 
caataacctt 
tggtgcagat 
tgctgagaaa 
ctcagcaggg 
aaaagttatc 
ggagattgtg 
ggaacgtgat 
aaaagaaaaa 
tgaggaagaa 
atcgatcaag 
actaatgagg 
gcagtgaagc 
cgacgtgctc 
gtacgcagag 
attagagggg 
caaagcaaaa 
tactgaactg 
cataaagctt 
gtactacaca 
gaaggagaac 
ctcagccttt 
cattgatgag 
caccaaagaa 
aaaaacaaag 
aaaggtggtt 
tggctggaca 
aatgggttac 
gaccttaagg 



atgccggctt 
agccggtcag 
gcctcctcag 
agagcgccac 
gcggatgccc 
cagggactgt 
aagcccctct 
caagaccaac 
cagttgatgt 
ctcatttcaa 
agtaaattag 
actctcacta 
ggtactatcg 
atctctatga 
gtaactgtga 
ggatcattca 
ctacacctga 
aagaaacatt 
aaagaagtaa 
gaagagaaag 
gaaaagaagg 
aagagctcaa 
agtacggaga 
atttttcagt 
cttttgatct 
ttttcatcat 
tggtagactc 
ttttgaaagt 
gcggaagata 
ggaatacacg 
tctgcctctg 
cagaaacata 
gtggaacgtc 
tactgtgtcc 
ggcctggaac 
tttgagaacc 
gtgtcaaacc 
gcaaacatgg 
atggcagcaa 
caaaaggcag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 
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aggctgataa 
tcctgtcttc 
tgatcaaact 
ctgtaactga 
tagactaatc 
atatattttc 
acaactactt 
gcactaaagc 
gggtaacgtg 
agctgtcaag 
tcttgatgtt 
tccctgtagt 
cttgatggaa 
caaagttaaa 
cttgtggatg 
tgagttaaaa 



gaacgacaag 
tggcttcagt 
tggtctgggt 
agaaatgcca 
tctggctgag 
aaggatgttt 
taaggggaag 
agagctagta 
cactgtaaga 
ccggatgcct 
tagaaaagta 
tgacaattct 
ggatctctcc 
agcctaccta 
gaaatgtagt 
ggaaaaaaaa 



tctgtgaagg 
ctggaagatc 
attgatgaag 
ccccttgaag 
ggatgactta 
ttctttattt 
ataagatttc 
atgctttttg 
cgtatgtaac 
aagtagacca 
ttcgttacat 
gcatgtacta 
acagggcttg 
agcatatcgt 
gctcgagtca 
aaaaaagcgc 



atctggtcat 
cccagacaca 
atgaccctac 
gagatgacga 
cctgttcagt 
ttgttaatat 
tgtctactaa 
agtttcatgt 
atgatgttaa 
aatcttgtta 
cttgtaggat 
gtcctctaga 
ttttccaaag 
aaagctgttc 
cattctgctt 
cgctcgcgat 



cttgctttat 
tgctaacagg 
tgctgatgat 
cacatcacgc 
actctacaat 
taaaaagtct 
gtgatgctgt 
tggtttattt 
ctttgtggtc 
ttgaagtgtt 
ctactttttg 
aataggttaa 
aaaagtattg 
aaaaataact 
aaagttgtaa 
ctagaac 



gaaactgcgc 
atctacagga 
accagtgctg 
atggaagaag 
tcctctgata 
gtatggcatg 
gataccttag 
tcacagattg 
taaagtgttt 
ctgagctgta 
aacttttcat 
actgaagcaa 
tttggaggag 
cagacccagt 
caaatacaga 



2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3347 



<210> 221 
<211> 4170 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<22 3> Incyte ID No: 



2278688CB1 



<400> 221 

gctcccccgg 

ccgccccctc 

ttctcgtctt 

cggagaagag 

gcctcaagcc 

tgaggcaggc 

catatgcacc 

atgaaaaagt 

tagattttgt 

ccccttctgg 

gggcttttcc 

ttcctaaaga 

atgatgaaaa 

tggcatttgt 

tccgtgttta 

ctaaaacctt 

atctcattgc 

atagggagac 

ttgctctggt 

aatggtggac 

tagaccactg 

gtgcccagga 

catctgaggt 

gaatgctgca 

ccaagttcca 

gtggtaaacc 

tttatgtgga 

tctgtgctgg 

tctctactag 



tcgctctcct 
cctcgctcgc 
cagccgctcc 
gcccttcgag 
cgacttgctg 
gactaatcag 
agaaggagat 
caccttgtct 
tggagagctg 
agaggtgcgc 
ttgctgggat 
cagagtagct 
tttagtggaa 
tgtgggtgaa 
cactcctgtt 
gcctttttat 
tattgcagac 
tgcattgctt 
tgtgggacat 
tcatctttgg 
cttcccagag 
gcttgacgcc 
tgatgagata 
tgactacatt 
acaaaagaat 
tatagcagct 
agctgaacag 
tgggtcatat 
tgaagacccc 



ccggcggtcg 
cgcctgctct 
tctcgccgcc 
cggctgcctg 
gacttcacct 
attgtgatga 
gaagaaatac 
ttccctagta 
aatgacaaaa 
tatgctgctg 
gagcctgcta 
ttatcaaaca 
gtgaagtttg 
tatgactttg 
ggcaaagcag 
aaggactact 
tttgcagctg 
attgatccaa 
gaactcgccc 
ttaaatgaag 
tatgatattt 
ttagataaca 
tttgatgcta 
ggggataagg 
gctgccacag 
gtgatgaata 
gtagaagatg 
gttggtgaag 
aaccaggcca 



cccgcgctcg 
tcctcggccc 
gcctccacag 
ccgatgtctc 
tcgagggcaa 
attgtgctga 
atgctacagg 
ctctgcaaac 
tgaaaggttt 
taacacagtt 
tcaaagcaac 
tgaatgtaat 
cccgcacacc 
tagaaacaag 
aacaaggaaa 
tcaatgttcc 
gtgccatgga 
aaaattcctg 
atcaatggtt 
gttttgcatc 
ggactcagtt 
gccatcctat 
tatcatatag 
actttaagaa 
aggatctctg 
cctggaccaa 
acagattatt 
attgtcccca 
aactaaaaat 



gtggatgtgg 
tccgcctcct 
cctgggcctc 
ccccatcaac 
gctggaggcc 
tattgatatt 
atttaactat 
aggtacggga 
ctatagaagt 
tgaggctact 
ttttgatatc 
tgaccggaaa 
tgttatgtct 
gtcaaaagat 
atttgcgtta 
ttatcctcta 
gaactggggc 
ttcttcatcc 
tggaaatctt 
ctggattgaa 
tgtttctgct 
tgaagtcagt 
caaaggtgca 
aggaatgaac 
ggaaagttta 
acaaatggga 
gaggttgtcc 
gtggatggtc 
tctaatggac 



cttgcagctg 
cccctcctcc 
gccgcgatgc 
tgcagccttt 
gccgcccagg 
attacagctt 
cagaatgaag 
accttaaaga 
aaatatacta 
gatgcccgaa 
tcattggttg 
ccataccctg 
acatatctgg 
ggtgtgtgtg 
gaggttgctg 
cctaaaattg 
cttgttactt 
cgccagtggg 
gttactatgg 
tatctgtgtg 
gattacaccc 
gtgggccatc 
tctgtcatcc 
atgtatttaa 
gaaaatgcta 
tttcccctca 
caaaagaagt 
cctatcacaa 
aagccagaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 



221 
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tgaatgtggt tttgaaaaat gtcaaaccag 
ttgggtttta tcggacccag tacagctctg 
gtgacctttc tctgccccct gtggatcgac 
ctcgagctgg aatcattagc actgtagagg 
agcccaatta tactgtatgg agcgacctga 
tgtcccacac agacttctat gaggaaatcc 
taggggagag actgggctgg gaccccaaac 
ggggcttggt tctgggaaaa ctaggaaaag 
gtcgtcggtt taaggaccac gtggaaggaa 
ctgtctatct gactgttttg aagcatggtg 
ttcataaaca agcagatatg caagaagaga 
ctcttttgcc tgacctgatt caaaaagtcc 
cacaggacac tgtatcggta attggtggag 
ctgcttggaa attcataaag gacaactggg 
tcttaatatc cagactaata aagctatcag 
gagaggttaa ggctttcttc gagagtcacc 
agtgttgtga aaatattctg ctgaatgctg 
accagtacct ccttcagcgg aaggcctcac 
attggcggtt ctgctcgttc gctgcaggga 
atgccaagaa tttggagtct tctttcaaac 
ctggttcctg ctcacactcc agaattaaat 
caaaaaataa ataaaaaata aaaatgtaaa 
actgtgaaac tttctgaagc cttgtcagtg 
gacagatgtt ctgtttttat aacctaccaa 
atttttgtga agtgggttct gcaaggagcc 
gaatggttaa acacaaaagg ctgatagctg 
ccaagtggct tttttttttt ttggcacggg 
ctcaatctga accaaggatt gtagtttagt 
gaccccttgg ccaaaaaaaa aaacaaaaag 
tttttcctcc ctttagttcc acccccaacc 
agaaataata aggaaacatc tttcatagcc 
tttttttctt tttaaagatg acttataaga 
aaataaaaag atcttcagcc aggcctttct 
gttgtctgaa aagccagctc ttgaacctct 
gttcatttta tgcgtgcgag aagtcagtgg 
taactggttt aaaaaacaaa gactgtaagc 
tatcctacta ataagcctca cctatttaat 
cttcttcttt ccctaccttt tttttctttt 
agaaattcat atttggtgtg gcttaacggt 
cttccttgaa acatttttgt gctattgttt 
aataaaaatg tcaatgtgaa aaaaaaaaaa 

<210> 222 
<211> 919 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2278688CD1 



accaatgggt gaagttaaac ttaggaacag 1800 
ccatgctgga aagtttatta ccaggcattc 1860 
ttggattaca gaatgacctc ttctccttgg 1920 
ttctaaaagt catggaggct tttgtgaatg 1980 
gctgtaacct ggggattctc tcaactctct 2040 
aggagtttgt gaaagatgtc ttttcaccta 2100 
ctggagaagg tcatctcgat gcactcctga 2160 
caggacataa ggcaacgtta gaagaagccc 2220 
aacagattct ctccgctgat ctgaggagtc 2280 
atggcactac tttagatatt atgttaaaac 2340 
aaaaccgaat cgaaagagtc cttggcgcta 2400 
tcacgtttgc actttcagaa gaggtacgtc 2460 
tagctggagg cagcaagcat ggtaggaaag 2 52 0 
aagaacttta taaccgatac cagggaggat 2580 
ttgagggatt tgcagttgat aaaatggctg 2 640 
cagctccttc agctgagcgt accatccagc 2700 
cctggctaaa gcgagatgct gagagcatcc 27 60 
cacccacagt gtgaatcctg aggtgccgcc 2820 
taaggtggag ctaccgaaca gctgattcat 2 880 
cagtgggggt tggacaatga atgtagttaa 2 940 
tctattgaaa aaggaaaatc agcaattcag 3000 
tatgatagta ataaaataga gcataacgaa 3 060 
gttaaaagta tttaacactc tactgttaat 3120 
aaggaaacta gaggcttctt ggtgaagagc 3180 
tataaagcca agggtggtgt ccatttctgg 3240 
gtatcacata gttggagtca gtgcataatt 3300 
gactgatcag gaagatatat tcctgcataa 33 60 
tttcctcctt gccttccctt ctgtgtgacc 3420 
caaaaaacaa aaacctaccc tgttctggtt 3480 
cccattccct ggtgtccttc ttagagatga 3540 
acattaaata agagaaactg atatacatta 3600 
accctgaaat ttatataggt gagacaatag 3 6 60 
gaaggagtta ttctgctaaa aatggtctta 3720 
tcacaacagt atcaacactg gcttctcccg 3780 
taactgctgc agggcttaat acattagtgg 3 840 
ctgtgtgtgc cactgtttgc ttcaacagta 3900 
ccaatgagtt ttaaatctaa atctcattcc 3960 
tttcttaaaa aaatattttg tgttattaac 4020 
atttcagaag gtcatcagat tgtgagactg 4080 
taaaaaaata attaaaaaac agttggcgtt 4140 

4170 



<400> 222 

Met Trp Leu Ala Ala 
1 5 
Phe Leu Gly Pro Pro 

20 



Ala Ala Pro Ser Leu 
10 

Pro Pro Pro Leu Leu 
25 



Ala Arg Arg Leu Leu 
15 

Leu Leu Val Phe Ser 
30 
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Arg 


Ser 


Ser 


Arg 


Arg 


Arg 


Leu 


His 


Ser 


Leu 


Gly Leu 


Ala 


Ala 


Met 












35 










40 










45 




Pro 


Glu 


Lys 


Arg 


Pro 


Phe 


Glu 


Arg 


Leu 


Pro 


Ala 


Asp 


Val 


Ser 


Pro 












50 










55 










60 




He 


Asn 


Cys 


Ser 


Leu 


Cys 


Leu 


Lys 


Pro 


Asp 


Leu 


Leu 


Asp 


Phe 


Thr 












65 










70 










75 




Phe 


Glu 


Gly 


Lys 


Leu 


Glu 


Ala 


Ala 


Ala 


Gin 


Val 


Arg 


Gin 


Ala 


Thr 












80 










85 










90 




Asn 


Gin 


He 


Val 


Met 


Asn 


Cys 


Ala 


Asp 


He 


Asp 


He 


He 


Thr 


Ala 












95 










100 










105 




Ser 


Tyr 


Ala 


Pro 


Glu 


Gly 


Asp 


Glu 


Glu 


He 


His 


Ala 


Thr 


Gly 


Phe 












110 










115 










120 




Asn 


Tyr 


Gin 


Asn 


Glu 


Asp 


Glu 


Lys 


Val 


Thr 


Leu 


Ser 


Phe 


Pro 


Ser 












125 










130 










135 




Thr 


Leu 


Gin 


Thr 


Gly 


Thr 


Gly 


Thr 


Leu 


hys 


He 


Asp 


Phe 


Val 


Gly 












140 










145 










150 




Glu 


Leu 


Asn 


Asp 


Lys 


Met 


Lys 


Gly 


Phe 


Tyr 


Arg 


Ser 


Lys 


Tyr 


Thr 












155 










160 










165 




Thr 


Pro 


Ser 


Gly 


Glu 


Val 


Arg 


Tyr 


Ala 


Ala 


Val 


Thr 


Gin 


Phe 


Glu 












170 










175 










180 




Ala 


Thr 


Asp 


Ala 


Arg 


Arg 


Ala 


Phe 


Pro 


Cys 


Trp 


Asp 


Glu 


Pro 


Ala 


jg 










185 










190 










195 




He 


Lys 


Ala 


Thr 


Phe 


Asp 


He 


Ser 


Leu 


Val 


Val 


Pro 


Lys 


Asp 


Arg 












200 










205 










210 




Val 


Ala 


Leu 


Ser 


Asn 


Met 


Asn 


Val 


He 


Asp 


Arg 


Lys 


Pro 


Tyr 


Pro 












215 










220 










225 




Asp 


Asp 


Glu 


Asn 


Leu 


Val 


Glu 


Val 


Lys 


Phe 


Ala 


Arg 


Thr 


Pro 


Val 


□ 










230 










235 










240 




Met 


Ser 


Thr 


Tyr 


Leu 


Val 


Ala 


Phe 


Val 


Val 


Gly Glu 


Tyr 


Asp 


Phe 












245 










250 










255 




Val 


Glu 


Thr 


Arg 


Ser 


Lys 


Asp 


Gly 


Val 


Cys 


Val 


Arg 


Val 


Tyr 


Thr 












260 










265 










270 




Pro 


Val 


Gly 


Lys 


Ala 


Glu 


Gin 


Gly 


Lys 


Phe 


Ala 


Leu 


Glu 


Val 


Ala 












275 










280 










285 




Ala 


Lys 


Thr 


Leu 


Pro 


Phe 


Tyr 


Lys 


Asp 


Tyr 


Phe 


Asn 


Val 


Pro 


Tyr 












290 










295 










300 




Pro 


Leu 


Pro 


Lys 


He 


Asp 


Leu 


He 


Ala 


He 


Ala 


Asp 


Phe 


Ala 


Ala 












305 










310 










315 




Gly 


Ala 


Met 


Glu 


Asn 


Trp 


Gly 


Leu 


Val 


Thr 


Tyr 


Arg 


Glu 


Thr 


Ala 












320 










325 










330 




Leu 


Leu 


He 


Asp 


Pro 


Lys 


Asn 


Ser 


Cys 


Ser 


Ser 


Ser 


Arg 


Gin 


Trp 












335 










340 










345 




Val 


Ala 


Leu 


Val 


Val 


Gly 


His 


Glu 


Leu 


Ala 


His 


Gin 


Trp 


Phe 


Gly 












350 










355 










360 




Asn 


Leu 


Val 


Thr 


Met 


Glu 


Trp 


Trp 


Thr 


His 


Leu 


Trp 


Leu 


Asn 


Glu 












365 










370 










375 




Gly 


Phe 


Ala 


Ser 


Trp 


He 


Glu 


Tyr 


Leu 


Cys 


Val 


Asp 


His 


Cys 


Phe 












380 










385 










390 




Pro 


Glu 


Tyr 


Asp 


He 


Trp 


Thr 


Gin 


Phe 


Val 


Ser 


Ala 


Asp 


Tyr 


Thr 












395 










400 










405 




Arg 


Ala 


Gin 


Glu 


Leu 


Asp 


Ala 


Leu 


Asp 


Asn 


Ser 


His 


Pro 


He 


Glu 












410 










415 










420 




Val 


Ser 


Val 


Gly 


His 


Pro 


Ser 


Glu 


Val 


Asp 


Glu 


He 


Phe 


Asp 


Ala 












425 










430 










435 




He 


Ser 


Tyr 


Ser 


Lys 


Gly 


Ala 


Ser 


Val 


He 


Arg 


Met 


Leu 


His 


Asp 












440 










445 










450 
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Tyr 


He 


Gly Asp 


Lys 


Asp 


Phe 


Lys 


Lys 


Gly Met 


Asn 


Met 


Tyr 


Leu 










455 










460 










465 


Thr 


Lys 


Phe 


Gin 


Gin 


Lys 


Asn 


Ala 


Ala 


Thr 


Glu 


Asp 


Leu 


Trp 


Glu 










470 










475 










480 


Ser 


Leu 


Glu 


Asn 


Ala 


Ser 


Gly Lys 


Pro 


He 


Ala 


Ala 


Val 


Met 


Asn 










485 










490 










495 


Thr 


Trp 


Thr 


Lys 


Gin 


Met 


Gly 


Phe 


Pro 


Leu 


He 


Tyr 


Val 


Glu 


Ala 










500 










505 










510 


Glu 


Gin 


Val 


Glu 


Asp 


Asp 


Arg 


Leu 


Leu 


Arg 


Leu 


Ser 


Gin 


Lys 


Lys 










515 










520 










525 


Phe 


Cys Ala Gly Gly Ser 


Tyr 


Val 


Gly Glu Asp Cys 


Pro 


Gin 


Trp 










530 










535 










540 


Met 


Val 


Pro 


He 


Thr 


He 


Ser 


Thr 


Ser 


Glu 


Asp 


Pro 


Asn 


Gin 


Ala 










545 










550 










555 


Lys 


Leu 


Lys 


He 


Leu 


Met 


Asp 


Lys 


Pro 


Glu 


Met 


Asn 


Val 


Val 


Leu 










560 










565 










570 


Lys 


Asn 


Val 


Lys 


Pro 


Asp 


Gin 


Trp 


Val 


Lys 


Leu 


Asn 


Leu 


Gly Thr 










575 










580 










585 


Val 


Gly 


Phe 


iyj_ 


Arg 


Thr 


Gin 


Tyr 


Ser 


Ser 


Ala 


Met 


Leu 


Glu 


Ser 










590 










595 










600 


Leu 


Leu 


Pro 


Gly 


He 


Arg 


Asp 


Leu 


Ser 


Leu 


Pro 


Pro 


Val 


Asp 


Arg 










605 










610 










615 


Leu 


Gly Leu 


Gin 


Asn 


Asp 


Leu 


Phe 


Ser 


Leu 


Ala 


Arg 


Ala 


Gly 


He 










620 










625 










630 


He 


Ser 


Thr 


Val 


Glu 


Val 


Leu 


Lys 


Val 


Met 


Glu 


Ala 


Phe 


Val 


Asn 










635 










640 










645 


Glu 


Pro 


Asn 


Tyr 


Thr 


Val 


Trp 


Ser 


Asp 


Leu 


Ser 


Cys 


Asn 


Leu Gly 










650 










655 










660 


He 


Leu 


Ser 


Thr 


Leu 


Leu 


Ser 


His 


Thr 


Asp 


Phe 


Tyr 


Glu 


Glu 


He 










665 










670 










675 


Gin 


Glu 


Phe 


Val 


Lys 


Asp 


Val 


Phe 


Ser 


Pro 


He Gly Glu Arg 


Leu 










680 










685 










690 


Gly 


Trp 


Asp 


Pro 


Lys 


Pro 


Gly Glu 


Gly 


His 


Leu 


Asp 


Ala 


Leu 


Leu 










695 










700 










705 


Arg 


Gly 


Leu 


Val 


Leu 


Gly 


Lys 


Leu 


Gly 


Lys 


Ala 


Gly His 


Lys 


Ala 










710 










715 










720 


Thr 


Leu 


Glu 


Glu 


Ala 


Arg 


Arg 


Arg 


Phe 


Lys 


Asp 


His 


Val 


Glu 


Gly 










725 










730 










735 


Lys 


Gin 


He 


Leu 


Ser 


Ala 


Asp 


Leu 


Arg 


Ser 


Pro 


Val 


Tyr 


Leu 


Thr 








740 










745 










750 


Val 


Leu 


Lys 


His 


Gly Asp 


Gly 


Thr 


Thr 


Leu 


Asp 


He 


Met 


Leu 


Lys 










755 










760 










765 


Leu 


His 


Lys 


Gin 


Ala 


Asp 


Met 


Gin 


Glu 


Glu 


Lys 


Asn 


Arg 


He 


Glu 










770 










775 










780 


Arg 


Val 


Leu 


Gly Ala 


Thr 


Leu 


Leu 


Pro 


Asp 


Leu 


He 


Gin 


Lys 


Val 










785 










790 










795 


Leu 


Thr 


Phe 


Ala 


Leu 


Ser 


Glu 


Glu 


Val 


Arg 


Pro 


Gin 


Asp 


Thr 


Val 










800 










805 










810 


Ser 


Val 


He 


Gly Gly Val 


Ala 


Gly Gly 


Ser 


Lys 


His 


Gly Arg 


Lys 










815 










820 










825 


Ala 


Ala 


Trp 


Lys 


Phe 


He 


Lys 


Asp 


Asn 


Trp 


Glu 


Glu 


Leu 


Tyr 


Asn 










830 










835 










840 


Arg 


Tyr 


Gin 


Gly 


Gly 


Phe 


Leu 


He 


Ser 


Arg 


Leu 


He 


Lys 


Leu 


Ser 










845 










850 










855 


Val 


Glu 


Gly 


Phe 


Ala 


Val 


Asp 


Lys 


Met 


Ala Gly Glu Val 


Lys 


Ala 










860 










865 










870 
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Ala Pro Ser Ala Glu Arg Thr He Gin 
880 885 
Leu Leu Asn Ala Ala Trp Leu Lys Arg 
895 900 
Gin Tyr Leu Leu Gin Arg Lys Ala Ser 
910 915 



<210> 223 
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Phe 


Phe 


Glu 


Ser 


His 
875 


Pro 


Gin 


Cys 


Cys 


Glu 


Asn 
890 


He 


Asp 


Ala 


Glu 


Ser 


He 
905 


His 


Pro 


Pro 


Thr 


Val 







<220> 

<221> misc_feature 

<223> Incyte ID No: 380283.1 



<220> 

<221> unsure 

<222> 4053-4099, 8362, 8373, 8382, 8389, 8399, 8406-8407 
<223> a, t, c, g, or other 



<400> 223 

gcgggaggag aggtttggga ggcgcaggag 
gcgccgggcg ccatgagggt gcgctaggcg 
agctttgcct tcttgatctt ccgtccttct 
aggtccaaac gctaggtggc tgggtccagc 
agctcttggt ccttgagcag tacctgacca 
gagcaaaaaa gccggagaac tgtgagaagc 
tgtaccaacc agaagacgac aacaacagtg 
acagaagaga gtcctcacca cctcactcag 
accggagggg cagaagcaga gacatggagc 
caagaagcag gatgcctccg cgggatcttt 
aaatggacag agaggacgac agggactcca 
aatcatacca aaatgtggtg gacctcgctg 
acaacatgga aaactacagg aagctgctct 
gccactccca catgacgcag ggccactcat 
ccagtcgagg tctaaaaact atgcctgaag 
gtgaagatga atcttcccac ggagtgataa 
gttccaaatc gggaagagca agggagtcaa 
cagatgataa ctggaaggac atttcattga 
tttatgaagg gaatgcattt aggggaggct 
agagagttct tgaaagaaag aggcgctatc 
acgatcaaaa aggctgtccc aggaagaagc 
ccatgagcgt gagcagcctg agcagcctca 
ttgattttgg ggcaatgcca tatgtatgtg 
cagaatttgt tgagcaccag atcatgcata 
cctttatcca cagtgtggct gtcagtgaag 
ttgaatgtaa ggactgtgga gagaccttca 
agattcatgc tagaggttat cttgtggaat 
tgcctagccc cacctttagt gagcttcaga 
gcagggtgtg taaggaaacc ttccttcata 
actttgggga tgacaaagat aatgagcgtg 
gggaaacctt taggcccagc ccagccctta 
aaatgtacga atgtaaggtg tgtggggaga 
atcagaaaat ccatactaga gggaacccat 



atgtccaccc tgggctggtg gcgccgccgg 60 
gctgttcgtg cccgaggctg cgcagcactg 12 0 
tggagacgac tggcgagagg aagagggact 180 
cggagacccg caccaaggag gagatcatcg 2 40 
tcatccctga aaagctcaag ccttgggtgc 3 00 
tcgtcactct gctggagaat tacaaggaga 3 60 
acgtgaccag cgacgacgac atgacccgga 42 0 
tccattcttt cagtggtgac cgggactggg 480 
cacgagaccg ctggtcccac accaggaacc 540 
cccttcctgt ggtggcgaaa acaagctttg 600 
gggcttatga gtcccgatct caggatgctg 660 
aggacaggaa acctcacaac acaatccagg 72 0 
ccctcggagt gcagcttgct gaagacgatg 78 0 
caagatccaa gagaagtgcc tacccaagca 840 
ccaaaaaatc aacccaccgg cgggggattt 900 
tggaaaaatt catcaaggat gtgtcacgca 96 0 
gcgaccggtc acagagattc cccagaatgt 102 0 
acaagaggga gtcagtgatc cagcagcggg 108 0 
ttaggtttaa ttcaaccctt gtttccagaa 1140 
attttgacac agatgggaag ggctcgattc 120 0 
cctttgaatg tggtagtgag atgagaaaag 12 60 
gctccccctc ctttaccgag tcacagccaa 132 0 
atgagtgtgg gaggtcgttc agtgtcatct 13 80 
ctagagagaa cctctatgag tatggtgagt 1440 
ttcagaaaag tcaggttgga gggaaacgtt 150 0 
ataagagtgc cgccttggct gaacatcgga 1560 
gtaagaatca ggaatgtgag gaagccttca 162 0 
aaatatatgg caaagacaaa ttctacgagt 1680 
gttctgccct gattgagcac cagaaaatcc 1740 
aacatgaacg tgaacgtgaa cgtgagcgcg 1800 
atgagtttca gaaaatgtat ggtaaagaga 1860 
ctttccttca tagctcatcc ctgaaagaac 1920 
ttgaaaacaa gggtaaagtg tgtgaggaaa 1980 
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cctttattcc 
gtgactttac 
aaattcattc 
gtgggccatt 
aggacgaaaa 
aggaaaatgt 
tggaagctca 
ctaccattca 
ctgaaggaag 
gaagtcacaa 
tctcagacct 
gcagtaagaa 
agaaaagtgt 
ccagctcaaa 
ggagcaatga 
gagggatgct 
ctgagcacca 
ctgtcattcg 
ctaaagagca 
acctcaacac 
gcgagaatac 
aagaccctgt 
aaatctatga 
atcagaaagt 
ttcacaccca 
gtccaaagtg 
atgaacaaga 
ccatgaagcc 
ttcgatgcct 
gacttcatag 
caggcttagc 
cagtctgtgg 
agaatgagcc 
tcaaaggagc 
cagtcctcac 
nnnnnnnnnn 
tgaggattca 
aagtggaggc 
cagatggaga 
agccaaatgg 
ctgaagagcc 
tgggaattga 
atgactgcca 
aaactcatgc 
acatcgaacg 
aatgtgacgt 
cccacactgg 
taccaaacca 
gtgtgttaca 
gattccacag 
gcacacatct 
cagagtttgc 
aggtgtatat 
gatatacagt 
acaatgggag 
agaaagattt 



tggtcagtcc 
agatggccgg 
tcgaaagaac 
cactgaatct 
ggcgttcacc 
ctatgaggca 
gaaaagtcac 
gagcttcgat 
ggaatacagt 
tggaaatgaa 
taatgataag 
tcgcaactat 
tcctggagag 
tgtccgtgaa 
gacctctgta 
ctatgaatgt 
gaagattcat 
cagcttggcc 
agcgcggaac 
aaaccagaaa 
tgatggggag 
cattcaaggc 
atgtgaggac 
ccacagcagg 
ttccatcagc 
tggggaatct 
ccagttgtat 
acggaggaat 
tttgtgtgga 
ggaagatgat 
cctcactgag 
agaatctttc 
ctatgagtac 
tataccattc 
taaacataag 
nnnnnnnnnc 
gggcttaaac 
tgctgagcca 
ggctgcagag 
ggatgctgat 
agagggaaaa 
agacccagaa 
tgaatgcaca 
cagcatgatc 
tgccagcacc 
ctgtgggcag 
ctgagggcat 
cagagaatcc 
cacctgactt 
tcttaagctt 
tacctttcca 
ccaaatcaac 
aaaatagcaa 
tacagtttac 
gaggaagaga 
attgtgcatt 



cttaaaaggc 
gatgccttca 
ctctttgaag 
cagaagagtc 
attagctcta 
aaatcatatg 
agtgtagcag 
gctatcaacc 
aggtctgtta 
ttggtggaat 
cgacagaaga 
gaagactctg 
ggatctggtg 
taccagaagg 
attcactctc 
caggagtgtg 
gatagggaga 
cctactgacc 
aaatgtaagg 
atctatgacc 
gagacccaca 
tcagacatgg 
tgtggcctgg 
aagtgcctgg 
gagtatcaga 
tttattcata 
tccatgaagg 
cgtgctgcag 
caaggcttca 
ttactggagc 
tttcagagaa 
gtcaacccag 
gggtcctcct 
tatgaatgca 
gagcttcatc 
caggaagttg 
gtagaggctg 
gaagtggagg 
cccattggag 
gagccagatg 
gctgaagagc 
gaaggtgaag 
gaaaccttca 
atatttgagc 
agcacaggtg 
ctcttcaatg 
ggggtaaagg 
aaaccaatcc 
aacatctcta 
tccccttcag 
agtaatcaga 
tgtaaatgac 
attatgacag 
tctgcagagg 
gcaacaaatt 
atttgaaccc 



gtcagaaaac 
tgcaaagctc 
gcagagggta 
atactataac 
acccctatga 
agaggtctgt 
ggcccagtaa 
atcagagagt 
tccatagctt 
ctaatgagaa 
ttcctgccag 
tcatacagag 
agtttaagaa 
ctcgtgctaa 
tgccttttgg 

gggagtgctt 

agccctctgg 
ctcaaacaag 
acttcagaca 
aagagaagtc 
gcgaggagac 
aagaccctca 
gctttgtgga 
ttgacagtcg 
gagattacac 
gctcattcct 
ggtgtgatga 
agaggaatcc 
ttcatagctc 
agagccagat 
gtcagaccga 
cagaacttgc 
atactcacac 
aggattgtgg 
tgnnnnnnnn 
aagccaatgt 
ctgagccaga 
ctgctgagcc 
aggctggaca 
gtgcaggtat 
cagagggaga 
atcaagagat 
cttccagcac 
ctgcaaatgc 
gtgccaatca 
accgcctgtc 
ttagaaaacc 
atgataatgt 
aactcagatt 
atgtcagtgt 
ttgagaaaac 
acttgtgtaa 
aacagtgatc 
taccttacct 
tgattatatt 
tgtcaatatc 



ttacaataag 
agagctcagt 
tgagaaatct 
aagacctctt 
aaaccagaag 
tattcatagc 
accaaaagta 
tcgtgctgga 
agtggcttcc 
gggagaatcc 
agagaaccct 
tgtattccgt 
ggatggcgaa 
aaagaaatac 
tgaacaaaca 
tgctcatagc 
aagcagaaac 
ttacgcccaa 
attttttgct 
tcatggcgag 
ccatggtcag 
gaaggatgac 
tctcacagac 
ggagtacaca 
tggagagcag 
tttcgagcat 
tggttttatt 
tgctcttgct 
tgcccttaat 
ggctgaggaa 
agagagactc 
agatcacgta 
ctcatttctt 
taagtccttt 
nnnnnnnnnn 
ccatgttcca 
agtggaggct 
aaacggagag 
gccaaatgga 
tgaagaccca 
tgccgacgag 
tcaggtagaa 
agcattcagt 
ctttggggag 
agctgatgag 
cctcgccaga 
ttcacctagg 
cagtaggaga 
gaaaagagac 
ctgcatgtgg 
cctatgagta 
cgtatatata 
acatatattt 
ggtattcttt 
tttaagtgtc 
tttttgagta 



gagaagctct 
gagcatcaga 
gtcattcata 
gaaagtgatg 
attcccacta 
ttagcctctg 
atggcagagt 
gggaacacct 
aaacctccaa 
tccatttata 
tgtgaagggg 
gccaaacctc 
ttctctgttc 
attgagcata 
tttcgccctc 
tctgacctca 
tatgaatggt 
gagcagtatg 
accagcgaag 
gagtctcaag 
gagacaattg 
cctgatgaca 
ctcacagacc 
cattctgtaa 
ctgtatgaat 
cagagaatcc 
gccctcttgc 
gggtcggcca 
gagcatatga 
gctatcattc 
tttgaatgtg 
actgttcata 
actgagcccc 
attcatagca 
nnnnnnnnnn 
caagtagttc 
gccgagccag 
gctgaagggc 
gaggccgagc 
gaagaaagag 
cctgacggtg 
gaaccatact 
gaacacctga 
tgctcaggct 
aagtacttca 
caccagaata 
acttgaccct 
cttaacctta 
cgaatgtgca 
gaaagccata 
ttccagacta 
gtgtttcatg 
ggatttatat 
gaattttttt 
ttagatcctg 
attgttttgt 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
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ttcttaccct taaatagtct tgtgaagctg taggcatgat agataacatg gcttttactc 5400 
cttactgttt gaaaagataa gtactttagc ttctttctgc agccatttca tctgcaccaa 5460 
cactttggaa cctaatactg tgtaaggctt tacaatatac ggattggctt tttgtgaccc 5520 
agattgattg gttgccacat gttatgtttg ttgaagtggt tctcatgcaa aaatattaca 5580 
catttgtgtt ctgggttttt tttttttttt aaccaactca atatgtgttt gatgatagtg 5640 
aattgataaa acccgaagct tttccctgta aatcttacat ctttgccttt aaagaatggg 5700 
ttacaaccat cactagatca cagtagtgcc taatgaaggt tgagaaccgt aggagaggct 57 60 
ctcatgctgt aaataatgtt gcaggctaat aacctttcat cacttccttt gtgcgcttcc 5820 
tgccttaagt gacaagtagc aacatggctt gggtcccctg tgcagcatca gcttatgctg 5880 
ccacaagtca gtttgcaccc taggtgccca ggagctagta tccttagatc tttctatcgc 5940 
taacttaatt ctcttcgtta tttatctgac cctctaactc catgtctaac ttgcattaaa 6000 
aaaaaaaaaa ttctttacag tcaacccaag cttaacatgg actcaggttc cccagcagcc 6060 
ttaatttgtt ttgttaacat ctgttccttc tttttcagct ctcctagagt atttctgagt 6120 
gttgtgttca tctaatctta gtattctttt aattacaaat tgacctcaca gcttgaggtt 6180 
tcttgtgtcc tattctgtgg actacctgtg ctcctttgct tcccctcccc tcgcataata 6240 
actatattaa gaaatttttt ttggccttga gttggctgga aaaaaaatat aaaatttaaa 6300 
aaatttaaaa aaaaagattt gcaaaatgta agtgtagatc atttgaacaa gcaaaattaa 63 60 
agtacccact gggggaaatg tgtctgaatc ttactcttct ggatctgcag gattagggct 642 0 
tggaagtatg tcaaagatgg agggagtgtc aaagtttagg aagattgtag agctgagagc 6480 
aagaagcaga aatgagtgag tcaaagaagg gagtcctaat acatcaccag atctaggagg 65 40 
ggagaggaga cagacagaag aaaacaccag aggcaagaac tgtagaaggc caggtttctg 6600 
agaatgaatt gagcggggtg tcctgagcag tttggaaaag gagtttttga tggtatggtg 666 0 
taggtgaggg ctggctgcat aggaaggact gaggttggaa cggacatcgg gaaagctgag 672 0 
gggcagtgag gtttactaca tgggaaaagg actcttgaaa cgagaatcag tgttgatgtc 6780 
ggggtgaact ttgtgggtac attacttggt gttaacattg ttggcagtgg tagccccttt 6840 
tcagaaagca acttgctgta agtcagggtg tccgttccaa ccttcagcta gtgaaaaggt 6900 
agtaacaaat ggtaaacaag agaatgattg tttaaaccta tctgtggaca cttaatgcaa 6960 
ctgtttaaaa atgataatca cgagttatgt agcaacgtgg aaatatattt acagaacatt 702 0 
aagtggagaa agcaggacac gaaagtatat ttatactaca gttataactc aacagttcat 708 0 
ttatatgctg ttcatttaac agttcattta aacagttcat tataactgtt taaaaatata 7140 
tatgcttata gtcaaaagct gttgtggtgt tgttgttgta ggcttatagt tgagcattat 7200 
tttcttaaat ttcttgaatg ttctttatgg tagtgttact aaaaagttta tgatcacatt 72 60 
ttcattgtga acataatttg aactcattat cacacacttg gaaaatacag aaaagtggag 7320 
gaaaaaaaaa tcatatcccc accatccaaa gacatatact ctcctcttat cttgttcatt 73 80 
cttgtttctg tgcacaggtt tatgattata actgtgtcaa aatgtatatt caaaatagct 7440 
gttacattac ctttgtggaa ttatggttaa atactttcac tttaattttt tcaaatgttc 7500 
cctataataa tgtcctgata acagtgtatt atgtgtgtct ccattggtgt gcataataca 75 60 
tacccagagg aaaaattaga aaataaagta aattatttta aaaaattacc tatattccca 7 62 0 
acacctaaca actactgcta acatcttgat ctgtttcctc tatcttgttt cagtgcacac 7680 
gcttgtgata acagtgttaa atatgtgtgc ataaagtctt aaatgaaaag atgtggaaaa 7740 
taactaaaat agtgttgtca ttgtgggaat ttggttaaat attttgtctc aaattcctta 7800 
aataatcttt ggtgttttgg taataaattt tatgtatgta ttttccatta caaatataat 7860 
acatactcat acaaaacttt ggaaattcag taaagaaaat tcacacatat tcccaacacc 792 0 
caacaacaat taactgttaa catcttgatc tgtgcactag tctgtgatta ttagggtgtt 7980 
agtgataagt atgcataaat gtcaaagatg ggaagaaaga tgaaaaacaa gaaatagttg 8040 
tgtggttgtt gtgggattat ggttattttg tttcggtttc cttgaaaggt catcattcta 8100 
gtgttttggt agtccacctt tactacatat atttccatta tatatgaaat gtgttcatta 8160 
tagaaacttt gaagttacag aaatgtagaa gagaaactca cccatgtttt caccatccaa 822 0 
agagtgtggt taacatcttg atatattttc ttcatcttgt ttctgtgcac aggtttttgg 8280 
tttgttaata tggttgtggt cattctatct gtaatagtgt caacaataaa aataaagtta 8340 
aaaataaata tttaaaaaaa anaagaaaag aanaaaaaaa anaaaaaana aaaaagaana 8400 
aaaaannaaa ga 8412 



<210> 224 
<211> 990 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1720847CB1 



<400> 224 

acagagactg 

gagctctttt 

aacccccggc 

tggagtggga 

ggttctacct 

gtctttctct 

aacacagctg 

gaggagggag 

cagaataggc 

gcaatagacc 

aacaagcaca 

agccgggtga 

gaggcttgtg 

atagtctacg 

ctggttagta 

ctctgtctta 

gaagtagcga 



gcacaggacc 
caaaaaagga 
tatcagtccg 
gggaggcgca 
cttcctggct 
tctccaacca 
ccaggagccc 
gagctggtag 
agaggcctct 
agcctgcaag 
ggccttggaa 
cctgggtcaa 
atacctgttt 
gccataccac 
cctggatggg 
acagtagcgt 
tttggtgtga 



tcttcattgc 
gagctcttct 
gatggttgcc 
ataagacacc 
cctttgttta 
acagaaaaga 
aggcacaggg 
ggagatgctg 
ccgttccagg 
aaagacatgt 
tccaatggac 
ttttagcctc 
tgaagggttg 
cctgaacgtg 
gagagtatgg 
ggcacacaga 
aaaaaaaaaa 



aggaagatgg 
tcaagataag 
acccctcctg 
cctccacaga 
aaggcctggc 
ctgctcttca 
ctgggggcct 
gctttaccta 
cccatttttg 
gttttgatga 
tgaatcagaa 
taaaagcctc 
ctgagaaaat 
cctaatctcg 
aaaacatacc 
aggcactcag 



tagtgtaggc 
gaagtggtag 
ctgtaggatg 
gcttggcatc 
tgggagcctt 
aaggtggagg 
ggaaaaagga 
aggtctcgaa 
acagatggcg 
caggcagtgt 
ccctaggcct 
agtctcctta 
taaagataag 
taagctaagc 
tgcccgcagt 
taaatacttg 



aggtaacatt 60 
ttatggtggt 120 
gaagcagcca 180 
atgggaagct 240 
ccttttgggt 300 
gtcttcatga 3 60 
gggcacacag 420 
acaaggaggg 480 
ggacggaaat 540 
ggccgggtgg 600 
gccatctgtc 660 
tctgcaaaat 720 
ggtatccaaa 780 
agggtcaggc 840 
tggagttgga 90 0 
ttgaataaat 9 60 
990 



<210> 225 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1720847CD1 



<400> 225 












Met 


Glu 


Ala 


Ala 


Met 


Glu 


Trp 


Glu 


1 








5 








Ser 


Thr 


Glu 


Leu 


Gly 
20 


He 


Met 


Gly 


Ala 


Pro 


Leu 


Phe 


Lys 


Gly Leu 


Ala 










35 








Leu 


Ser 


Leu 


Leu 


Gin 
50 


Pro 


Thr 


Glu 


Arg 


Val 


Phe 


Met 


Lys 
65 


His 


Ser 


Cys 


Gly 


Gly 


Leu 


Glu 


Lys 
80 


Gly 


Gly 


His 



Gly Gly Ala 


He 


Arg 


His 


Pro 




10 










15 


Ser 


Trp 


Phe 


Tyr 


Leu 


Phe 


Leu 




25 










30 


Gly 


Ser 


Leu 


Pro 


Phe 


Gly Cys 




40 










45 


Lys 


Thr 


Ala 


Leu 


Gin Arg 


Trp 




55 










60 


Gin 


Glu 


Pro 


Arg 


His 


Arg 


Ala 




70 










75 


Thr 


Gly 


Gly 


Gly Arg 


Ser 


Trp 




85 










90 



<210> 226 
<211> 201 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 333776.1c 
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<220> 

<221> unsure 
<222> 27, 43 

<223> a, t, c, g, or other 



<400> 226 

aaagatgaaa aaaaggcaag 
tacaatgaaa ttcaaccact 
aaagctacct tcttcaagcc 
gtgtgtatac acacacacac 



gagaganaaa ggtaaggagc 
taaaaaaaaa ataaatatac 
ctaggttgtt ttgttttaga 

g 



aantctccct tgctctgcaa 60 
catgcggcca tcatttactg 120 
catacacatt ccatatatgt 180 

201 



<210> 227 

<211> 1278 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3478236CB1 



m <400> 227 

^ aagagcttat gacgttcgca tgcaacgcgt 

cacacctggg tgccagcgcc ccagaggtcc 
y3 cccgagctcc ccaagccttc gagagcggcg 

cacccgctcg ttttggcggc agctcgtgtc 
]f% cgccgccgct gcgaaggacc aatgagagcc 

tcgctcttga tactcggctc aggccattat 
tctgggaagc gtgaaccatt ttctggggac 
Wj agaagtgaga tgtcttcagg gagtgagatt 

*0 gaaccgtcct cgggagccga ctatgactac 

ii cctggctata ttgtcgatga ttcagtcaga 

13 aagacggaaa gtgaaaatac ttcagataaa 

Q ggaaaaaata gaagaaacag aaagaagaaa 

tgcattcacg gagaatgcaa atatatagag 
2 caagaatatt tcggtgaacg gtgtggggaa 

U agtagtttat caaaaattgc attagcagcc 

O acagctgttg ctgttattac agtccagctt 

\& gaagctgagg aacgaaagaa acttcgacaa 

ctgaagataa aattacagga tatcacattg 
tgagtcggtc ctctttccag tggatcataa 
taaactttca attgtcactt tttatgctat 
agtatttttt caagttgtaa ataatttatt 
agctcattaa actttttt 

<210> 228 
<211> 252 
<212> PRT 

<213> Homo sapiens 



acgtaagcct cggaattccg gcttggaggc 60 
cgggacagcc cgaggcgccg cgcccgccgc 120 
cacactcccg gtctccactc gctcttccaa 180 
ccagagaccg agttgcccca gagaccgaga 240 
ccgctgctac cgccggcgcc ggtggtgctg 3 00 
gctgctggat tggacctcaa tgacacctac 3 60 
cacagtgctg atggatttga ggttacctca 420 
tcccctgtga gtgaaatgcc ttctagtagt 480 
tcagaagagt atgataacga accacaaata 540 
gttgaacagg tagttaagcc cccccaaaac 600 
cccaaaagaa agaaaaaggg aggcaaaaat 6 60 
aatccatgta atgcagaatt tcaaaatttc 720 
cacctggaag cagtaacatg caaatgtcag 7 80 
aagtccatga aaactcacag catgattgac 840 
atagctgcct ttatgtctgc tgtgatcctc 900 
agaagacaat acgtcaggaa atatgaagga 9 60 
gagaatggaa atgtacatgc tatagcataa 102 0 
gagtcactgc caagtcatag ccataaatga 1080 
gacaatggac cctttttgtt atgatggttt 1140 
ttctgtatat aaaggtgcac gaaggtaaaa 12 00 
taatatttaa tggaagtgta tttattttac 1260 

1278 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3478236CD1 



<400> 228 

Met Arg Ala Pro Leu Leu Pro Pro Ala Pro Val Val Leu Ser Leu 
15 10 15 
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Leu 


He 


Leu 


Gly 


Ser 


Gly His 


Tyr 


Ala 


Ala 


Gly 


Leu 


Asp 


Leu 


Asn 










20 










25 










30 


Asp 


Thr 


Tyr 


Ser Gly 


Lys 


Arg 


Glu 


Pro 


Phe 


Ser 


Gly 


Asp 


His 


Ser 










35 










40 










45 


Ala 


Asp 


Gly 


Phe 


Glu 


Val 


Thr 


Ser 


Arg 


Ser 


Glu 


Met 


Ser 


Ser 


Gly 










50 










55 










60 


Ser 


Glu 


He 


Ser 


Pro 


Val 


Ser 


Glu 


Met 


Pro 


Ser 


Ser 


Ser 


Glu 


Pro 










65 










70 










75 


Ser 


Ser 


Gly 


Ala 


Asp 


Tyr 


Asp 


Tyr 


Ser 


Glu 


Glu 


Tyr 


Asp 


Asn 


Glu 










80 










85 










90 


Pro 


Gin 


He 


Pro 


Gly 


Tyr 


He 


Val 


Asp 


Asp 


Ser 


Val 


Arg 


Val 


Glu 










95 










100 










105 


Gin 


Val 


Val 


Lys 


Pro 


Pro 


Gin 


Asn 


Lys 


Thr 


Glu 


Ser 


Glu 


Asn 


Thr 










110 










115 










120 


Ser 


Asp 


Lys 


Pro 


Lys 


Arg 


Lys 


Lys 


Lys 


Gly 


Gly 


Lys 


Asn 


Gly 


Lys 










125 










130 










135 


Asrt 


Arg 


Arg 


Asn 


Arg 


Lys 


Lys 


Lys 


Asn 


Pro 


Cys 


Asn 


Ala 


Glu 


Phe 










140 










145 










150 


Gin 


Asn 


Phe 


Cys 


He 


His 


Gly Glu 


Cys 


Lys 


Tyr 


He 


Glu 


His 


Leu 










155 










160 










165 


Glu 


Ala 


Val 


Thr 


Cys 


Lys 


Cys 


Gin 


Gin 


Glu 


Tyr 


Phe 


Gly 


Glu 


Arg 










170 










175 










180 


Cys 


Gly 


Glu 


Lys 


Ser 


Met 


Lys 


Thr 


His 


Ser 


Met 


He 


Asp 


Ser 


Ser 










185 










190 










195 


Leu 


Ser 


Lys 


He 


Ala 


Leu 


Ala 


Ala 


He 


Ala 


Ala 


Phe 


Met 


Ser 


Ala 










200 










205 










210 


Val 


He 


Leu 


Thr 


Ala 


Val 


Ala 


Val 


He 


Thr 


Val 


Gin 


Leu 


Arg 


Arg 










215 










220 










225 


Gin 


Tyr 


Val 


Arg 


Lys 


Tyr 


Glu 


Gly Glu 


Ala 


Glu 


Glu 


Arg 


Lys 


Lys 










230 










235 










240 


Leu 


Arg 


Gin 


Glu 


Asn 


Gly Asn 


Val 


His 


Ala 


He 


Ala 
















245 










250 













<210> 229 

<211> 5060 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 147541.17 

<220> 

<221> unsure 

<222> 1806-1826 

<223> a, t, c, g, or other 



<400> 229 

atttgggttt ttaaagggaa ggcgtccgcg cggcggccat tttgtcttgt cggctcctgt 60 
gtgtaggagg gatttcggcc tgagagcggg ccgaggagat tggcgacggt gtcgcccgtg 120 
cttttcgttg gcgggtgcct gggctggtgg gaacagccgc ccgaaggaag caccatgatt 180 
tcggccgcgc agttgttgga tgagttaatg ggccgggacc gaaacctagc cccggacgag 2 40 
aagcgcagca acgtgcggtg ggaccacgag agcgtttgta aatattatct ctgtggtttt 300 
tgtcctgcgg aattgttcac aaatacacgt tctgatcttg gtccgtgtga aaaaattcat 3 60 
gatgaaaatc tacgaaaaca gtatgagaag agctctcgtt tcatgaaagt tggctatgag 42 0 
agagattttt tgcgatactt acagagctta cttgcagaag tagaacgtag gatcagacga 480 
ggccatgctc gtttggcatt atctcaaaac cagcagtctt ctggggccgc tggcccaaca 540 
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ggcaaaaatg 
attgaagaat 
gagcaattaa 
gctgcacaag 
gatgcccagt 
attaaagcta 
cgtgatgagc 
agagaaaggg 
agggctcgtg 
acatcagaca 
aggcggagca 
cacagatctc 
cacaggagca 
ggatctgatg 
acaaacactg 
attaaatctg 
acagaggtaa 
cagcgtaagt 
tcttctgaag 
cagctatttt 
catttgtaat 
atttcnnnnn 
agtccatctt 
aggcacatgt 
ttctagtttt 
cagtagcatt 
ctcacacagc 
agtcaaacta 
atgctattgc 
agtgcagagg 
gaattttttt 
aattttaaat 
agtctataag 
taggtatgta 
aggacagaca 
ggtttttaaa 
attctgtggg 
gatttgttgg 
ttcacactta 
aattaaaaag 
aacactttct 
tttgcgttgt 
gaagatcgac 
agctcagtta 
ctaccagatt 
tcatactttt 
gtttaattgc 
tgaatcagac 
gaagtaaaaa 
aagttttagt 
aaatacaaga 
gtttaagact 
tggttatgaa 
tatttttaca 
actctttagc 
aagtcctgta 



aagaaaaaat 
tagggtctga 
aagaagagag 
aaaaacaaat 
cccgggtaga 
ctgtagaaga 
gtctaaaaaa 
aagaaagaga 
acagagaaag 
gaagatgcag 
gaagtagaga 
gaagtcggga 
aaagtcggga 
ataaaaaaag 
aatcgaagga 
aaggtgacac 
gtgtattgtt 
atgcacagat 
gaaaagacag 
gtagcagact 
atagtcgcca 
nnnnnnnnnn 
gtgttggtac 
tggactactt 
ttgctttatt 
ggattgatgg 
gttggtgttg 
agcaggtact 
ctgtgatctt 
ggttttttgt 
tcaactgtat 
acaataaaca 
aggtatgtgc 
ggaatagtca 
ccttcaattt 
gaaatattaa 
ctagtggtgt 
tggcattccc 
ggcaagcata 
aatacaagca 
cataaaaatt 
aggactactg 
atttaaaaaa 
gtttttttat 
tcagaacatg 
ttctttaaga 
aagttttcaa 
taagtgggat 
taaagtatct 
attaatcttt 
gttacactat 
aatttttata 
taaatttgaa 
tccctgagag 
tggctagcta 
tcaagattaa 



tcaggttcta 
aggaaaagta 
agaactgcta 
ggaagtttgt 
tgaccatttg 
attaaaagaa 
ggagaagcaa 
aaggaaaaga 
aagaaagaga 
caggtctcgg 
tcgacgaaga 
tcgaagaaga 
cagagaacaa 
tagtgtgaag 
aagtgatact 
tcagtccaat 
tctcactttg 
gaagatggaa 
tgtagtcctg 
cgtgccccca 
ttgaaaagtt 
nnnnnnggtt 
attggcagag 
tgttttaatt 
gccttgcatt 
aagtgtaggg 
tgagcggccc 
catgccaggt 
tacgcttaac 
gtattgcgtg 
gtagggctgc 
cttcatatta 
ttaatatttc 
ctcactggct 
gtgaaatcaa 
aagttaggta 
gggacaaaat 
cttttgggaa 
cacaggcaca 
ttccatgtac 
ggccttttac 
ttcgaagatt 
tgaggtgaaa 
taattattat 
tgttaatagt 
ctttttaaga 
tcttggactt 
ttcattttta 
ctgactttct 
ttctaataaa 
tactagaggt 
gactttctaa 
ttttgctttt 
attcatttag 
tgggatgatg 
cccagctgtg 



acagacaaaa 
gaagaagccc 
aggtccacaa 
gaagtatgtg 
atgggaaaac 
aagttaagga 
gaaagagaag 
cgaagggaag 
agtcgttcac 
gaccacaaaa 
agcagaagcc 
tcaaaaagcc 
gatagaaaat 
tccggtagtc 
aagaatgagg 
taaaactgat 
attagggctt 
ctaagccgag 
caaaacattt 
ttagtgtgcc 
aattatcctt 
gaactgtttt 
acatatgctt 
aaactgctag 
ctaatgcagt 
tttatgaatt 
atgaaaagcc 
actcctttct 
tgttgtgtat 
aaaacttata 
agtggtggcc 
ttcgccttgt 
ctactgtgta 
gatacattta 
agaactgatg 
ctgtaagtgt 
attcctaatg 
agcaatgtaa 
tggctttaag 
acatgttaat 
atgttgtcta 
tttggaagaa 
gaaagctata 
tattaaaagt 
atatatgcca 
aatattactt 
tgaaaacagg 
caactctgct 
gttacaaagt 
gttattgact 
gttggtgtac 
tgttttaaat 
aatagcaaag 
tagaaaattc 
tagaaaagca 
tcagtttata 



ttgatgtact 
aggggatgat 
cgtcgacaat 
gagccttttt 
aacacatggg 
aaagaaccga 
aaagagaaaa 
aggaagaaag 
gaagtagaca 
ggtcacgaag 
atgatcgatc 
gggatcgaaa 
ccaaggagaa 
gagaaaagca 
tcaatgggac 
ctgataagac 
tttgttactg 
taagaagaca 
tgaggtacat 
tctttggaaa 
tttttaggga 
tttttttctt 
taaaaactta 
tatttctttg 
ttgttctgta 
attgcagctg 
aaattaaaaa 
ctacccacat 
cttttttgtt 
aaacaaatgt 
agaattagat 
tacactcaat 
ggagaatttg 
aagcagcagt 
cactatatag 
tcttaaaacc 
aaaggaagta 
ggttatgtct 
aaccacactg 
tagcagttag 
attatcattt 
tactgagaac 
gtggcataga 
taattcagga 
ctgaaaactt 
aaacatgtgg 
attaaacgtt 
ctacttagcc 
tgattgtctc 
ctgaactagt 
agttttatct 
aatggtgctt 
atgtgcagtg 
caagtatcct 
ttcaagagct 
aatgtatttg 



tctgcaacag 
gaaattagtt 
tgaaagcttt 
aatagtagga 
ctatgccaaa 
agaacctgat 
agaacgggag 
agaaaaagaa 
ctcaagccga 
tagagaaaga 
agaaagaaaa 
gtcatataag 
agaaaagagg 
gagtgaagac 
cagtgaagac 
ctcagatcag 
tttgacagtg 
tacaaaagcc 
tgttttgtct 
ttatcgccca 
ttttgatgtc 
tttggtatta 
aatatttcgg 
tcaaggatgt 
actcgagagc 
actaccatac 
tcaaggattc 
ccatgtttga 
ctttacaaga 
taacagaatg 
atctttaaag 
gcaattctca 
cagtcagcca 
gtgaatagca 
aacgaatttg 
tgtaaacttc 
ccaattagtt 
gtgtatgtca 
atgccttgat 
tgactgggcc 
ttccccaaat 
ggcataaagt 
aaaagtataa 
ctgatgtgac 
aggtcctgta 
cttgctcagt 
agtattcgtg 
tttggattta 
tgtcattgaa 
cccctgtttt 
gatttgttct 
caattttagg 
aactagaata 
tctgacaagc 
agtttttgtt 
tgtatagggt 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 
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gtgtagtata tatggcaagg gttttttccc cccacttaag tgattatttt tgtgtcacat 3960 
ctaggaaaac cggcagcatg tttctatcta tagccagctt cttcaactgt ataaaagtat 4020 
tctctccagc tacgtatata cacacataca tatatatcat agcaattcct tgtggtttat 4080 
aacttgcaaa tactgctatc agtttatagg taaagaaaca gtgtgttaaa tgacttatcc 4140 
aggagggtcc tgtggcttca tgtttatgga gttgctaggt ctctgcctca tggtccagtg 42 00 
cctgttaagc cactgtgttc attctaatag gcataatgaa ttgttaaaga atttactaaa 42 60 
atctcttcca ccaaactttg aaaaataatg aagccgcccc cactttagag gctctgtatg 4320 
aaaaaatgct gtggagacag agccctcctg gctccctagc tgatcctgga gatgcagcaa 43 80 
tagatgaatg ggttatctct gaatttgtaa gagataattc acatgaggat taagataaaa 4440 
tgggaagtaa aatctaacaa acacaaagat agctcccagg cactgctttg tgtagtttga 4500 
cagcattgtg gttgtagcag caaaggactt aaagtgatag tttttaaacc atattctgtc 4560 
cctaagtaat aaaaaatcta ggaagttact aaaataccag atttgttctg ctctgcctca 4620 
tctagaatca acgtctaact aacttaaatg aagtataata aatgagttca tatgaaaagg 4680 
cttcctctat ggacacttag atatattgta actattgaag ttacctggga tgtgggggcg 4740 
gtgggaggag gacctgcctc cccaggacat ctatgactaa ggcctggctt tagttatgga 4800 
gagagacgta gaagttgaat tttacaccca aaattgatgt gactgaagag gaactgattg 48 60 
ttgctaacca gctcacaaga atccagtatt gagaccagtt cactagaaga aacaaacatt 492 0 
tctgtgcatg tgagaaccaa aaaagttatt acgttggtga atatgtattt tcttctttgg 4980 
aaggtcttta aggggagcaa accagtttta atcaaatcag attgcttggt aagtttggaa 5040 
tctgcaatca gttggtctta 5060 

<210> 230 

<211> 5056 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: 331120.16c 

<220> 

<221> unsure 
<222> 433-455 

<223> a, t, c, g, or other 
<400> 230 

gtctttcaag gtttattatt tacagaaact gttttcccat tggttttgtt tccttccccc 60 
aaggtaagac aatgcccgga gagaaactcc attgctaggg cattggcaaa agatttgcca 120 
gaccctgaca cctgactcaa ccttgctctc ctccaatcgg tgcctccaac tgcacccacc 180 
caagagagtg aagaccaaag tgcttctacc aagagggtac aggttcctag cctggctcta 240 
tttttcagag ggaagcattg tttctgcggg gacatgcctg ttcacttcca tggcactgct 300 
gacttgtgct caccctatga cgcctcgccc agagcacagg aggacagtat ccactgcggg 3 60 
gcgttcaccc cacgcgagcg gggacaacag gtctagccct aaacaactgc ttgcctggct 420 
ataagaggag ccnnnnnnnn nnnnnnnnnn nnnnnagatt ccagaagatg cagtattttt 4 80 
cctaaggcag gagaaaaccc tagttcatag acagccagga taaaaaccct ggaagaccat 540 
gagccaaggt gaacgaagag gaattttcta aatcttgggg acagagaatt atgttacatc 6 00 
aaggcagcca tgccaataaa atggaaggct atgaaagcaa gcaaggcaca agaaaacccc 660 
cattccacag agagacacaa gtgttctatt tggtgaagag tttggtgcac agacagactg 72 0 
catcctgtga agaggtggcc cttgtcaagg ctactgccgc caggaggatc tttgcatctt 780 
taggatgtgt cactagctca tcgaaactat ttctgtaact ctctgcaaga gccaatttaa 840 
gctggcgtct cagttccctc tgcactcaaa agagaccaat ttccaattcc tcctcagagt 900 
ccgtgagacc agatgctaca gcaaatgttc cagagaaatg aacctagaaa atgatcccgg 9 60 
ggtgctcctt gcgggggaac acaggactcc tcagctctat ctctgtggct ttaacataca 1020 
tcagtttcag ggtgagtgct accattgccc cccgagagtg tttctgatgg gacatgcttt 1080 
cctgatagca caggggatct tgggggacag aaggttccca gtaaggctag ggggcacgtg 114 0 
acagattgag agtgtgatca tgtttccagg tgagacccta ttgcatctgg cagcccgaat 1200 
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tgggcaacaa ttcctgcaaa taagaagcca 
aagccccact cggagcgctg tcataaaaga 
ccagggtgtc catggcacca attgacacct 
gcacgatctg gtccacgtgg atgatgcccc 
gcgtcagcac catgatggct tccaccagca 
tcagcaccga ttcgacatgg acagcaaact 
tcgaggatgg gaggacataa ccatcgatgg 
acaccctctg gtagaatccc acggggaccc 
gcagccactg gccctgccgc tcaccccagc 
acgtgccagt gggcgaggat ggggtgctgg 
tggacgcggc ctggcccaca gaaaagaact 
gtttcatttc actcctcagt ctgttaatgc 
ggcccacctc gtggatggag atggtagggc 
ttctttcaac gccaaactct ttcccactta 
aagggctgag gttcatcaaa ctttcagaag 
ccagctccgt ggccatcacc tgaatgatca 
agaggctggg ctgcgccctg acatacatgg 
cggcaatgct gatgtcctgc ccactggcct 
gaaggggcgc agagatgatc ttctcccggg 
tctggtgcga aagcaggtct gtgcaggcct 
ggcctgagat gtagcgaatc agaccccact 
caccaagaag gttttgaacg gtgaccccgt 
gaccctttat gacataaaga atgtacagaa 
cttttagctg ctcaaccagc ttctcacagt 
gaaagtcact ttcaggaacc ttttctagga 
atttacggtg ggcacttaga actttagtcg 
aaccctttgc ttttgccatc acagaaagta 
catggcggtc ttctgtgttc ttacaaagag 
gcagaaggtg gttgatataa tggtcaagtt 
ccagatatcc taccaaatct gaatcactat 
caaacaactt ctcatcacag tctggatcca 
tgagaaattc cgaaaggttc cctaatttta 
gttttctaat tgtggagagc acagcagaat 
tgcgactgat ggggaaggtg agtgtgggtc 
aggccagctc gatccttagc atctccacga 
gatgctggtc ggtgaactgg ggtgtaaaag 
tagaggttcc aaggacacca atatgtcgat 
tccgtccaag cttggcatat atgtgactaa 
gaatgtccgc gatactctgg acgttcaccc 
tgttttctgc caaaacagta acttgtacta 
ttctatttaa gggatcgatt tcaccagcgg 
ggatgtacaa ggattggccc cacagatgag 
tgtgaggatt cttgtactct tcatctacct 
ccaggcggat cccattcttg cctctgatga 
ggacctgaac agcatcacca ctgaagactc 
gccactcaca ttcaatgttt tcgaagagct 
tagggtcctc tcttggagtt ttataaccat 
cctggagctt agaaataatt tcatttttgg 
caaaggccgg gaaggaaata atggaaagaa 
ctcttggcag catggagaac agaatagact 
gaatcactga cttgcgtcct ccatgggctc 
gagctgcctt ggccattcct acggagcttg 
tatctccacg ctcccacatt ccataatcag 
caagattctg tatgaaggcc acctcatcga 
tcatctgggc caggaacagg aggaagagag 
ggtcgtcgcc caccaccgtg ccacaggtgg 



ctgctcttgt taggtaggtc atcgtcccat 1260 
agtggcagat tcctgtggct tggtctttct 1320 
ggtcctgcaa gaacagctga ctggccatct 13 80 
cgatgctggt catctccgtg tccgagagca 1440 
gctgccggta ctcgggctgc ggcacgcggt 1500 
tgatctcatg cggggtcatc tctcgggtcg 1560 
agagaccgtg gcacttctgg aggatcttcc 1620 
tgttgatggc cccatccagc cttctcctgc 1680 
cgatgtgatg tcctcccgag tctgaggatg 1740 
acctcgcaga cttggaggaa tgcgcactgc 1800 
gttcatcagc actaaaccgc ctagtcatct 1860 
cactcctctc agttttggtg actccggtat 1920 
tggatgtgga ggagtggata gggcgcacac 1980 
gaatatggtg caggagattt ttcatatcga 2 040 
cctcttctcc tgagcagttc aggctccgtg 2100 
gtccaatccg gagtctcagc atctccacaa 2160 
ccaggtaaac cacaatctcc tgcgtgagga 2220 
cgtagatgag ttttgtgagc tcctctgggg 2 2 80 
gctcgggcgg caggcccacg gtgagctgct 2340 
cagccaggac ctccactttc ttcctgagaa 2400 
cctggttcaa gccggctttc ccatagagct 2460 
gctgtccaga gagatttgtg tcccagctgg 2520 
tgtctgcttg gtcctgtagg ttcgaacaat 2580 
ccacgtcacc atggtcatct ctgggccact 2640 
gtggctgagg agaatcaaca agattcagtg 2700 
gcaaagtcat gggaacaaat ggaacttcca 2760 
tgtcccgcgt ggagtggata gcactgaaga 2 82 0 
gaggcagata ggacctcaac gatgtgcttt 2 880 
cgtcttggct ttcttgatta caggtgtctt 2940 
caggactgaa agtcccttcg ctggcattgt 3 000 
gaaaagtcag atatgtgtag aacgatgtgg 3 060 
ctctggctcc tccaaaatat ccatcctcta 3120 
gaatgtctga gccatcattt gtgagcatgg 3180 
tgcccgtcat cctccagcag gtgcacaggt 3240 
tcatctcatt gtcgagggcc aggtagaagt 3300 
taaagatttg gttcctaatc acatatagtt 3360 
acggtcgccc actcaaattc atattcttat 3420 
gaatccggcc cggctggact tgaattggat 3480 
cgtgtttcct caataagtcc ttaatgtgat 3540 
caacatcagg tttgactgaa gtggaaaatc 3 600 
caaggaatcc ctctgccaac agcgagctga 3 660 
gcaccttccc cataggaact cggtctactg 3720 
tgttaggcgg gacagcgtag agttcaggca 3780 
gtattccctc cagggcctct cggtattctt 3 840 
catctattat aaaatatgtc caaaacacag 3900 
tgagttcagc agggtcataa tgcagtcgat 3960 
ctcgaaggaa gcgacagcat ccataacgcc 402 0 
tcacatttac aaggtttaca tcttccactg 4080 
gtccagcatc aatttcttta gatgtcgacg 4140 
ggcagtgctc gacctcatct ggcagaacat 4200 
caaaaaggtc cagttcatca attgcctcaa 42 60 
cattcaattc cgggatgccc tgattagtct 4320 
cgactttata tgcagcttct atgtaaaaga 43 80 
gagtgaaaat gatacgtaag cctgaggcgg 4440 
aggtggcatc cacctggagg tggccccact 4500 
cggtgttgta cttggcgtgc aggctgtcct 4560 
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tggtgctctg 
gaagacctcg 
catcgcggtc 
agatgttatc 
cgggattctg 
ccccggaatt 
ccgcgtgggc 
acagccttag 
gctagcccca 



agtgtgtttg 
catcagcttc 
tgcattctta 
ccgcacccag 
gtaacacagg 
gctcctgctc 
gcgggacgtc 
tcggttcttg 
aagtcc 



aacttctcca 
accacgttct 
cggtaggcca 
gcatccttct 
atggtttgct 
cgcatctccc 
ggggctgtgg 
ggatgggacc 



ctttggccac 
gctccagctc 
tgcccaggcc 
gctcatggct 
gcaccagccg 
cgaggctccc 
cctccaagcg 
gggccggagg 



ctgtctcatc 
gtaggccttg 
ccacacggcc 
ggctgacagc 
cgcgtacccg 
aggccgcagc 
ggtctggttc 
aggtcgagac 



atgcactgga 
gccttgtcct 
aggatactgt 
agccccgtga 
tccaagcgga 
gcccgatctg 
ccggacactc 
ttttctaaac 



4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5056 



<210> 231 
<211> 798 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 575983CB1 



<400> 231 

ctcgagccgc 

tgtgtgcatg 

agcgtgaaaa 

gttcttttgc 

gacaaagaga 

cccttgtttc 

tccagctcag 

acccagattg 

ggcatcagaa 

tgggcatggg 

acacatcttc 

gtgggatggg 

taattaagtg 

caaaatagaa 



tcgagccggg 
tccgttccga 
aaatcaaaga 
tgggctccaa 
agaccatcca 
ttgtggagtc 
tggcacaagt 
tgacttgcaa 
agggcaactt 
gtgttggcag 
tgatgatttc 
taggatgaag 
acatgatttt 
aaaaaaaa 



ccccttgtct 
ggaatgggat 
acatgtccgg 
gatcttaaag 
ccttaccctg 
aggtgatgag 
gaaagcaatg 
tggaaagaga 
actcttcctg 
gggtcaaaaa 
ccaaaattaa 
tatattgccc 
tactaatgta 



gcagagatgg 
ttaatgacct 
tctaagacca 
ccacggagaa 
aaagtggtga 
gcaaagaggc 
atcgagacta 
ctggaagatg 
gcatcttatt 
gcttatttct 
tgagaatgag 
aactctatgt 
ttactgagac 



ctcccaatgc 
ttgatgccaa 
aggttcctgt 
gcctctcatc 
agcccagtga 
acctcctcca 
agacgggtat 
ggaagatgat 
gtattggagg 
tttaatctct 
atgagtagag 
ttctttgatt 
tagtaaataa 



ttcctgcctc 60 
cccatatgac 12 0 
gcaggaccag 180 
ttatggcatt 240 
tgaggagctg 3 00 
ggtgcgaagg 3 60 
aatccctgag 420 
ggcagattac 480 
gtgaccaccc 540 
tactcaacga 600 
taagatttgg 660 
ctaacacaat 72 0 
atttttaagg 780 
798 



<210> 232 
<211> 165 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 575983CD1 



<400> 232 


























Met 


Ala 


Pro 


Asn 


Ala 


Ser 


Cys 


Leu 


Cys 


Val 


His 


Val 


Arg 


Ser 


Glu 


1 








5 










10 










15 


Glu 


Trp 


Asp 


Leu 


Met 


Thr 


Phe 


Asp 


Ala 


Asn 


Pro 


Tyr 


Asp 


Ser 


Val 










20 










25 










30 


Lys 


Lys 


He 


Lys 


Glu 


His 


Val 


Arg 


Ser 


Lys 


Thr 


Lys 


Val 


Pro 


Val 










35 










40 










45 


Gin 


Asp 


Gin 


Val 


Leu 


Leu 


Leu 


Gly 


Ser 


Lys 


He 


Leu 


Lys 


Pro 


Arg 










50 










55 










60 


Arg 


Ser 


Leu 


Ser 


Ser 


Tyr 


Gly 


He 


Asp 


Lys 


Glu 


Lys 


Thr 


He 


His 










65 










70 










75 


Leu 


Thr 


Leu 


Lys 


Val 


Val 


Lys 


Pro 


Ser 


Asp 


Glu 


Glu 


Leu 


Pro 


Leu 
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80 










85 










90 


Phe 


Leu 


Val Glu 


Ser 


Gly Asp 


Glu 


Ala 

A± a. 


Lys 


Arg 


11 X o 


Leu 


Leu 


Gin 








95 










100 










105 


Val 


Arg Arg Ser 


Ser 


Ser 


Val 


Ala 


Gin 


Val 


Lys 


Ala 


Met 


He 


Glu 








110 










115 










120 


Thr 


Lys 


Thr Gly lie 


lie 


Pro 


Glu 


Thr 


Gin 


He 


Val 


Thr 


Cys 


Asn 








125 










130 










135 


Gly Lys 


Arg Leu 


Glu 


Asp 


Gly Lys 


Met 


Met 


Ala 


Asp 


Tyr 


Gly 


He 








140 










145 










150 


Arg 


Lys 


Gly Asn 


Leu 


Leu 


Phe 


Leu 


Ala 


Ser 


Tyr 


Cys 


He 


Gly Gly 








155 










160 










165 



<210> 233 

<211> 5165 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: 413268.6 

<220> 

<221> unsure 

<222> 2249, 2252, 2255, 2258, 2261, 2264, 3470 
<2 23>a, t, c, g, or other 

<400> 233 

actagttctc tctctctctc 
gatgagccgg gatgagcacc 
catcaacctg cctgtggagg 
ccagctgagc ctcatccgag 
tctggaaacc cccctggtaa 
ctgtagctcc agccaaagaa 
gctgttcctg agaacagcct 
aagtgactgt atgtggactg 
gggttaggaa cagttgtact 
tggagtgtgt ccttggcctt 
ctcatccctt gtgttctgcc 
ctggctggag cggcagagca 
aagcataaac attctggtcc 
cttctccagt tcaccattct 
ctgacctcac agcttccccc 
cagacccagt tccacaacct 
atagacctgg acaattactt 
aggttccagg tgccaaccac 
tctgtctctg gcagtcagcc 
gatgtgacag gcccagacaa 
gatttggagg atttgggggc 
atagatctga ttgacatcct 
tttgactata gtcaccgcca 
gagcaggaca cctgggcagg 
ggagagactg gggagagctt 
tccctggaag agtgccttag 
tttccagcag acatttccag 
cttcaaaaca acctcttgtc 
cagcagtggc aagatctcat 



taggcagcaa 
gagcccgagc 
agttcaatga 
agtgggcatg 
gtgtggagga 
aataaacctt 
gcattggaat 
tggagaaagt 
ttcagaggtg 
ggctccacag 
agggtggggt 
gtggccttga 
ttcagcaatg 
gctgagtttg 
actccgggag 
gaggaatacc 
cactgcccgg 
tgaggtaaat 
caactcaggc 
cggggtgcga 
tgtagccccc 
ttggcgacag 
gaaggagcag 
cgagggcgcg 
ccctgcacag 
gctgctggaa 
cataacagaa 
tcctcttctg 
gtccatcatg 



ggagaagcag 
catgaagatc 
actgctgtcc 
gcgacttggt 
ggcgggacac 
aggagggaga 
ctacagagag 
aagtcacgtg 
aggtgtcgag 
ggtgtgcttt 
acggggtttg 
tttgtctttt 
ctttctctga 
attggggtac 
atcatcctgg 
ttggatggct 
cggctcctca 
gcctggctgg 
ctcgccctcg 
gaaagcgaaa 
ccagtcagtg 
gatattgatc 
gatgtggaga 
gaagctctgg 
gtgcctagtg 
gccacctgcc 
gcagtgccta 
accgggacag 
gaaatgcagg 



gctgacttcc 
cctttcacca 
aaataccagt 
ctcagccgga 
tctgacccaa 
aggaaaaaaa 
gacaactaat 
ggcccttgag 
aagggaaagt 
cctctggggc 
acactgagga 
ggaagatttt 
agaaatactt 
gggtggacgt 
ggcccagttc 
atggtatcca 
gtcaggtgag 
ttcaccgaga 
agagttccag 
cggagcaggg 
gagacttaac 
tgggggctgg 
aggagctgcg 
cacggaacct 
gggaggacca 
cctttgggga 
gtgagagtga 
agtcaccatt 
ccatggaagt 



tggacaagca 
atgacaaaat 
tgagtgaagc 
ctcgggtttc 
gacgaaaggc 
aaatccatca 
gtgagtgagg 
gacctggact 
gaatgtggtc 
cgtcagggag 
gggtaacctg 
aaaaaccaaa 
aacggaagga 
ggatacttac 
tgcctatact 
ccccaagagc 
ggccctggac 
cccagagggg 
tggcctccaa 
attcggtgaa 
caaagaggac 
gcgtgaggtt 
agatggaggc 
gctagtggat 
gacggccctg 
gaatgctgag 
gccccctgct 
tgatttggaa 
gaacacatca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 
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gcaagtgaaa tcctgtacag tgcccctcct 
gcccccaaca ctcccatcaa tcagaatgtc 
agccaggact tcttactctt cagccccgag 
acgctgctcc cgttggcccc cagcaattct 
aacctgacag ggctcttctt tccaccccag 
ccagagctgc ctgacccttt ggggggtctg 
cttatggacc tggccattga agaaggcttt 
gaatttgact ctgactcagg cctttcctta 
agctctgaag gcagttcttc ctcttcttnc 
tcctctgcct cttcctcctt ttctgaggaa 
accctggatc tggaagaggc cgagggtgct 
tgccgcatga gctaccagga tccagctcag 
ggccacaacc acacatacaa catggcaccc 
cccagtgccc tcaagaaagg cagcaaggag 
agccgggatg agcaccgagc ccgagccatg 
aacctgcctg tggaggagtt caatgaactg 
ctgagcctca tccgagacat ccggcgccgg 
cgcaagcgca agctggacac catcctgaat 
gacaaagccc ggctgctgcg ggagaaagtg 
cagaaggtcc agagcctgta ccaggaggtg 
ccctactcgc ccagtcagta tgcgctccag 
ccccgcacga tggccgacca gcaggcccgg 
aagtgagcct ggggaagaag ggggtttgaa 
ggacctggac ctggacctgg acctacagcg 
cttctcagat gggatgactg cgggtcagtg 
gctccactcg ggtggagtgg aagtggccag 
cccctttcct gtgaggcagg ggtggtggtg 
gcaaaggccg acagagggga aggaatggac 
ctcatttcag gaaggaggga tagaaggaag 
aaaaatcaaa gcgggaagaa aatcagaggg 
aggcagcagg ttggagtgac tggtgggcct 
cccggggggg ggtggggtac acagacacag 
tttctgctcc ttgcattttg acatccctga 
ttcaatcgaa tggagccact gqgccccasLC 
gagtgaacag gaaagggtca cgtggtccca 
attcactgcc ttgccactcc atctccctcc 
cattgtctcc atcagagcct gcatgtgtat 
ccccacccct cacagactgc ctgagctctt 
tccgggaact gggcctgcag ccttcctctt 
gagaatctag tgtagcagcc tccaggcagg 
cctcgggcct ctgcctacca acaactgggc 
aacccagcaa caacaaaaga actagtcctc 
ggcttgtgcc ctgtttcact tatagggtct 
cccaatattc aaagctgcta aatgttctct 
acacttggga tttttctcct ctgtcccgag 
ttctagaaga ttgagaagtg catatgacag 
ctcagccaca ggcagcttct ccacagcccc 
gggggaggca gacatgggag tgccaaggtg 
atttttaact gtttgccact gctgccctca 
ccagacaagt gggagtgaaa tgggggtggg 
ctaactgagc agtagggata gaaggtgtga 
ttgtagattt tatttttaat ttatctctgt 
gatgctgttg agcacatgac aaaataaaat 
tttccccact ttgaatttaa attgagaata 
gccattgcgt ggctaaggca gagctcacat 
acagtgggga acttcaaaag gcaagtctta 



ggagacccac tgagcaccaa ctacagcctt 1800 
agcctgcatc aggcgtccct ggggggctgc 1860 
gtggaaagcc tgcctgtggc cagtagctcc 1920 
accagcctca actccacctt cggctccacc 1980 
ctcaatggca cagccaatga cacagcaggc 2 040 
ttagatgaag ctatgttgga tgagatcagc 2100 
aaccctgtgc aggcctccca gctggaggag 2160 
gactcgagcc atagcccttc ttccctaagc 2220 
tnctnctntt nctnttcttc ctctgcttct 2280 
ggtgcggttg gctacagctc tgactctgag 2340 
gtgggctacc agcctgagta ttccaagttc 2400 
ctctcatgcc tgccctacct ggagcacgtg 2460 
agtgccctgg actcagccga cctgccacca 2520 
aagcaggctg acttcctgga caagcagatg 2580 
aagatccctt tcaccaatga caaaatcatc 2640 
ctgtccaaat accagttgag tgaagcccag 2700 
ggcaagaaca agatggcggc gcagaactgc 2760 
ctggagcgtg atgtggagga cctgcagcgt 2 82 0 
gagttcctgc gctccctgcg acagatgaag 2 880 
tttgggcggc tgcgagatga gaacggacga 2 940 
tacgccgggg acggcagtgt cctcctcatc 3 000 
cggcaggaga ggaagccaaa ggaccggaga 3 060 
gcccaccaag accgaaactg gagaagggct 3120 
gggacttaaa tgccttctta tccaatatat 3180 
tacaggaaga ggcaggcact ggctggctca 3240 
accatttaga cggacagggt cctcacccta 3 300 
gagttgctgg aggtagagga gctatgtgga 3 3 60 
ctgtgagagg aagggaaggt ggcagaaagt 3 420 
gaggaaggaa cccccccccn cccccgaaaa 3480 
aaggttaagg ttggctctgg ccaggattcc 3 540 
agatcactgg tgtgataaac cccatttcac 3 6 00 
ggtgggggtg gggaggggcg gtgttaactc 3 660 
aggggagctc ttggatatca ttggccatgt 3720 
actggctttg agatttagag tcaaagggta 3 7 80 
tgttgcaaca gccccaacat cacgcatgtc 3 840 
gtgctccagc cacccctgag ctgaggctcc 3900 
gccgtcctcc cctggtccgg tgtttgtgtt 3960 
ctgtaagctg gggtagggtg atggcagtgc 402 0 
ctgggactgc tgtgaggcag aggaatgatg 4 0 80 
attcagcaca acactgggga gtcacccttc 4140 
ttatcactgg gaaaacacaa aaaattacac 42 00 
ttagaatttc ttgcgctttg atttttttag 4260 
agaatgcttg tgttgagtaa aaaggagatg 4320 
ttgccataaa gactccgtgt aactgtgtga 43 80 
gtcgtcgtct gctttctttt ttgggtttct 4440 
gctgagagca cctccccaaa cacacaagct 4500 
agcttcgcac aggctcctgg agggctgcct 45 60 
gccagatggt tccaggacta caatgtcttt 4620 
cccctgcccg gctctggagt accgtctgcc 4680 
gggaagcact gattcccagt tagggggtgc 4740 
acctgggagt gcttttataa attattttcc 4800 
gacctgccag ggagagggga gagagagaga 4860 
aaaatggatg attcattctt aagtgcactt 492 0 
aaggaaatgg actcattgta gggaggactg 4980 
gggaagatgg gtggagaact ggggaggttg 5040 
aatattgtat taaaccttgg gggcaggcat 5100 
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tagacaccat gtacttcata gggttagcca gctcaatcct ctcaggaagg attcggagtt 5160 
tttaa 5165 

<210> 234 

<211> 2678 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1989186CB1 



<400> 234 

cagacactga 

aagtcaaaca 

gagccaacag 

gaagttgtta 

tccagatcca 

ggagctggtg 

tttaaacctt 

gcatctgtca 

ctgccgccga 

cctcttacta 

ttgccacctg 

gttgagaaaa 

gttgacaaca 

aggccaacac 

caaggagcaa 

acatcacaaa 

acagacagca 

gaccccagaa 

ttcacagtgg 

gatccccgca 

ttcaaagcaa 

ataaagatta 

ttcagtcccc 

gattatggag 

atgtattgcc 

tcttacatca 

gctctgttcc 

ttgaacaaac 

ctcatctggg 

gacaaagaaa 

cttgtaacag 

cgaggtgttg 

caatatttgc 

attgatttga 

caaatcatgt 

ctgcagtttg 

agcaatggac 

agtcatacct 

gaaaagctgt 

acttgcacca 

catcttgtaa 

ttctcattta 

aaatgactag 



aatctgatgt 
atatgaaact 
agacaatagg 
ccaatggtga 
aggatgaaac 
aaaataggag 
ctagacctcc 
atggttcacc 
caaatacaaa 
tatctggagg 
gttgggagca 
gaacaacatg 
tgggacgtat 
tggaatccgt 
tgcagcagtt 
gtaaagaatt 
atggcagagt 
gtcaaggtca 
atggaattcc 
caggaaaatc 
aggttcagta 
cagtgacaag 
aagatctgcg 
gtgtagcaag 
tgtttgaata 
atccagatca 
atgggaaatt 
cagttggact 
ttaaggaaaa 
ttctaggtga 
aagaaaataa 
aagaacagac 
aatactttga 
atgactggca 
ggttttggca 
ttactggaac 
cacagaaatt 
gttttaatcg 
tgtttgccat 
tgaatgggca 
aattggacaa 
gatttatctc 
tcagaacctt 



tttgttggga 
tgaagaagta 
agacttgtca 
aactacatgt 
aagagtgagc 
agtcagtggg 
aagaccttca 
atctgccact 
tacaaataca 
ctcaggccct 
gagagtggac 
ggatagacca 
ttattatgtt 
ccggaactat 
taaccagaga 
tgatcctctt 
atatttcgtc 
attaaatgaa 
atattttgtg 
tgccctagac 
tttccggttc 
aaaaacattg 
aagacgtttg 
agaatggttc 
tgcagggaag 
cctgaaatat 
catagacacg 
caaggattta 
caatattgag 
aattaagagt 
agaggaatac 
acaagctttc 
tgcaaaggaa 
aagacatgcc 
gtttgttaaa 
ctgccgattg 
ctgcattgaa 
cctggacctg 
agaagaaaca 
agaacttatt 
tggctcttta 
ccagtgattt 
gcttaacatg 



actgctgcat 
gttgtgactt 
atttgtcttg 
tcagaaagtg 
acaaatggat 
aataattctc 
cgaccaccac 
tctgaaagtg 
tctgaaggag 
aggccattaa 
cagcacgggc 
gaacctctac 
gaccatttca 
gaacaatggc 
ttcatttatg 
ggtccattgc 
aaccacaaca 
aagcccttac 
gaccacaata 
aatggacctc 
tggtgtcagc 
tttgaggatt 
tgggtgattt 
tttcttttgt 
gataactact 
tttcgtttta 
ggtttttctt 
gaatctattg 
gaatgtgatt 
catgatctga 
atcagaatgg 
tttgaaggct 
ttagaggtcc 
atctaccgtc 
gaaattgata 
ccagtaggag 
aaagttggga 
ccaccataca 
gaaggatttg 
tgcaatgttt 
gagagttatc 
ctactcagcg 
agattttaac 



tagatattta 
tgcagcttgg 
atgggctaca 
cttctcagaa 
cagatgaccc 
catcactctc 
cacccacccc 
atgggtctag 
caacatctgg 
atcctgtaac 
gagtttacta 
ctcctggctg 
caagaacaac 
agctacagcg 
ggaatcaaga 
cacctggatg 
cacgaattac 
ctgaaggttg 
gaagaactac 
agatagccta 
aactggccat 
cctttcaaca 
ttccaggaga 
cacatgaagt 
gcttgcagat 
ttggcagatt 
taccattcta 
atccagaatt 
tggaaatgta 
aacctaatgg 
tagctgagtg 
ttaatgaaat 
ttttatgtgg 
attatgcaag 
atgagaagag 
gatttgctga 
aagaaaattg 
agagctatga 
gacaagagta 
gtccttctct 
tgagtgtaag 
tttccagaaa 
acaacaatga 



tgaaacatta 
aggtgacaaa 
gttagagtct 
tgatgatggc 
tgaagatgca 
aaatggtggt 
acgtagacca 
tacaggctct 
attaataatt 
tcaagctccc 
tgtagatcat 
ggaacggcgg 
aacgtggcag 
tagtcagctt 
tttatttgct 
ggagaagaga 
acaatgggaa 
ggaaatgaga 
cacctatata 
tgttcgggac 
gccacagcac 
gataatgagc 
agaaggttta 
gttgaaccca 
aaaccccgct 
tattgccatg 
taagcgtatc 
ttacaattct 
cttctccgtt 
tggcaatatt 
gaggttgtct 
tcttccccag 
aatgcaagag 
gaccagcaaa 
aatgagactt 
tctcatgggg 
gctacccaga 
gcaactgaag 
acttctgaga 
gcctgttgca 
taaattaatg 
tcaggtctgc 
aatttgcctt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1520 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 
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gtcttattcc actagtttat tcctttaaca acaatatttt atatgtgttc aaagtctcac 2 640 
ttgggagtag tgtttttttc tttagacatt cgcagtga 2678 

<210> 235 
<211> 752 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1989186CD1 

<400> 235 



Met 


Lys 


Leu 


Glu 


Glu 


Val 


Val 


Val 


Thr 


Leu 


Gin Leu Gly Gly Asp 


1 






5 










10 








15 


Lys 


Glu 


Pro 


Thr 


Glu 


Thr 


He 


Gly Asp 


Leu 


Ser He 


Cys 


Leu 


Asp 








20 










25 








30 


Gly 


Leu 


Gin 


Leu 


Glu 


Ser 


Glu 


Val 


Val 


Thr Asn Gly Glu Thr 


Thr 








35 










40 








45 


Cys 


Ser 


Glu 


Ser 


Ala 


Ser 


Gin 


Asn 


Asp 


Asp 


Gly Ser 


Arg 


Ser 


Lys 








50 










55 








60 


Asp 


Glu 


Thr 


Arg 


Val 


Ser 


Thr 


Asn 


Gly 


Ser 


Asp Asp 


Pro 


Glu 


Asp 








65 










70 








75 


Ala Gly Ala 


Gly Glu Asn Arg Arg 

o n 


Val 


Ser 
85 


Gly Asn 


Asn 


Ser 


Pro 
90 


Ser 


Leu 


o u 

Ser Asn Gly Gly 


Phe 


Lys 


Pro 


Ser 


Arg Pro 


Pro 


Arg 


Pro 










95 










100 








105 


Ser 


Arg 


Pro 


Pro 


Pro 


Pro 


Thr 


Pro 


Arg 


Arg 


Pro Ala 


Ser 


Val 


Asn 








110 










115 








120 


Gly 


Ser 


Pro 


Ser 


Ala 


Thr 


Ser 


Glu 


Ser 


Asp 


Gly Ser 


Ser 


Thr 


Gly 








125 










130 








135 


Ser 


Leu 


Pro 


Pro 


Thr 


Asn 


Thr 


Asn 


Thr 


Asn 


Thr Ser Glu Gly Ala 










140 










145 








150 


Thr 


Ser 


Gly 


Leu 


He 


He 


Pro 


Leu 


Thr 


He 


Ser Gly Gly 


Ser 


Gly 








155 










160 








165 


Pro 


Arg 


Pro 


Leu 


Asn 


Pro 


Val 


Thr 


Gin 


Ala 


Pro Leu 


Pro 


Pro 


Gly 








170 










175 








180 


Trp 


Glu 


Gin 


Arg 


Val 


Asp 


Gin 


His 


Gly Arg Val Tyr 


Tyr 


Val 


Asp 






185 










190 








195 


His 


Val 


Glu 


Lys 


Arg 


Thr 


Thr 


Trp 


Asp 


Arg 


Pro Glu 


Pro 


Leu 


Pro 








200 










205 








210 


Pro 


Gly 


Trp 


Glu 


Arg 


Arg 


Val 


Asp 


Asn 


Met 


Gly Arg 


He 


Tyr 


Tyr 






215 










220 








225 


Val 


Asp 


His 


Phe 


Thr 


Arg 


Thr 


Thr 


Thr 


Trp 


Gin Arg 


Pro 


Thr 


Leu 








230 










235 








240 


Glu 


Ser 


Val 


Arg 


Asn 


Tyr 


Glu 


Gin 


Trp 


Gin 


Leu Gin 


Arg 


Ser 


Gin 








245 










250 








255 


Leu 


Gin 


Gly Ala Met 


Gin 


Gin 


Phe 


Asn 


Gin 


Arg Phe 


He 


Tyr 


Gly 










260 










265 








270 


Asn 


Gin 


Asp 


Leu 


Phe 


Ala 


Thr 


Ser 


Gin 


Ser 


Lys Glu 


Phe 


Asp 


Pro 








275 










280 








285 


Leu 


Gly 


Pro 


Leu 


Pro 


Pro 


Gly Trp 


Glu 


Lys 


Arg Thr 


Asp 


Ser 


Asn 








290 










295 








300 


Gly Arg Val 


Tyr 


Phe 


Val 


Asn 


His 


Asn 


Thr 


Arg He 


Thr 


Gin 


Trp 








305 










310 








315 


Glu 


Asp 


Pro 


Arg 


Ser 


Gin 


Gly Gin 


Leu 


Asn 


Glu Lys 


Pro 


Leu 


Pro 
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320 










325 










330 


Glu 


Gly 


Trp 


Glu 


Met 


Arg 


Phe 


Thr 


Val 


Asp 


Gly 


He 


Pro 


Tyr 


Phe 








335 










340 










345 


Val 


Asp 


His 


Asn 


Arg Arg 


Thr 


Thr 


Thr 


Tyr 


He 


Asp 


Pro 


Arg 


Thr 








350 










355 










360 


Gly Lys 


Ser 


Ala 


Leu Asp Asn Gly 


Pro 


Gin 


He 


Ala 


Tyr 


Val 


Arg 










365 










370 










375 


Asp 


Phe 


Lys 


Ala 


Lys 


Val 


Gin 


Tyr 


Phe 


Arg 


Phe 


Trp 


Cys 


Gin 


Gin 






380 










385 










390 


Leu 


Ala 


Met 


Pro 


Gin 


His 


He 


Lys 


He 


Thr 


Val 


Thr 


Arg 


Lys 


Thr 










395 










400 










405 


Leu 


Phe 


Glu Asp 


Ser 


Phe 


Gin 


Gin 


He 


Met 


Ser 


Phe 


Ser 


Pro 


Gin 










410 










415 










420 


Asp 


Leu 


Arg 


Arg 


Arg 


Leu 


Trp 


Val 


He 


Phe 


Pro 


Gly 


Glu 


Glu 


Gly 








425 










430 










435 


Leu Asp Tyr Gly Gly Val Ala Arg 


Glu 


Trp 


Phe 


Phe 


Leu 


Leu 


Ser 










440 










445 










450 


His 


Glu 


Val 


Leu 


Asn 


Pro 


Met 


Tyr 


Cys 


Leu 


Phe 


Glu 


Tyr 


Ala 


Gly 










455 










460 










465 


Lys 


Asp 


Asn 


Tyr 


Cys 


Leu 


Gin 


He 


Asn 


Pro 


Ala 


Ser 


Tyr 


He 


Asn 










470 










475 










480 


Pro 


Asp 


His 


Leu 


Lys 


iy -L 


Phe 


Arg 


Phe 


He 


Gly Arg 


Phe 


He 


Ala 










485 










490 










495 


Met 


Ala 


Leu 


Phe 


His 


\jjjLy 


Lys 


Phe 


He 


Asp 


Thr 


Glv 


Phe 


Ser 


Leu 










500 










505 










510 


Pro 


Phe 


Tyr 


Lys 


Arg 


He 


Leu 


Asn 


Lys 


Pro 


Val 


Gly 


Leu 


Lys 


Asp 








515 










520 










525 


Leu 


Glu 


Ser 


He 


Asp 


Pro 


Glu 


Phe 


Tyr 


Asn 


Ser 


Leu 


He 


Trp 


Val 










530 










535 










540 


Lys 


Glu 


Asn 


Asn 


He 


Glu 


Glu 


Cys 


Asp 


Leu 


Glu 


Met 


Tyr 


Phe 


Ser 








545 










550 










555 


Val 


Asp 


Lys 


Glu 


He 


Leu 


Gly Glu 


He 


Lys 


Ser 


His 


Asp 


Leu 


Lys 






560 










565 










570 


Pro Asn Gly Gly Asn 


He 


Leu 


Val 


Thr 


Glu 


Glu 


Asn 


Lys 


Glu 


Glu 










575 










580 










585 


Tyr 


He 


Arg 


Met 


Val 


Ala 


Glu 


Trp 


Arg 


Leu 


Ser 


Arg 


Gly Val 


Glu 








590 










595 










600 


Glu 


Gin 


Thr 


Gin 


Ala 


Phe 


Phe 


Glu 


Gly 


Phe 


Asn 


Glu 


He 


Leu 


Pro 










605 










610 










615 


Gin 


Gin 


Tyr 


Leu 


Gin 


Tyr 


Phe 


Asp 


Ala 


Lys 


Glu 


Leu 


Glu 


Val 


Leu 










620 










625 










630 


Leu 


Cys 


Gly Met 


Gin 


Glu 


He 


Asp 


Leu 


Asn 


Asp 


Trp 


Gin Arg 


His 








635 










640 










645 


Ala 


He 


Tyr 


Arg 


His 


Tyr 


Ala 


Arg 


Thr 


Ser 


Lys 


Gin 


He 


Met 


Trp 










650 










655 










660 


Phe 


Trp 


Gin 


Phe 


Val 


Lys 


Glu 


He 


Asp 


Asn 


Glu 


Lys 


Arg 


Met 


Arg 








665 










670 










675 


Leu 


Leu 


Gin 


Phe 


Val 


Thr 


Gly 


Thr 


Cys 


Arg 


Leu 


Pro 


Val 


Gly 


Gly 










680 










685 










690 


Phe 


Ala 


Asp 


Leu 


Met 


Gly 


Ser 


Asn 


Gly 


Pro 


Gin 


Lys 


Phe 


Cys 


He 










695 










700 










705 


Glu 


Lys 


Val 


Gly 


Lys 


Glu 


Asn 


Trp 


Leu 


Pro 


Arg 


Ser 


His 


Thr 


Cys 










710 










715 










720 


Phe 


Asn 


Arg 


Leu 


Asp 


Leu 


Pro 


Pro 


Tyr 


Lys 


Ser 


Tyr 


Glu 


Gin 


Leu 








725 










730 










735 


Lys 


Glu 


Lys 


Leu 


Leu 


Phe 


Ala 


He 


Glu 


Glu 


Thr 


Glu 


Gly 


Phe 


Gly 
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740 745 750 

Gin Glu 

<210> 236 
<211> 957 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 337448.1c 

<400> 236 

gttttgaagg aggagcagga ggcactgtgc ttggatctgt ggggcacaga gaggcgagag 60 
gagaggaggg agcctgagcc ccacagcagg caaggacaag ctctgggggt caagagaggg 120 
tgccagctcc atgagcccag ctcggcactg tgtccagctc catccgccaa agtcatcaag 180 
atgcccaggg gtggccccca acagctgggg acgggggcca acactccagc cagggtcttt 240 
gtggccctct ctgattacaa ccccctggtg atgtctgcca acctcaaggc tgcagaggag 300 
gagctggtct tccagaaaag gcagttgcta agagtgtggg gctctcagga cacccatgat 3 60 
ttctacctca gcgagtgcaa caggcaagtg ggcaatatcc ccgggcgcct agtggctgag 42 0 
atggaggtgg ggacagagca gactgatagg aggtggcgtt ctccggccca agggcacctg 480 
ccttctgtgg cccacctcga ggactttcag gggctcacca tcccccaggg ttcctccctg 540 
gtgctccagg gggaactcca agagactccc actgtggact ccaaagatca tgatagcagc 600 
tctggactat gatcctgggg atgggcaaat ggggggccag gggaagggta gcatgtgctc 660 
caagtgccac tgtgttaaac tgatggtagt ccttaagtgt cccctaggct ctgaaagtag 72 0 
caggacttaa gcctgagtta tttgcaaaag caaacacaac aagccaaccc ctgagagtct 780 
gagaagccat ttcaaagttg ctgataacta tggcaggtat acggagaagc gcctttttct 840 
gtggccaatg tgtgttttct ctgggaggtt aaggttatct gtccattgcc ttgtacgaaa 900 
gtctcaagaa aagtctacat cttaaaaaag aaaaagcaat ctgagtgtta tttttgg 957 

<210> 237 

<211> 1187 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 228304.19 

<220> 

<221> unsure 
<222> 52, 57 

<223> a, t, c, g, or other 
<400> 237 

agagagttgt agaattttct agagtattct gttctaaaaa caacagaagt tngaggncgg 60 
agaggggatg ctttggtttt tcttgattat gactttgggc agaagtaaaa ataaaaacta 12 0 
cacatttcca ttcttaggaa tgggaattac caagaataaa tgggaatgca cccagctggt 180 
acctgtctag gaagaaggac tttgggatga agaggttgtt gacagcaggc ctctggacat 240 
tgttaaggga ctgaaacata gaatattggc tccaaggaag agactgtcca gacctaactg 3 00 
atcaaagaag aaattataga cagtgctttt aataatttgt ctttttaacc ccaggttctc 360 
tgtcattttt ttattcttcg gtgctgtgat catcacatca gttctgttgc ttttcccgcg 420 
agctggtgaa ttcccagccc cagaagtgga agttaagatt gtggatgact ttttcattgg 480 
ccgctatgtc ctgctggctt tccttagtgc catcttcctt ggaggcctct tcttggtttt 540 
aatccattat gttctggagc cgatctatgc caaaccactg cactcctact gaccactctt 600 
caggaaaacg aaaacctgtt ctctccttca ttgtgatgac attgatgagc aggaaggcac 660 
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tattcagagc 
actaagacaa 
gggctagatt 
gatttccaac 
tcaagtcctt 
taatatataa 
ttgaaaggtt 
ctctgtgcat 
taataaagca 



cttgttttga 
atctctggag 
cttaccagct 
tgttttgaaa 
agtaagtgga 
aattattcat 
attttaatgt 
atatttctgc 
ataaataata 



cagccctcat 
tcctggcttc 
taagaaggat 
gggaaatagt 
ttttggggaa 
tatgaggttg 
gataatttgg 
agagctctgt 
gctaaagggc 



gccttaaggt 
cagaaacagg 
attgctatct 
aacagtgatc 
aaaagcacat 
cagttgtttg 
aagacttact 
gaaggcaatg 
tgactttcac 



tagaggagta 
attgccaaat 
tcttagtacc 
tgcttagagt 
gggcttctgg 
caaaggagag 
cagatgttgg 
agtgtcactt 
ttcgaaa 



tctgtccatc 720 
tgtccctgtg 780 
cgtaccttag 840 
ggattttcac 900 
ttctttttga 960 
gcactcaaat 1020 
tcattgacca 1080 
ccctctgctc 1140 
1187 



<210> 238 

<211> 2254 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 420527.25 

<220> 

<221> unsure 

<222> 231, 241 

<223>a, t, c, g, or other 



<400> 238 

aaaatgccgt 

attttattta 

cccgcctact 

ctagaaacta 

naaacaattg 

tccttgccat 

gaatttgaaa 

tctccccgct 

ggatgatctt 

ggagtgtaga 

caagatgtat 

agattaagct 

tttttccatt 

tgttatatag 

tttttgatgg 

aataatctac 

ctgagattta 

gaaaagttgt 

ttaaaaatgt 

tgaatacaac 

atcatggtca 

aagaaaatgg 

gcaagtctgt 

acatcttatt 

aacgcacctt 

acgaacatca 

ccctagggtg 

atcttgggtt 

ggattcttgg 

accacgatcg 

gtaaacctct 



agtgttattc 
ctgtaaaaaa 
ttgacaagta 
aaaaattatg 
tattatgttt 
gtttttctcc 
ttgctcctgc 
gaatgaattt 
ggtgccgccc 
ggatgatgag 
agaatatttt 
ttcagggatt 
tcttttggtg 
aacttccaga 
tgttgaccaa 
attgatagca 
tttctctctt 
ggagtgcatc 
ggatagatac 
agaccccaac 
catttgcatt 
ttttctacca 
gaattttttg 
tgtgcagtct 
aataaatcca 
cagtacattg 
gtcccaacca 
taccgtattt 
acctctacca 
attagactgg 
gaaggaattt 



ttgtaggccc 
attggttttc 
aatattacat 
tttcagtgaa 
tgttgccttg 
tgttaacata 
caaccgtttg 
cgtattctgc 
acttgacgtt 
gagggtcacc 
tcaacactta 
tggaaatctt 

ggggggattg 

acagtaatca 
taaaatatct 
tttattgtga 
ttagatgaaa 
gatcataaag 
tgtgaagctg 
agtactttcc 
gtttttgaac 
tttcgactgg 
cacagtaata 
gactacacag 
gatattaaag 
gtatctacaa 
tgtgatgtct 
ccaacacacg 
aaacatatga 
gatgaacaca 
atgctttctc 



aatctttttt 
ttagattagg 
catacgattt 
tgctacaact 
ccactttgag 
aactatgtgc 
tggcctggcg 
cctgaattca 
tccagaagag 
tgatctgtca 
ttaacttttc 
tttttctttc 
tatttttgct 
aattaatgaa 
agtgataagg 
taagtacatt 
ttgttgatac 
cgggaggtag 
ctcgctcaga 
gctgtgtcca 
tattgggact 
atcatatcag 
agttgactca 
aggcgtataa 
ttgtagactt 
gacattatag 
ggagcatagg 
atagtaagga 
tacagaaaac 
gttctgccgg 
aagatgttga 



tcccccaaat 
taggaaatct 
tgcaacatta 
aagcattttt 
tatcttatct 
cctgtgaatt 
tgtatctgaa 
ctcgggtata 
tcaccgaagg 
gagtggagac 
agataacata 
tcttttttgt 
ttctttagaa 
attagaccta 
aaatttgtag 
gtttccactt 
tttaggtgaa 
acatgtagca 
aatacaagtt 
gatgttggaa 
tagtacttac 
aaagatggca 
cacagactta 
tcccaaaata 
tggtagtgca 
agcacctgaa 
atgcattctt 
gcatttagca 
caggaaacgt 
cagatatgtt 
acatgagcgt 



tagcacttta 
taatttggcc 
aattagaaca 
ntttttaaga 
gaaaatctgt 
tctggggact 
tgcctgaata 
ttgattggct 
aaaagaacca 
gtactaagtg 
atctatatat 
ttttgtttta 
atgtaatgtt 
ataattatgt 
catcaactag 
cttgatatga 
ggagcttttg 
gtaaaaatag 
ctggaacatc 
tggtttgagc 
gacttcatta 
tatcagatat 
aagcctgaaa 
aaacgtgatg 
acatatgatg 
gttattttag 
attgaatact 
atgatggaaa 
aaatattttc 
tcaagacgct 
ctctttgacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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tcattcagaa aatgttggag tatgatccag ccaaaagaat tactctcaga gaagccttaa 192 0 
agcatccttt ctttgacctt ctgaagaaaa gtatatagat ctgtaattgg acagctctct 1980 
cgaagagatc ttacagactg tatcagtcta atttttaaat tttaagttat tttgtacagc 2040 
tttgtaaatt cttaacattt ttatattgcc atgtttattt tgtttgggta atttggttca 2100 
ttaagtacat agctaaggta atgaacatct ttttcagtaa ttgtaaagtg atttattcag 2160 
aataaatttt ttgtgcttat gaagttgata tgtatctgaa cagtttgttc taagtaccat 2220 
ttttcttcct acttctatta aagaatggac atag 2254 



<210> 239 

<211> 3685 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 998034.3 



<400> 239 

cggccgcgtc gaccggctgc gctcaccggt 
cccccgcagg tcggcccctc cgacgccggc 
gtggggaggt cgcggctcca gtcctcgcgt 
ccgcgggcgg ggccgttgcg gggccgggcc 
ggctggagcg gggcctcgcg agaggccgag 
ggctgctccg gaggctcggg tggcttgaga 
gcggtcgccg gcatgacggg tcgcgtgtgc 
gacgcggcgc gcggggacgc ggtgtgcacc 
atcgtgtccg aggtgcagtt cgtggagagc 
ttcgtgtccc tggacggtgc tggcaaaacc 
ctggggaagg agtcgagagc gcagaccctg 
gggaaccagc tgcagctgaa ccagcactgc 
gccgtgagca ggcacctgac ccgcggccgg 
tacctggtct gccgtacgga gggcacgccg 
caggtgaatg tgtacgtgct tggaaagacg 
aatgcgccgg ccatagaccc gtgcctgtat 
ggggagaaga accacgaggt gtccatgact 
gactggatgc acacaggccg gcgcccctcg 
gccagaatgc atgacttcag gaggactgtg 
gagtccacgc tgcggaagag gctcacggaa 
attgatgagt tcatgaagat cgacctggag 
gggcagagga agctgcggat gaagcagctt 
gttgaaggtg aaatatccag ttaccaggat 
ccaaaggcca aggggggcct ggccagcctg 
tccagcttgt gtggcgagga ggacacagag 
ctgaacaaag acttataccg ggagctcctt 
ggaagccccg agtggggcgg cagacctccg 
actgcagcca gcctgggcat ctcagactcc 
gaccccaaag atgcttcagg agacggtgag 
attgacaggt acatcctgaa tgagtcggaa 
gagaacgccg agtacctgcg ggaacagagg 
gagctcggca tctacaagga acacaagccc 
caggccagta ccgccaggga ggccatcgag 
aagatcaatt atagcgtgct ccggggcctc 
gaggatgcac agcccgagca tagcgccagt 
gccagcagaa gtggggctga ccctgtgacc 
tctacgcagc cagcaaagaa ggtggccacg 
ctcggagctg agcctgccag gccccaggcg 



aggccccgct cgggttccgc cgaagcccag 60 
cgcgccgcaa gggaggccag ctcgctcgca 12 0 
ccccgccgtg gtcccggtgc ctgtcccatc 180 
cgggccgggg cgaatctgcg gctgcgaatc 240 
gctgggcggc tgggctgggc gggcggccgg 300 
gtcttgggag gctccgggcg ctgcgcccgc 3 60 
cgcggttgcg gcggcacgga catcgagctg 42 0 
gcctgcggct cagtgctgga ggacaacatc 480 
agcggcggcg gctcctcggc cgtgggccag 540 
ccgactctgg gtggcggctt ccacgtgaat 60 0 
cagaatggga ggcgccacat ccaccacctg 6 60 
ctggacaccg ccttcaactt cttcaagatg 720 
aagatggccc acgtgattgc tgcctgcctc 780 
cacatgctcc tggacctcag cgacctgctc 840 
tttcttctct tggcaagaga gctctgcatc 900 
attccacgct ttgcgcacct gctggaattc 960 
gccctgaggc tcctacagag gatgaagcgg 102 0 
ggcctctgcg gagcagcgct cctggttgca 10 8 0 
aaggaggtca tcagtgtggt caaagtgtgt 114 0 
tttgaagaca cccccaccag tcagttgacc 12 00 
gaggagtgcg accccccctc gtacacagct 12 6 0 
gaacaagtcc tgtcaaaaaa actggaggag 13 2 0 
gcaattgaga ttgaactaga aaacagccgg 13 80 
gcaaaagatg gctccaccga ggacaccgcg 1440 
gacgaggagc tggaagccgc ggccagccac 1500 
ggtggtgccc ccggcagctc ggaagcagca 15 6 0 
gccctggggt ccctgctgga ccccctcccc 1620 
atccgcgaat gcatctcctc tcagagcagc 1680 
ctggacctca gtggcattga tgacctggag 1740 
gcccgcgtga aggccgagct gtggatgagg 1800 
gaaaaagaag caagaatagc gaaagagaag 1860 
aagaagtctt gcaagcgacg ggagccaatt 192 0 
aagatgctgg agcagaagaa gatctccagc 1980 
agcagcgccg gcgggggcag tccgcacagg 2040 
gccaggaagc tgtcacgaag gaggacgccg 210 0 
agtgtgggga aaaggttgag gcctctggtg 2160 
ggagaggctt tgctcccaag ctctcccacc 2220 
gtgctggtgg agagcgggcc cgtgtcatac 22 80 
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cacgccgacg aggaggctga cgaggaggag cctgacgagg aggacgggga gccctgcgtc 23 40 
agtgccctgg cagatgatgg gcagcaacga ctatggctgt gatggcgatg aggacgacgg 2400 
ctactgaagt gtggcctcca ggcaggtgat gtcctggcag ggggcctcgc gggtctcctc 2460 
agcatcagac gggcttccag gaccgcagca ggcaggcccc agcgccgaga ctcctggtga 2 520 
caggtggcac ctgtcccaca gccctcgtcc catgtggaac ttaccattgg gattgtgttt 2580 
ctattcagca agggaaaccg gaccaagcgt ctgcatgtgt gtgatcagat gtgggccggg 2 640 
tgtgtgcagg gctgggtccc gctgcctgcc gtcgactcat ccaaggaccc tccaaggctg 2700 
gcagtgtggt gttgctacta ttaaggaaac aggcttgggg cagccccact gctggtccaa 2760 
gtgtgtggag ggctgagtgt gctggccctg tgactcagga ccagctctgg agtctccagc 2 82 0 
ccaccctccg caccgtcccc tcctgagcag cactcggcgc cagcagcctc tgccagagtg 2880 
gaagccagag ccctgcaggt gtccggcgca gccgtgggag ctgaggatct ggcacttgag 2940 
aggcagcagc tccttgaagg tcctctgcct ccagctgtgg ccctgcatcc agatacctgc 3000 
ctcgtccgag gcagacaccc ccacccctgc ctcctccaga cccccctccc cgctgcctgc 3060 
accgcctgga gcagcatggg ggtcagaccc ctgctccagg gccacttgag ttgtgggccc 3120 
aggagccctg cggctgccgg caggtgaact gagtgcccga cagctgagac cggcgcccac 3180 
ccgtcctgag catagctctg taggcagtgc gggcatagcc tgcatagtgt cctggcgctg 3240 
ggagttcccc gtggacagag ccagagggca gtggcgctcc ctgtcagagc tggatcaggc 33 00 
cccccatcga ggagggaggg cagacggagg cccgagagcc tccccaggcc tcttcgtggg 33 60 
aaggccccag taccactcgt aggaggtctc agctctggca tggctgcccc ggatgtggcc 342 0 
gagggggctt caccctgtgt ccttaggagg gggtggcctt gaggcagagc cgtgcctcac 3 48 0 
tgacccccag gggcctcatc ctccccatgg aatgggctgt atgtcctgcc ccaacttggc 3540 
ccgcagcagg ccagaccccc ctacccccgc ccagagctca gtagccagcc tgggtcctgc 3600 
cagggcttct cgagggcttg ggggaagaat agatttagta aagcaggaag atctgttgtt 3 660 
acttaacaga aaaaaaaagg ggccg 3 685 

<210> 240 

<211> 3845 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 474165.26 

<220> 

<221> unsure 
<222> 11 

<223> a, t, c, g, or other 
<400> 240 

cgacgcgcgc ngcgtcccgg cgctcggctt tccctccgcc ggtcccgccc tccgtcgcgg 60 
cggcgcggtg taccctggga tagggagcga tctccgagcg aggccggcaa gatggacgcg 12 0 
ggatttttcc gcggaacaag tgcagaacag gataatcggt tcagcaacaa acagaagaaa 180 
ctactgaagc agctgaaatt tgcagaatgc ctagaaaaaa aggtggacat gagcaaagta 2 40 
aatttggagg ttataaagcc ttggataaca aaaagagtaa cggaaatcct tgggtttgaa 300 
gatgatgttg tgattgagtt tatattcaac cagctggaag tgaagaatcc agactccaaa 3 60 
atgatgcaaa tcaacctgac tggatttttg aatggaaaaa atgctcgaga atttatggga 42 0 
gaactgtggc ccctgctgct aagtgcacaa gaaaacatcg cgggaatccc ttctgctttc 480 
ctagaactga agaaagaaga aataaaacaa agacagattg aacaagaaaa actggcatct 540 
atgaaaaagc aagatgaaga caaagataaa agagataagg aagaaaaaga aagcagcaga 6 00 
gaaaaaaggg agcggtctcg tagcccaaga agacgcaaat ccagatctcc ttcccctaga 660 
agacgatctt cccctgtcag gagagagaga aagcgcagtc attctcgatc tccccgtcac 720 
agaaccaaga gccggagtcc ttcccctgct ccagaaaaga aggaaaaaac tccagagctc 780 
ccagaacctt cagtgaaagt aaaagaacct tcagtacaag aggctacttc tactagtgac 84 0 
attctgaaag ttcccaaacc tgaacctata ccagagccta aagaaccttc tccggaaaaa 900 
aattccaaaa aagaaaagga gaaggagaag acccgaccac gatctcggtc acgctccaaa 9 60 
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tcaagatccc 
tcccgatcaa 
cgaagaagaa 
ccagtaagac 
tcatctcgtt 
aaaactcgta 
cctgcaactc 
agaaaaagtc 
ggtactgaga 
gaatcggaag 
caatacagac 
gatgaacgac 
tccccttccc 
ggtagacgga 
gcccctcctc 
cctcccccac 
tactctcctt 
agagcatcac 
agaagctccc 
tcttccccaa 
ccctcaccac 
gcgtcgtcat 
gtctccagga 
gtaagaaggg 
cccccagcac 
gtaccggtca 
caggaaggag 
aagcacaaga 
gctgtgaccc 
gcagcgccag 
gaaaagcacc 
tcttaggggg 
caaaattgct 
ttgaagttca 
gtattagtga 
caaaaaaaaa 
ctttaaatgc 
tctttttgtt 
ttatgcttct 
ctaccacaaa 
ctctgctgaa 
tttgccagga 
ctcattctgt 
tgagctagtc 
ctctgttcat 
tatttggaag 
tttgattttt 
aacagaataa 
gctat 



ggacgcggtc 
gatcgtattc 
ctccgccaag 
gaagaagacg 
cacggtcacc 
ggttatctcc 
caccacccaa 
gtgtttctgt 
aaagagaatc 
aagataaagg 
gacaaaacca 
ccaagagatc 
ggagtgcttc 
ggagaagtcc 
ctcgacggcg 
gtcggcgctc 
ctccacctcc 
catctccacc 
cagtcaccaa 
gccgctctac 
ggcctcgagc 
caccccaaag 
ctccggaacc 
tctcatcctc 
ctccatcccc 
aaaaggccaa 
gtggaaagaa 
agcacaaaaa 
ctgcagccat 
agccgaagaa 
tgcgtgaaaa 
aaatgtttgt 
aaaatgtgtt 
acatgtaaaa 
cattctttca 
ttcccttttt 
cctagctatt 
tttctttctt 
gaccttgtat 
agtataaatg 
atgaatcagg 
cactgtgggt 
tattctggtt 
ccagaaagga 
atttttgtct 
gctggaaggg 
tttttgtttt 
atttctaaat 



ccgctctcct 
acctagaagg 
aagaatgcct 
ttcgtcagca 
accaaagaag 
ttcagcaagt 
aactcggcat 
gtctccaggg 
cccttcacca 
tggcaaaatg 
gcagtcttca 
ccatgtgaag 
tccatcacca 
atccccacca 
caggactccc 
accttctcct 
aaagagaaga 
accaaagcgg 
gagacgttca 
ccgggaggcc 
tcctcagacc 
aaggcagtcc 
taaaaagata 
ccgatctgtc 
cgtccagtct 
aagcccaaca 
aaagaagaaa 
acacaagaag 
tgcagctgcc 
ggagactgaa 
ggccctgaga 
tatgatgtaa 
tgagctttag 
aaagggggca 
ttgacagctg 
aaaaaagggg 
cccagagggg 
cttcttattt 
ggtctgtaag 
aatattttaa 
attcgagctc 
ttatattgat 
ttgttttttt 
tccttcagtt 
tgttcttcca 
cccagacttt 
gatttttttt 
tttttaaaaa 



tctcacactc 
cggccaagcc 
cctccaccaa 
tccttgtctg 
cctcccaaga 
cctccaaggc 
tcccctacac 
agaacttcag 
gcaccgaagc 
gctgcagcag 
tctgactctg 
aatggtgagg 
cgaaagcgcc 
cccaccagaa 
acaccaccac 
agaagatact 
acggcttcac 
cgggtctccc 
ccttcattat 
cgatcaccac 
tcctcaagtc 
ccgtctccaa 
aaaaaggctg 
tccgggtctc 
cagtcaccgt 
ccgagcccat 
aagaaggaca 
gaaaaggctg 
acaaccacat 
agtgaagctg 
tcaatgagga 
attttatttg 
actataacat 
tggatttaca 
acataattca 
gtttaaatac 
tttttttgtt 
ttttcatttg 
cttgcccaga 
tgccacaatc 
taggatgaga 
gtgtaacaag 
tgttttgttt 
acatacaatt 
attggtatat 
ggaatagtgt 
aaactaaagc 
actaaaataa 



gacctagacg 
caagaaggcg 
ggcatagaag 
ggagtagctc 
ggacatccag 
gaaggcacag 
cccagcagtc 
gtaaagtgac 
ctagaaaagt 
attctgtgca 
gctcctcctc 
ttggcaggcg 
aaaaagagac 
ggcgacggtc 
cacgacgaag 
ctcctccaat 
ctcctccccc 
attctccacc 
catccaagca 
aaccaaacaa 
ctccacccgt 
gtactaggcc 
cttccccaag 
ctgagccagc 
ctacaaactg 
caccgccaag 
agaaacacaa 
tggctgcagc 
tagcacagga 
aagataacct 
aggcccaagt 
gtttgtacgc 
ttgttgtaat 
ttgcaaaagg 
ttgagtgaaa 
tgttggcatt 
tgtttttttg 
agtcttagct 
aataagacca 
tttcctgttg 
cagaaaatga 
ttgatttgga 
tttttctttt 
tgtttaatga 
acaactttca 
cttggtttca 
tatataaagc 
cacttcacac 



gcgccataga 
gccatctcct 
gagtagatct 
atcatcctct 
cccccctcgg 
gccatcacct 
aaaccgtaca 
aaaacataaa 
agagttatct 
gcagagacgc 
ctcctcagaa 
gcggagacat 
ttcccctcgt 
tccttctccc 
gactccttct 
acagaggaga 
tcctaaacga 
tcccaaacaa 
taggaaaggg 
acggcattcg 
tcgaagagga 
cattaggaga 
cccacagtct 
agctaaaaag 
gtcaccagct 
aaattcagat 
aaaggataag 
tgctgcagct 
agagccagtg 
tgatgattta 
gtccccacag 
agttcaattt 
aattgctagg 
tgtccacagt 
tattttaagc 
tttatggttc 
gttttgattt 
cccatttaag 
ctgttttgaa 
cctgtggagt 
aagcatgttg 
acactggact 
gtaaaggcaa 
aatgtcatgg 
gagcctcttg 
ctgtttttgt 
ttgtggatta 
ccactaggtg 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3845 



<210> 241 
<211> 538 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> misc_feature 

<223> Incyte ID No: 697785CB1 



<400> 241 

cccacgcgtc cggtggagtc ttctgacagc tggtgcgcct gcccgggaac atcctcctgg 60 
actcaatcat ggcttgtggt ctggtcgcca gcaacctgaa tctcaaacct ggagagtgcc 12 0 
ttcgagtgcg aggcgaggtg gctcctgacg ctaagagctt cgtgctgaac ctgggcaaag 180 
acagcaacaa cctgtgcctg cacttcaacc ctcgcttcaa cgcccacggc gacgccaaca 240 
ccatcgtgtg caacagcaag gacggcgggg cctgggggac cgagcagcgg gaggctgtct 3 00 
ttcccttcca gcctggaagt gttgcagagg tgtgcatcac cttcgaccag gccaacctga 360 
ccgtcaagct gccagatgga tacgaattca agttccccaa ccgcctcaac ctggaggcca 42 0 
tcaactacat ggcagctgac ggtgacttca agatcaaatg tgtggccttt gactgaaatc 480 
agccagccca tggcccccaa taaaggcagc tgcctctgct ccctctgaaa aaaaaaaa 53 8 



<210> 242 
<211> 135 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 697785CD1 



<400> 242 



Met 


Ala 


Cys 


Gly 


Leu 


Val 


Ala 


Ser 


Asn 


Leu 


Asn 


Leu 


Lys 


Pro 


Gly 


1 








5 










10 










15 


Glu 


Cys 


Leu 


Arg 


Val 


Arg 


Gly Glu Val 


Ala 


Pro 


Asp 


Ala 


Lys 


Ser 










20 










25 










30 


Phe 


Val 


Leu 


Asn 


Leu 
35 


Gly 


Lys 


Asp 


Ser 


Asn 
40 


Asn 


Leu 


Cys 


Leu 


His 
45 


Phe 


Asn 


Pro 


Arg 


Phe 
50 


Asn 


Ala 


His 


Gly 


Asp 
55 


Ala 


Asn 


Thr 


He 


Val 
60 


Cys 


Asn 


Ser 


Lys 


Asp 


Gly Gly Ala 


Trp 


Gly 


Thr 


Glu 


Gin 


Arg 


Glu 










65 










70 










75 


Ala 


Val 


Phe 


Pro 


Phe 
80 


Gin 


Pro 


Gly 


Ser 


Val 
85 


Ala 


Glu 


Val 


Cys 


He 
90 


Thr 


Phe 


Asp 


Gin 


Ala 
95 


Asn 


Leu 


Thr 


Val 


Lys 
100 


Leu 


Pro 


Asp 


Gly 


Tyr 
105 


Glu 


Phe 


Lys 


Phe 


Pro 
110 


Asn 


Arg 


Leu 


Asn 


Leu 
115 


Glu 


Ala 


He 


Asn 


Tyr 
120 


Met 


Ala 


Ala 


Asp 


Gly 
125 


Asp 


Phe 


Lys 


He 


Lys 
130 


Cys 


Val 


Ala 


Phe 


Asp 
135 



<210> 243 

<211> 3763 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 346209.3 



<400> 243 

ggcaaaaatg aagaaatttg 
tgagcaagga gcggaagctg 
aggaggagga gaaggtcaag 



aagaggacct gctgcgtcct 
ctggaagatc gtctggccga 
agcctcaata agctacggct 



ggaagaccag aattccaagc 6 0 
gttctcatcc caggcagctg 12 0 
caaatatgag gccacaatcg 180 
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cagacatgga ggaccgccta cggaaggagg 
agcggaggct ggatggggag agctcagagc 
gggcagagga gctgcgggcc cagctgggcc 
ccagggcaga agacgagggt ggggcccggg 
aagcagccct ggccgaggcc caggaggacc 
cggagaagca gcgccgggac ctgggcgagg 
acacgctgga ctccaccaac gcacagcagg 
cggagctgaa gaagactctg gaggaggaga 
tgaggcagcg ccacggccag gccctggggg 
ggggcaaagg tgcatgggag aagacccggc 
gggcagaact gagcagcctg cagactgcac 
tggagttaca gctgcaggag gtgcagggcc 
aggctgctga gaagctgcag cgagcccagg 
acgaggctga gtccaaaacc atccgtctta 
tgcacgatgc ccaggagctg ctgcaggagg 
gggtgcgagc catggaggct gaggcagccg 
ctgccaggga acgggcgggc cgtgaactgc 
ggcggcgcca ggaggaggag gcaggggcac 
cagcccggga ggccgaggcc ctgacccagc 
ggctggagcg gggccgccgc cggctgcagc 
agcagcagcg gcagcttgtg agcaccctgg 
tggcagagga gaaggcagct gtacttcggg 
agggccggga gcgtgaggct cgggccctgt 
aggcacgtga ggagctggag cggcagaacc 
tgagcagcaa ggatgacgtc ggcaagagcg 
cagaacaggc agccaatgat ctgcgagcac 
cggccgagga tgccaagctg cgtctggagg 
agcgtgacct gcagggccgt gatgaggctg 
agctgagaga tgcagaggtg gagcgggatg 
ctgcccgcaa gaagctggag ggagagctgg 
gccagggcaa ggaggaggcg gtgaagcagc 
tatggcggga ggtggaggag acacgcacct 
aaagtgaaaa gcgcctcaag ggcctggagg 
ccgcctcgga ccgtgctcgg cggcaggccc 
tggccaatgg taaccttagc aaggcagcca 
gcctggggca gttggaggaa gagctggagg 
accgctaccg caagctgctc ctgcaggtag 
gcagtttctc agccaaggca gagagcgggc 
tacggggacg cctgggtgag gaggatgctg 
ctgcccttga gtctaagttg gcccaggctg 
gcatcctctc tggaaagctg gtgcgcagag 
aggtggagga ggagcggagg gtggctgacc 
ttcgagtcaa gcagctgaag cggcagctgg 
aggccggccg ccggaggctg cagcgtgagc 
tgaaccgtga agtgaccaca ctgaggaacc 
cccgcacggt gcgccaggtc ttccgactag 
aggaagcaca gcctgggtct gggccatccc 
cccagtgacc ctaccctgtc cccagatgca 
ctggacccca cgggcccctg tcccaggaac 
tggtgcagca ctctggcatt tatcaccccc 
gatgacccct aaacacagag gagcggggca 
cttgttgggg gactgggtac agttggcaag 
tcttccctcg ttattgatct atagacatta 
ctcagccagt gcaacccatt ccctctgctt 
ccttccctac cctctcacca tctttcttgg 
taggaatctc gctctcactc tctacgtagc 



agaagggtcg ccaggagctg gagaagctga 240 
tgcaggagca gatggtggag cagcaacagc 3 00 
ggaaggagga ggagctgcag gctgccctgg 3 60 
cccagctgct gaaatccctg cgggaggctc 42 0 
tggagtctga gcgtgtggcc aggaccaagg 480 
agctggaggc gctgcggggc gagctggagg 540 
agctccggtc caagagggaa caggaggtga 600 
ctcgcatcca cgaggcggca gtgcaggagc 660 
agctggcgga gcagctggag caggcccgga 72 0 
tggccctgga ggccgaggtg tccgagctgc 780 
gtcaggaggg tgagcagcgg aggcgccgcc 840 
gggctggtga tggggagagg gcacgagcgg 9 00 
ctgaactgga gaatgtgtct ggggcgctga 960 
gcaaggagct gagcagcaca gaagcccagc 1020 
agaccagggc gaaattggcc ttggggtccc 10 8 0 
ggctgcgtga gcagctggag gaggaggcag 1140 
agactgccca ggcccagctt tccgagtggc 12 0 0 
tggaggcagg ggaggaggca cggcgccggg 12 60 
gcctggcaga aaagacagag accgtggatc 1320 
aggagctgga cgacgccacc atggacctgg 1380 
agaagaagca gcgcaagttt gaccagcttc 1440 
cagtggagga acgtgagcgg gccgaggcag 1500 
cactgacacg ggcactggag gaggagcagg 15 60 
gggccctgcg ggctgagctg gaggcactgc 1620 
tgcatgagct ggaacgagcc tgccgggtag 16 80 
aggtgacaga actggaggat gagctgacag 1740 
tgactgtgca ggctctcaag actcagcatg 1800 
gtgaagagag gcggaggcag ctggccaagc 18 60 
aggagcggaa gcagcgcact ctggccgtgg 192 0 
aggagctgaa ggctcagatg gcctctgccg 19 80 
ttcgcaagat gcaggcccag atgaaggagc 2 040 
cccgggagga gatcttctcc cagaatcggg 2100 
ctgaggtgct gcggctgcag gaggaactgg 2160 
agcaggaccg ggatgagatg gcagatgagg 222 0 
ttctggagga gaagcgtcag ctggaggggc 22 80 
aggagcagag caactcagag ctgctcaatg 23 40 
agtcactgac cacagagctg tcagctgagc 2400 
ggcagcagct ggaacggcag atccaggagc 2460 
gggcccgtgc ccgccacaag atgaccattg 2520 
aggagcagct agagcaagag accagagagc 2 5 80 
ctgagaagcg gcttaaagag gtggtgctcc 2 640 
agctccggga ccagctggag aagggaaacc 2700 
aggaggccga ggaggaggca tcccgggctc 2760 
tggaagatgt cacagagtcg gccgagtcca 2 82 0 
ggcttcgacg cggccccctc accttcacca 2 880 
aggagggcgt ggcatccgac gaggaggcag 2 940 
cggagcctga ggggtcccca ccagcccacc 3 000 
ctaacagatg gggcccagcc cccttcctcc 3060 
cccgccctct gacttcttgc cctttggaaa 3120 
acctgggtcc cctgcaacct cccatcaaag 3180 
ggcagggagg caaggactgg agctaccttg 3240 
ctgtgtttcc atcagctccc tgtcctcctt 3300 
ggaagggagt gagacggctc ctccaccatc 3 3 60 
ctctctctct atgtctgtgt ccgtccctct 3420 
cctctctgag ggtctctctg tgcatctttt 3480 
cactctcctt cccccatttc tgcgtccacc 3540 
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cctgaactcc tgagcgacag aagccccagg cctccaccag ccttgaaccc ttgcaaaggg 3 600 
gcaggacaag gggacccctc tcactcctgc tgctgcccat gctctgccct cccttctggt 3 660 
tgctctgagg gttcggagct tccctctggg actaaaggag tgtcctttac cctcccagcc 3720 
tccaggctct ggcagaaata aactccaacc cgactggacc ate 37 63 



<210> 244 
<211> 473 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 167772CB1 



<400> 244 

ceggactata 

gcgtgttttc 

gctcctgctc 

aatgcacctc 

cccagggctg 

acagctgtgc 

ttttttttgt 

gcaataaatt 



aagagagccg 
ctcttgatcg 
gcctgttggc 
ctgcaagaag 
catctgeaaa 
tctcagatgt 
acaaccctga 
catctagact 



ccggcttctg 
ggaactcctg 
tcctgtgcct 
agetgetget 
gggacgtcag 
aaatagagca 
cccgtttgct 
agaaaaaaaa 



ggctccacca 
cttctccttg 
gtgccggctc 
cctgctgccc 
acaagtgcag 
acctatataa 
acatcttttt 
aaaagaacaa 



cgcttttcat 
cctcgaaatg 
ctgcaaatgc 
tgtgggctgt 
ctgctgtgcc 
acctggattt 
ttctatgaaa 
aaaaaaaaaa 



ctgtcccgct 60 
gaccccaact 120 
aaagagtgca 180 
gccaagtgtg 240 
tgatgecagg 3 00 
tttttttttt 360 
tatgtgaatg 42 0 
agg 473 



<210> 245 
<211> 61 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 167772CD1 



<400> 245 










Met 


Asp Pro 


Asn 


Cys 


Ser 


Cys 


1 






5 






Ala 


Gly Ser 


Cys 


Lys 


Cys 


Lys 








20 






Lys 


Ser Cys 


Cys 


Ser 


Cys 


Cys 








35 






Gin 


Gly Cys 


He 


Cys 


Lys 


Gly 



50 

Ala 

<210> 246 

<211> 1291 

<212> DNA 

<213> Homo sapiens 



Ser 


Pro 


Val 


Gly 


Ser 


Cys 


Ala 


Cys 






10 










15 


Glu 


Cys 


Lys 


Cys 


Thr 


Ser 


Cys 


Lys 






25 










30 


Pro 


Val 


Gly 


Cys 


Ala 


Lys 


Cys 


Ala 






40 










45 


Thr 


Ser 


Asp 


Lys 


Cys 


Ser 


Cys 


Cys 






55 










60 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2514988CB1 



<220> 

<2 21> unsure 
<222> 46 
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<223> a, t, c, g, or other 
<400> 246 

gcagggggag aacagcccac ctcgtgactg 
ggagggggcg ggacaggggg agccgtataa 
tcagccccag cggaggtgaa ggacgtcctt 
ggaagatgaa ggttctgtgg gctgcgttgc 
aggtggagca agcggtggag acagagccgg 
agagcggcca gcgctgggaa ctggcactgg 
agacactgtc tgagcaggtg caggaggagc 
gggcgctgat ggacgagacc atgaaggagt 
aactgacccc ggtggcggag gagacgcggg 
aggcccggct gggcgcggac atggaggacg 
aggtgcaggc catgctcggc cagagcaccg 
tgcgcaagct gcgtaagcgg ctcctccgcg 
tgtaccaggc cggggcccgc gagggcgccg 
tggggcccct ggtggaacag ggccgcgtgc 
agccgctaca ggagcgggcc caggcctggg 
tgggcagccg gacccgcgac cgcctggacg 
ccaagctgga ggagcaggcc cagcagatac 
tcaagagctg gttcgagccc ctggtggaag 
agaaggtgca ggctgccgtg ggcaccagcg 
cgccgaagcc tgcagccatg cgaccccacg 
tgcagcggga gaccctgtcc ccgccccagc 
aagattcacc aagtttcacg caaaaaaaaa 

<210> 247 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc__ feature 

<223> Incyte ID No: 2514988CD1 

<400> 247 

Met Lys Val Leu Trp Ala Ala Leu 

1 5 
Cys Gin Ala Lys Val Glu Gin Ala 

20 

Glu Leu Arg Gin Gin Thr Glu Trp 
35 

Leu Ala Leu Gly Arg Phe Trp Asp 
50 

Leu Ser Glu Gin Val Gin Glu Glu 
65 

Gin Glu Leu Arg Ala Leu Met Asp 

80 

Ala Tyr Lys Ser Glu Leu Glu Glu 

95 

Glu Thr Arg Ala Arg Leu Ser Lys 
110 

Arg Leu Gly Ala Asp Met Glu Asp 
125 

Tyr Arg Gly Glu Val Gin Ala Met 
140 



ggggctgccc cagccnaccc tatccctggg 60 
ttggacaagt ctgggatcct tgagtcctac 12 0 
ccccaggagc cgactggcca atcacaggca 180 
tggtcacatt cctggcagga tgccaggcca 240 
agcccgagct gcgccagcag accgagtggc 300 
gtcgcttttg ggattacctg cgctgggtgc 3 60 
tgctcagctc ccaggtcacc caggaactga 420 
tgaaggccta caaatcggaa ctggaggaac 480 
cacggctgtc caaggagctg caggcggcgc 540 
tgtgcggccg cctggtgcag taccgcggcg 6 00 
aggagctgcg ggtgcgcctc gcctcccacc 660 
atgccgatga cctgcagaag cgcctggcag 72 0 
agcgcggcct cagcgccatc cgcgagcgcc 780 
gggccgccac tgtgggctcc ctggccggcc 840 
gcgagcggct gcgcgcgcgg atggaggaga 900 
aggtgaagga gcaggtggcg gaggtgcgcg 9 60 
gcctgcaggc cgaggccttc caggcccgcc 1020 
acatgcagcg ccagtgggcc gggctggtgg 1080 
ccgcccctgt gcccagcgac aatcactgaa 1140 
ccaccccgtg cctcctgcct ccgcgcagcc 1200 
cgtcctcctg gggtggaccc tagtttaata 12 60 
a 1291 



Leu 


Val 


Thr 


Phe 


Leu 


Ala 


Gly 




10 










15 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 




25 










30 


Gin 


Ser 


Gly Gin Arg Trp Glu 




40 










45 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 




55 










60 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 




70 










75 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 




85 










90 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 




100 










105 


Glu 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 




115 










120 


Val 


Cys 


Gly Arg 


Leu 


Val 


Gin 




130 










135 


Leu 


Gly Gin 


Ser 


Thr 


Glu 


Glu 




145 










150 
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Leu 


Arg 


Val Arg 


Leu 
155 


Ala 


Ser 


His 


Leu 


Arg 
160 


Lys Leu 


Arg 


Lys 


Arg 
165 


Leu 


Leu 


Arg Asp 


Ala 
170 


Asp 


Asp 


Leu 


Gin 


Lys 
175 


Arg Leu 


Ala 


Val 


Tyr 
180 


Gin 


Ala 


Gly Ala 


Arg 
185 


Glu 


Gly 


Ala 


Glu 


Arg 
190 


Gly Leu 


Ser 


Ala 


He 
195 


Arg 


Glu 


Arg Leu 


Gly 
200 


Pro 


Leu 


Val 


Glu 


Gin 
205 


Gly Arg 


Val 


Arg 


Ala 
210 


Ala 


Thr 


Val Gly 


Ser 


Leu 


Ala 


Gly Gin 


Pro 


Leu Gin 


Glu 


Arg 


Ala 








215 










220 








225 


Gin 


Ala 


Trp Gly 


Glu 
230 


Arg 


Leu 


Arg 


Ala 


Arg 
235 


Met Glu 


Glu 


Met 


Gly 
240 


Ser 


Arg 


Thr Arg 


Asp 
245 


Arg 


Leu 


Asp 


Glu 


Val 
250 


Lys Glu 


Gin 


Val 


Ala 
255 


Glu 


Val 


Arg Ala 


Lys 
260 


Leu 


Glu 


Glu 


Gin 


Ala 
265 


Gin Gin 


He 


Arg 


Leu 
270 


Gin 


Ala 


Glu Ala 


Phe 
275 


Gin 


Ala 


Arg 


Leu 


Lys 
280 


Ser Trp 


Phe 


Glu 


Pro 
285 


Leu 


Val 


Glu Asp 


Met 
290 


Gin 


Arg 


Gin 


Trp 


Ala 
295 


Gly Leu 


Val 


Glu 


Lys 
300 


Val 


Gin 


Ala Ala 


Val 
305 


Gly 


Thr 


Ser 


Ala 


Ala 
310 


Pro Val 


Pro 


Ser 


Asp 
315 



Asn 



<210> 248 
<211> 857 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 481231.16 



<400> 248 

gaaggaggtg cgtcctgctg cctgccccgg tcactctggc tccccagctc aaggtccccc 60 
acggcccttc aggatgaaag ctgcggtgct gaccttggcc gtgctcttcc tgacggggag 12 0 
ccaggctcgg catttctggc agcaagatga acccccccag agcccctggg atcgagtgaa 180 
ggacctggcc actgtgtacg tggatgtgct caaagacagc ggcagagact atgtgtccca 240 
gtttgaaggc tccgccttgg gaaaacagct aaacctaaag ctccttgaca actgggacag 3 00 
cgtgacctcc accttcagca agctgcgcga acagctcggc cctgtgaccc aggagttctg 3 60 
ggataacctg gaaaaggaga cagagggcct gaggcaggag atgagcaagg atctggagga 420 
ggtgaaggcc aaggtgcagc cctacctgga cgacttccag aagaagtggc aggaggagat 480 
ggagctccac cgccagaagc tgcacgagct gcaagagaag ctgagcccac tgggcgagga 540 
gatgcgcgac cgcgcgcgcg cccatgtgga cgcgctgcgc acgcatctgg ccccctacag 600 
cgacgagctg cgccagcgct tggccgcgcg ccttgaggct ctcaaggaga acggcggcgc 660 
cagactggcc gactaccacg ccaaggccac cgagcatctg agcacgctca gcgagaaggc 72 0 
caagcccgcg ctcgaggacc tccgccaagg cctgctgccc gtgctggaga gcttcaaggt 780 
cagcttcctg agcgctctcg aggagtacac taagaagctc aacacccagt gaggcgcccg 840 
ccgccgcccc ccttccc 857 



<210> 249 

<211> 2310 

<212> DNA 

<213> Homo sapiens 



<220> 



249 



PA-0035 US 



<221> misc_f eature 

<223> Incyte ID No: 481231.17 



<400> 249 

ggaggtgcgt cctgctgcct gccccggtca 
tgccccaggc cgggcctctg ggtacctgag 
cctggctgca atgagtgggg gagcacgggg 
caggcccttc ttctcctcca ggtcccccac 
ccttggccgt gctcttcctg acggggagcc 
ccccccagag cccctgggat cgagtgaagg 
aagacagcgg cagagactat gtgtcccagt 
acctaaagct ccttgacaac tgggacagcg 
agctcggccc tgtgacccag gagttctggg 
ggcaggagat gagcaaggat ctggaggagg 
acttccagaa gaagtggcag gaggagatgg 
gcgcagagct ccaagagggc gcgcgccaga 
cactgggcga ggagatgcgc gaccgcgcgc 
tggcccccta cagcgacgag ctgcgccagc 
agaactggcg gtgctgacct tggccgtgct 
ttctggcagc aagatgaacc cccccagagc 
gtgtacgtgg atgtgctcaa agacagcggc 
gccttgggaa aacagctaaa cctaaagctc 
ttcagcaagc tgcgcgaaca gctcggccct 
aaggagacag agggcctgag gcaggagatg 
gtgcagccct acctggacga cttccagaag 
cagaaggtgg agccgctgcg cgcagagctc 
ctgcaagaga agctgagccc actgggcgag 
gacgcgctgc gcacgcatct ggccccctac 
cgccttgagg ctctcaagga gaacggcggc 
accgagcatc tgagcacgct cagcgagaag 
ggcctgctgc ccgtgctgga gagcttcaag 
actaagaagc tcaacaccca gtgaggcgcc 
gctcggtggc cttggcgtgg tactcggcca 
caaggcgcgc ggccaagcgc tggcgcagct 
gcgcgtccac atgggcgcgc gcgcggtcgc 
cttgcagctc gtgcagcttc tggcgcgcgc 
ccttctggcg gtagagctcc atctcctcct 
gctgcacctt ggccttcacc tcctccagat 
tctccttttc caggttatcc cagaactcct 
tgctgaaggt ggaggtcacg ctgtcccagt 
cacggccaag gtcagcaccg cagctttcat 
agaagggcct ggctgagtgg ggtgccttca 
ttgcagccag gtgaggagaa gacacagagc 



ctctggctcc ccagctcaag gttcaggcct 60 
gtcttctccc gctctgtgcc cttctcctca 120 
cttctgcatg ctgaaggcac cccactcagc 180 
ggcccttcag gatgaaagct gcggtgctga 2 40 
aggctcggca tttctggcag caagatgaac 300 
acctggccac tgtgtacgtg gatgtgctca 3 60 
ttgaaggctc cgccttggga aaacagctaa 42 0 
tgacctccac cttcagcaag ctgcgcgaac 480 
ataacctgga aaaggagaca gagggcctga 540 
tgaaggccaa ggtgcagccc tacctggacg 600 
agctctaccg ccagaaggtg gagccgctgc 660 
agctgcacga gctgcaagag aagctgagcc 72 0 
gcgcccatgt ggacgcgctg cgcacgcatc 780 
gcttggccgc gcgccttgag gctctcaagg 840 
gtcttcctga cggggagcca ggctcggcat 900 
ccctgggatc gagtgaagga cctggccact 960 
agagactatg tgtcccagtt tgaaggctcc 102 0 
cttgacaact gggacagcgt gacctccacc 1080 
gtgacccagg agttctggga taacctggaa 1140 
agcaaggatc tggaggaggt gaaggccaag 1200 
aagtggcagg aggagatgga gctctaccgc 12 60 
caagagggcg cgcgccagaa gctgcacgag 13 2 0 
gagatgcgcg accgcgcgcg cgcccatgtg 13 80 
agcgacgagc tgcgccagcg cttggccgcg 1440 
gccagactgg ccgagtacca cgccaaggcc 1500 
gccaagcccg cgctcgagga cctccgccaa 1560 
gtcagcttcc tgagcgctct cgaggagtac 162 0 
cgccgccgcc ccccttcccg gtgctcagat 1680 
gtctggcgcc gccgttctcc ttgagagcct 1740 
cgtcgctgta gggggccaga tgcgtgcgca 1800 
gcatctcctc gcccagtggg ctcagcttct 1860 
cctcttggag ctctgcgcgc agcggctcca 192 0 
gccacttctt ctggaagtcg tccaggtagg 1980 
ccttgctcat ctcctgcctc aggccctctg 2040 
gggtcacagg gccgagctgt tcgcgcagct 210 0 
tgtcaaggag ctttaggccg tcaggaagag 2160 
cctgaagggc cgtgggggac ctggaggaga 2220 
gcatgcagaa gccccgtgct cccccactca 2280 

2310 



<210> 250 

<211> 4200 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1045853.2 

<220> 

<221> unsure 

<222> 128, 197, 395-532 



250 



PA-0035 US 



<223> a, t, c, g, or other 
<400> 250 

gcccgcagtg ggcccaaagg gcacctggcc 
gagggcccca atgggctgaa gctcatctcg 
atgagtgngc tgatgggggc caacattgcc 
acaaccattg gtgaganccc cctggcacct 
ccccaaactg ccccaacccc acttagccat 
acaagcatca gaggtgaagg aggctgggac 
ttagggaaac acagtgatga gccctccctc 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
ctcaaagcct tgccccctcc tcactttagg 
aaagagctga tgcagacacc aaacttccgt 
gagatctgtg gagccttaaa ggtgagaggg 
gccccaaagg aggtctggct gagctctgca 
gagcagtggt tcccctttcc taccatgtcc 
gccagggcca ttcaggcggc tgattattca 
cccattttag ccccgtgtgg gactccccac 
aaggagatgc ccaggctaat gggagacaaa 
cagaactatg gatcctggac agctgttgac 
tgggaagatc aactagagag aagagtggtt 
gggcagggct taagaaaggg ggtgcagcaa 
ctaaaaggcc acacactata cctctcttct 
atgagggggc tccacatggg gcctatagga 
tccttcaaga atgtagtggc cgtgggggct 
aacaccaagg cggcagtgat ccggctggga 
ttctgcagtg gccctgtgtc ctctgccacc 
atcactacct gctatggagg gcggaaccgg 
aaggtgggcc ccgggagaag ggagaacaga 
tgcttggcgg gaggcatctc tggagcacaa 
ctcttttcct cccaagaccc cactcccatc 
aacccagctg ctcccttttc caagctttac 
ctgtttcata ctgtcttctt ctaggagtct 
agcccaatca cccccgctgt caaccccaca 
ttatttccct tctttttctc tttagctcgg 
tgcacacaag agtgaggttg ctcatcggtt 
cttggtgttg attgcctttg ctcagtatct 
attagtgaat gaagtaactg aatttgcaaa 
ttgtgacaaa tcacttcata ccctttttgg 
tgaaacctat ggtgaaatgg ctgactgctg 
cttcttgcaa cacaaagatg acaacccaaa 
tgtgatgtgc actgcttttc atgacaatga 
aattgccaga agacatcctt acttttatgc 
taaagctgct tttacagaat gttgccaagc 
gctcgatgaa cttcgggatg aagggaaggc 
cagtctccaa aaatttggag aaagagcttt 
gagatttccc aaagctgagt ttgcagaagt 
ccacacggaa tgctgccatg gagatctgct 
caagtatatc tgtgaaaatc aagattcgat 
acctctgttg gaaaaatccc actgcattgc 
cttgccttca ttagctgctg attttgttga 
ggcaaaggat gtcttcctgg gcatgttttt 
ctctgtcgtg ctgctgctga gacttgccaa 
tgccgctgca gatcctcatg aatgctatgc 
ggaagagcct cagaatttaa tcaaacaaaa 



tgagctccat cctgtgctca gggggtagac 60 
gaagtgattg gggagcgcct cggcatcccc 12 0 
agcgaggtgg ctgatgagaa gttctgtgag 180 
gcatacacag tgcatctagt tgcatcccct 240 
ctctttccca taaggcagag aaaggaaaat 300 
acccccaggg aaggggcttc agggccttgc 3 60 
agagnnnnnn nnnnnnnnnn nnnnnnnnnn 420 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 480 
nnnnnnnnnn nnnnnnnnnn nngtccttcc 540 
ctgcaaggac ccggcccagg acaactcctg 60 0 
atcacagtgg tgcaagaggt ggacactgta 660 
gcacagaggc agctatgggg tgaggagaag 72 0 
aggctgcagg tactccaggc tctcactatt 780 
catgcatata ggaggagctg cagaagcaag 840 
tcatcagacc gtggaccccc ttgctcctgt 900 
cctctggctc caggaggtgg tcagggggac 9 60 
acatccttga cacccagaca gactaatggc 1020 
ttagggcttt acaatggaat ggtcaataga 1080 
ttcagaaaat gtcctcgagg agggagtatg 1140 
ggggggaaac caagaggcgg aagtaggctt 12 00 
gcagtgggtg tcacggctga tgaaatgagt 12 60 
gggggtcttt ttctcaccta tgacctccac 1320 
ggcttctgtg atggcctggg ctttggcgac 13 80 
ctcatggaga tgatagcctt cgccaagctc 1440 
ttcttggaga gctgtggtgt tgctgacctg 1500 
aaagtggctg aggcctttgc gcgtacagga 1560 
ggggcggctc tgtaggcatc caggtagagg 1620 
acattaagac tgttgtgcac atccccatcc 1680 
tgagctccag tctctccacc ccctactgac 1740 
cctgaccagt catgagtgga tattctgaac 1800 
ttctcagacc agcacagctc tgctctgatc 1860 
cgcctttggc cacaatgaag tgggtaacct 1920 
gcttattccc aggggtgtgt ttcgtcgaga 1980 
taaagatttg ggagaagaaa atttcaaagc 2040 
tcagcagtgt ccatttgaag atcatgtaaa 210 0 
aacatgtgtt gctgatgagt cagctgaaaa 2160 
agacaaatta tgcacagttg caactcttcg 2220 
tgcaaaacaa gaacctgaga gaaatgaatg 22 80 
cctcccccga ttggtgagac cagaggttga 2340 
agagacattt ttgaaaaaat acttatatga 2400 
cccggaactc cttttctttg ctaaaaggta 2460 
tgctgataaa gctgcctgcc tgttgccaaa 252 0 
ttcgtctgcc aaacagagac tcaagtgtgc 2580 
caaagcatgg gcagtagctc gcctgagcca 2 640 
ttccaagtta gtgacagatc ttaccaaagt 2700 
tgaatgtgct gatgacaggg cggaccttgc 27 60 
ctccagtaaa ctgaaggaat gctgtgaaaa 2 82 0 
cgaagtggaa aatgatgaga tgcctgctga 2 880 
aagtaaggat gtttgcaaaa actatgctga 2 940 
gtatgaatat gcaagaaggc atcctgatta 3000 
gacatatgaa accactctag agaagtgctg 3060 
caaagtgttc gatgaattta aacctcttgt 312 0 
ttgtgagctt tttgagcagc ttggagagta 3180 



251 
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caaattccag aatgcgctat tagttcgtta caccaagaaa gtaccccaag tgtcaactcc 3240 
aactcttgta gaggtctcaa gaaacctagg aaaagtgggc agcaaatgtt gtaaacatcc 33 00 
tgaagcaaaa agaatgccct gtgcagaaga ctatctatcc gtggtcctga accagttatg 33 60 
tgtgttgcat gagaaaacgc cagtaagtga cagagtcacc aaatgctgca cagaatcctt 3420 
ggtgaacagg cgaccatgct tttcagctct ggaagtcgat gaaacatacg ttcccaaaga 3480 
gtttaatgct gaaacattca ccttccatgc agatatatgc acactttctg agaaggagag 3 540 
acaaatcaag aaacaaactg cacttgttga gctcgtgaaa cacaagccca aggcaacaaa 3 600 
agagcaactg aaagctgtta tggatgattt cgcagctttt gtagagaagt gctgcaaggc 3 660 
tgacgataag gagacctgct ttgccgagga gggtaaaaaa acttgttgct gcaagtcaag 3720 
ctgccttagg cttataacat cacatttaaa agcatctcag cctaccatga gaataagaga 3780 
aagaaaatga agatcaaaag cttattcatc tgtttttctt tttcgttggt gtaaagccaa 3840 
caccctgtct aaaaaacata aatttcttta atcattttgc ctcttttctc tgtgcttcaa 3900 
ttaataaaaa atggaaagaa tctaatagag tggtacagca ctgttatttt tcaaagatgt 3960 
gttgctatcc tgaaaattct gtaggttctg tggaagttcc agtgttctct cttattccac 4020 
ttcggtagag gatttctagt ttcttgtggg ctaattaaat aaatcattaa tactcttcta 4080 
agttatggat tataaacatt caaaataata ttttgacatt atgataattc tgaataaaag 4140 
aacaaaaacc atggtatagg taaaaaaaaa aagagaaaaa aggggaaaga aaaattatgc 42 00 

<210> 251 

<211> 1344 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 336615.1 

<400> 251 

ggaggaggag gcagctacgg tgataaagaa gagcaatcaa aagggcaaag ccaaaggaaa 60 
aggcaaaaag aaagcgaagg aggagagggc cccgtctccc cccgtggagg tggacgaacc 12 0 
ccgggagttt gtgctccggc ctgcccccca gggccgcacg gtgcgctgcc ggctgacccg 180 
ggacaaaaag ggcatggatc gaggcatgta tccctcctac ttcctgcacc tggacacgga 240 
gaagaaggtg ttcctcttgg ctggcaggaa acgaaaacgg agcaagacag ccaattacct 300 
catctccatc gaccctacca atctgtcccg aggaggggag aatttcatcg ggaagctgag 3 60 
gtccaacctc ctggggaacc gcttcacggt ctttgacaac gggcagaacc cacagcgtgg 42 0 
gtacagcact aatgtggcaa gccttcggca ggagctggca gctgtgatct atgaaaccaa 480 
cgtgctgggc ttccgtggcc cccggcgcat gaccgtcatc attcctggca tgagtgcgga 540 
gaacgagagg gtccccatcc ggccccgaaa tgctagtgac ggcctgctgg tgcgctggca 600 
gaacaagacg ctggagagcc tcatagaact gcacaacaag ccacctgtct ggaacgatga 660 
cagtggctcc tacaccctca acttccaagg ccgggtcacc caggcctcag tcaagaactt 720 
ccagattgtc cacgctgatg accccgacta tatcgtgctg cagttcggcc gcgtggcgga 780 
ggacgccttc accctagact accggtaccc gctgtgcgcc ctgcaggcct tcgccatcgc 840 
cctctccagt ttcgacggga agctggcctg cgagtgaccc cagcagcccc tcagcgcccc 900 
cagagcccgt cagcgtgggg gaaaggattc agtggaggct ggcagggtcc ctccagcaaa 96 0 
gctcccgcgg aaaactgctc ctgtgtcggg gctgacctct cactgcctct cggtgacctc 1020 
cgtcctctcc ccagcctggc acaggccgag gcaggaggag cccggacggc gggtaggacg 1080 
gagatgaaga acatctggag ttggagccgc acatctggtc tcggagctcg cctgcgccgc 1140 
tgtgcccccc tcctccccgc gccccagtca cttcctgtcc gggagcagta gtcattgttg 1200 
ttttaacctc ccctctcccc gggaccgcgc tagggctccg aggagctggg gcgggctagg 12 60 
aggagggggt aggtgatggg ggacgagggc caggcaccca catccccaat aaagccgcgt 1320 
ccttgtgcaa aaaaaaaaaa aagg 13 44 

<210> 252 

<211> 1120 

<212> DNA 

<213> Homo sapiens 



252 



PA-0035 US 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1328423.2 

<220> 

<221> unsure 

<222> 12, 27, 33-34, 1070 
<223> a, t, c # g, or other 



<400> 252 

gcatatgatt angcttaata aatattntat 
gaagttagac tgttctagtt ctggtactgt 
agaggtctct tcataattga ccccaatgga 
ccagtgggcc gagcgtggaa gaaaccctcc 
cacatggaga agtctgccca gcgaactgga 
aaagagtact ttcagaaggt aaatcagtag 
tgagagaaga accacagttg aaacctgctt 
ggcaaggaac caattatgct tgtattcata 
ttctggctaa gaccttttaa acatggttag 
catcttggtg gctggctagc tagtttctac 
tcttagatca tgtctcaatg gaaacactct 
taataaagta gagcaacaca cattgaaagc 
tgaatgtctt tgtattaaac tgaattttct 
gattagccgt gtaactcctg caatgaatgt 
tattttaaaa agtggcagag tgacttaact 
gagtttatgt agtcatttta cttattttat 
tagatattga ttagtgtaat cgattataaa 
tgaaattata attattttct ttgctgaagt 
attttaaaac atttgcattt taccaccaaa 



tannaggaga attaaagacc taaaagggaa 60 
tgaggcactg atgaggataa atgatcatgc 12 0 
gtcatcaagc atttgagcgt caacgatctc 180 
gcttggtgaa ggcgttccag tatgtagaaa 240 
caccggattc tcctacgatc accagcttcc 300 
atcacccatg tgtatctgca ccttctcaac 360 
ttatcatttt caagatggtt atttgtagaa 420 
agtattactc taaatgtttt gtttttgtaa 480 
ttgctagtac aaggaatcct ttattggtaa 540 
agaacataat ttgcctctat agaaggctat 600 
tctttcttag ccttacttga atcttgccta 660 
ttctgatcaa cggtcctgaa attttcatct 720 
tttaagctaa caaagatcat aattttccat 780 
ttatgtgatt gaagcaaatg tgaatcgtat 840 
gatcatgcat gatccctcat ccctgaaatt 900 
tcattagcta actttgtcta tgtatatttc 960 
ggatatttat caaatccagg gattgcattt 1020 
atttcattgt aaaacatacn aaataaacat 1080 
aaaaaaaaaa 112 0 



<210> 253 
<211> 551 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 085282.1 



<220> 

<221> unsure 
<222> 132 

<223> a, t, c, g, or other 



<400> 253 

tgaataccaa 

ttttaaagta 

ttacctgttt 

tcaattactt 

ggaattttca 

atctttgtta 

taatttggtt 

atatcattgt 

aggaaatcaa 

cataccataa 



tactgaaaaa 
ttgccttaag 
cnagatgaca 
cagaaaatat 
gatgagatgg 
tttagaagca 
aaaatgaaat 
aaacatttct 
ttttttaagg 



ttgtttcttg 
atggctgtgc 
atattactaa 
aaattttaaa 
ggcgcgttca 
agtataggta 
ttgattgtag 
atatttttag 
tgagccattt 



cctcaccttg 
taaataataa 
aatttctcaa 
gatgactatg 
gggtggtatg 
taacgtggac 
tatttgttgc 
aaatatcttg 
ggttttttta 



tcctatgaac 
tcattgcaag 
atgaagactt 
agataaatca 
actgtagacg 
tatcaactga 
tgtaggatta 
ggtggcctga 
aaaaattgag 



aggaattaaa 60 
agcaatactt 120 
tgttttagct 180 
tgaactcagt 240 
gaattttcag 300 
tatctgcaaa 360 
taaatgtcaa 420 
aacagaagtg 480 
attcaactta 540 
551 



253 



PA-0035 US 



<210> 254 

<211> 3814 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1081605.3 

<220> 

<221> unsure 

<222> 3792, 3796-3801 

<223> a, t, c, g, or other 

<400> 254 

gctttctttt tcacagcagc acttttggta agtcagtgta tggcattggc aagacaggag 6 0 
aagggctggg aaatctacaa acggctgggc atccagaaca actttccacc tgttctcagt 12 0 
gttacccatc ttctagtgga cattggttgt aagattgagg tcatttgttt ttgtcgtagg 180 
aagcagtgac cttcaaggac gtggctgtgg ccttcacgga ggaggaattg gggctgctgg 240 
gccctgccca gaggaagctg taccgagatg tgatggtgga gaactttagg aacctgctgt 300 
cagtgggcta tcaacccttc aaactagatg tgatattaca gttgggaaaa gaagacaagc 3 60 
ttcggatgat ggagacagaa atccaaggag atggatgttc aggaaggaag aatcaacaaa 420 
agatggagag tattcaggaa gtaacagtaa gctacttttc ccccaaagag ctttcctccc 480 
gtcagacctg gcaacaaagt acaggtgggt taatcaggtg tcaagatttc ctgaaagttt 540 
ttcaagggaa gaattctcag ttgcaagaac aaggtaattc cctcggccag gcttgggcag 600 
gaataccagt tcagatttct gaagataaga actatatatt cactcatata gggaatggct 660 
ccaattatat aaaaagtcaa gggtatccat cttggagggc acatcattct tggaggaaaa 72 0 
tgtatctgaa agagtcacat aattatcagt gtagatgtca gcaaatttcc atgaaaaatc 780 
atttctgtaa gtgtgacagt gtcagttggc tctcacatca caatgatgaa ctggaagtac 840 
acagaaaaga aaactacagc tgccatgact gtggagaaga tatcatgaag gtatcattac 900 
ttaatcagga gtcaattcaa acagaggaga agccctatcc atgttctggg tatagaaaag 9 60 
ccttcagtaa tgactccagc tctgaagttc atcagcagtt ccacttggaa gggaagccct 102 0 
atacatacag ttcatgtgga aagggctgta attatagttc acttcttcat attcatcaaa 1080 
atattgagag agaagatgat attgagaatt cacatctgaa atcctatcag agagtgcata 1140 
cagaggagaa accatgcaaa tgtggtgaat atggtgagaa cttcaatcac tgttcccctc 12 00 
ttaacactta tgaacttatc cacacaggtg agatgtccta taggcacaac atttatgaga 1260 
aagccttcag tcatagctta gaccttaata gtatttttag ggtccatact agggatgaac 1320 
cccatgaata tgaggaaagt gagaatgtct ttaatcagag ttcatgtctt caagtccatc 13 80 
aaaaaatcca cactgaagag aaactataca cagatataga gtatggaaag agtttcattt 1440 
gtagttcaaa tcttgacatt cagcataggg ttcatatgga agagaattca tataattccc 1500 
aggagtgtgg taatggcttc agtctggcct cacattttca ggaccttcag atagtccaca 15 60 
ctaaggaaca accatataaa cgctatgtgt gtagtaacag cttcagccat aatttacatc 1620 
ttcaaggtca cccaaaaatt cacattggag agaaaccacg taaggagcat gggaatggct 16 80 
tcaactggag ctcaaaactt aaagatcatc agagagtcca cactggagag aagccctaca 17 40 
aatgcagtga gtgtggcaag tgctttagtt caagctccgt tcttcaagtc cactggaggt 1800 
ttcacactgg agagaaaccc tacaaatgtg atgtgtgtga taagaacttc agccgtaatt 1860 
cccaccttca ggcccatcag agagtccaca caggggagaa accatacaaa tgcaatgtgt 192 0 
gtggaaagga ttttgcgtat agctctgttc ttcacactca tcagagagtt cacactggag 1980 
aaaaaccata taaatgtgaa gtgtgtggaa agtgcttcag ttacagttca tattttcact 2040 
tacatcaaag agatcacatc agagagaaac catataaatg tgatgagtgt ggtaaaggct 2100 
tcagccggga attcagatct taatgttcat ctcagagtcc acacaggaga gaggcctata 2160 
agtgtaaggc atgtggtaag ggcttcagta aggcctcaac acttttggcc catcagaggg 222 0 
tccacacggg agagaagcca taccaatgtg atgagtgtgg taagagtttc agtcagagat 2280 
cataccttca gagtcatcag agtgtccatt ctggagaaag accatatata tgtgaggtat 2340 
gtggaaaggg cttcagtcag agagcatatc ttcaaggtca tcagagagtc cacactagag 2400 
tgaaaccgta taaatgtgag atgtgtggga agggctttag tcagagttcg cgccttgaag 2460 



254 



PA-0035 US 



cacatcggag ggttcacaca ggagggaaac catacaaatg tgaggtgtgt acaaagggtt 2520 
tcagtgagag ttcacgcctt caagcacacc aaagggttca tgtggaaggg agaccctata 2 5 80 
aatgtgaaca gtgtggtaag ggtttcagtg ggtattcaag tcttcaagcc catcacagag 2640 
tccacacagg agagaaacca tacaaatgtg aggtatgtgg aaagggcttc agtcagagat 2700 
caaatcttca ggctcaccag agagtccaca caggagagaa accatacaaa tgtgatgcat 2760 
gtggtaaggg tttccgttgg agctcaggtc ttctcattca tcaaagagtc catagtagtg 2 820 
ataaattcta taaaagcgaa gactatggta aggactaccc ttcatcagag aatctacaca 2 880 
gaaatgaaga ttctgttttg ttttgaagtc ctcaaatggg agctgaaatt ttccagtcac 2940 
tagagttctt tcagtagaaa aagaattttt aaaaattaaa atgtaatgtt gctgcccaac 3000 
ttcaacattc ataatggcca ggagaccaca caacagagac atttaatgag aggggtttca 3060 
cgagggattt tgttagaact ttaacatcag tcattgcaca ggagctaagg cttataaaat 3120 
atgagtatgg tcaggaattt aataaaagta cagtgatgag catgcctaaa tccatgttct 3180 
ctagaatgta agcttggtga aagaagggac tttgttcatt gctagtctac aaaactagga 3240 
catttcataa cgcaatgtag gtgctcagta ctttttgcta aataactaaa agtatgtaaa 3300 
ggtaaaaggt ttgaaatttt taagcgcatt ttttaaaact taaaatgtat ttggaggaga 3360 
aatcctgcaa gtaatcttaa taaaatcatt tcaagtaaat atttgaaatg tagaacaata 3 42 0 
agcattatga tgatctgaaa taacattaat ttgattgtaa ccctattggg gttagttccc 3480 
accctttgtt ccatcttgag cagagatgtg ctgcatttct taacgtttgg tctctataca 3540 
ttataccatc tgctgaagtt tagctttgtg tgtgtgtata tgtacccatg tgtgcacttt 3600 
aaatatcagt acaaactgat aaacaatgtt tctggttaat gttgcaaaaa tggaacactg 3660 
tattttacat aattgatttt ctactcctgc cctgtgaatt aaggcagagt tttactgtaa 3720 
tatttgcaag tatccaaaat ggttactgat gacaaatact ttttaataaa tgtccaaatc 3780 
acaaaaaaaa anaacnnnnn naaaaaaaaa aagg 3814 

<210> 255 

<211> 233 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1053517.1 

<220> 

<2 21> unsure 
<222> 69 

<223> a, t, c, g, or other 
<400> 255 

gggctgctga acaagtgtgt gtttaccgct gaatgctttt gtgtgttctc cacagttgta 60 
atgagtttnt cctctgtgac tgatggcccc accgtcgctt ttgctatttg attgctcccc 120 
agtgtgagca gcctgttgat ggagaaatcc caacttggcc aggaagtcct tcccaacttc 180 
tctgcaggtg gaaggctccc ctgacacatg gaatgtgcag gtcttcacaa aca 233 

<210> 256 

<211> 2622 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 480169.76 

<400> 256 

ggcacgttcg gcacgaggaa gcaaggaggc ggcggcggcc gagcgagtgg cgagtagtgg 60 
aaacgttgct tctgagggga gcccaagatg accggttcta acgagttcaa gctgaaccag 120 



255 



PA-0 03 5 US 



ccacccgagg atggcatctc ctccgtgaag ttcagcccca acacctccca gttcctgctt 180 
gtctcctcct gggacacgtc cgtgcgtctc tacgatgtgc cggccaactc catgcggctc 240 
aagtaccagc acaccggcgc cgtcctggac tgcgccttct acgatccaac gcatgcctgg 3 00 
agtggaggac tagatcatca attgaaaatg catgatttga acactgatca agaaaatctt 3 60 
gttgggaccc atgatgcccc tatcagatgt gttgaatact gtccagaagt gaatgtgatg 42 0 
gtcactggaa gttgggatca gacagttaaa ctgtgggatc ccagaactcc ttgtaatgct 480 
gggaccttct ctcagcctga aaaggtatat accctctcag tgtctggaga ccggctgatt 54 0 
gtgggaacag caggccgcag agtgttggtg tgggacttac ggaacatggg ttacgtgcag 600 
cagcgcaggg agtccagcct gaaataccag actcgctgca tacgagcgtt tccaaacaag 660 
cagggttatg tattaagctc tattgaaggc cgagtggcag ttgagtattt ggacccaagc 72 0 
cctgaggtac agaagaagaa gtatgccttc aaatgtcaca gactaaaaga aaataatatt 780 
gagcagattt acccagtcaa tgccatttct tttcacaata tccacaatac atttgccaca 840 
ggtggttctg atggctttgt aaatatttgg gatccattta acaaaaagcg actgtgccaa 900 
ttccatcggt accccacgag catcgcatca cttgccttca gtaatgatgg gactacgctt 960 
gcaatagcgt catcatatat gtatgaaatg gatgacacag aacatcctga agatggtatc 1020 
ttcattcgcc aagtgacaga tgcagaaaca aaacccaagt caccatgtac ttgacaagat 1080 
ttcatttact taagtgccat gttgatgata ataaaacaat tcgtactccc caatggtgga 1140 
tttattacta ttaaagaaac cagggaaaat attaatttta atattataac aacctgaaaa 1200 
taatggaaaa gaggtttttg aatttttttt tttaaataaa caccttctta agtgcatgag 1260 
atggtttgat ggtttgctgc attaaaggta tttgggcaaa caaaattgga gggcaagtga 132 0 
ctgcagtttt gagaatcagt tttgaccttg atgatttttt gtttccactg tggaaataaa 13 80 
tgtttgtaaa taagtgtaat aaaaatccct ttgcattctt tctggacctt aaatggtaga 1440 
ggaaaaggct cgtgagccat ttgtttcttt tgctggttat agttgctaat tctaaagctg 1500 
cttcagactg cttcatgagg aggttaatct acaattaaac aatatttcct cttggccgtc 1560 
cattattttc tgaagcagat ggttcatcat ttcctgggct gttaaacaaa gcgaggttaa 162 0 
ggttagactc ttgggaatca gctagttttc aatcttatta gggtgcagaa ggaaaactaa 1680 
taagaaaacc tcctaatatc attttgtgac tgtaaacaat tatttattag caaacaattg 1740 
atcccagaag ggcaaattgt ttgagtcagt aatgagctga gaaaagacag agcatatctg 1800 
tgtatttgga aaaataattg taacgtaatt gcagtgcatt tagacaggca tctatttgga 1860 
cctgtttcta tctctaaatg aatttttgga aacattaatg aggtttacat atttctctga 1920 
catttatata gttcttatgt ccatttcagt tgaccagccg ctggtgatta aagttaaaaa 1980 
gaaaaaaatt atagtgagaa tgagattcat ttcaatgtaa tgcactaaag cagaacacga 2040 
acttagcttg gcctattcta ggtagttcca aatagtattt ttgttgtcaa actttaaaat 2100 
ttatattaat ttgcaaatgt atgtctctga gtaggacttg gacctttcct gagatttatt 2160 
ttatccgtga tgtatttttt tttaattctt ttgatacaga gaagggtctt tttttttttt 2220 
aagtatttca gtgaaaactt ggtgtaagtc tgaacccatc ttttgaaatg tattttcttc 22 80 
attgcaggtc cacctaatca tcctgtgaaa gtggtttctc tatggaaagc tttgtttgct 2340 
tcctacaaat acatgcttat tccttaaggg atgtgttaga gttactgtgg atttctctgt 2400 
tttctgtctt acaagaaact tgtctatgta ccttaatact ttgtttagga tgaggagtct 2460 
ttgtgtccct gtacagtagt ctgacgtatt tccccttctg tcccctagta agcccagttg 2520 
ctgtatctga acagtttgag ctctttttgt aatatactct aaacctgtta tttctgtgct 2580 
aataaacgag atgcagaacc cttgaaaaaa aaaaaaaaaa gg 2 622 

<210> 257 

<211> 1002 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2636043CB1 

<400> 257 

gagctgctgc ctgcccgcca catacccagc tgacatgggc accgcaggag ccatgcagct 60 

gtgctgggtg atcctgggct tcctcctgtt ccgaggccac aactcccagc ccacaatgac 12 0 

ccagacctct agctctcagg gaggccttgg cggtctaagt ctgaccacag agccagtttc 180 



256 



PA-0035 US 



ttccaaccca ggatacatcc cttcctcaga ggctaacagg ccaagccatc tgtccagcac 240 
tggtacccca ggcgcaggtg tccccagcag tggaagagac ggaggcacaa gcagagacac 300 
atttcaaact gttcccccca attcaaccac catgagcctg agcatgaggg aagatgcgac 3 60 
catcctgccc agccccacgt cagagactgt gctcactgtg gctgcatttg gtgttatcag 420 
cttcattgtc atcctggtgg ttgtggtgat catcctagtt ggtgtggtca gcctgaggtt 480 
caagtgtcgg aagagcaagg agtctgaaga tccccagaaa cctgggagtt cagggctgtc 540 
tgaaagctgc tccacagcca atggagagaa agacagcatc acccttatct ccatgaagaa 600 
catcaacatg aataatggca aacaaagtct ctcagcagag aaggttcttt aaaagcaact 660 
ttgggtcccc atgagtccaa ggatgatgca gctgccctgt gactacaagg aggaagagat 72 0 
ggaattagta gaggcaatga accacatgta aattatttta ttgtttcatg tctgcttcta 780 
gatctaaagg acactagcat tgccccagat ctgggagcaa gctaccaaca ggggagactc 840 
tttcctgtat ggacagctgc tgtggaaata ctgcctgctt ctcccacctc ctcagagcca 900 
caggaaagag gaggtgacag agagagagca aggaaagtga tgaggtggat tgatactttc 960 
tactttgcat taaaattatt ttctagcctg caaaaaaaaa aa 100 

<210> 258 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> misc_f eature 

<223> Incyte ID No: 2636043CD1 

<400> 258 



Met 


Gly 


Thr 


Ala 


Gly 


Ala 


Met 


Gin 


Leu 


Cys 


Trp 


Val 


He 


Leu 


Gly 


1 






5 










10 










15 


Phe 


Leu 


Leu 


Phe 


Arg 


Gly 


His 


Asn 


Ser 


Gin 


Pro 


Thr 


Met 


Thr 


Gin 










20 










25 










30 


Thr 


Ser 


Ser 


Ser 


Gin 


Gly Gly 


Leu 


Gly Gly 


Leu 


Ser 


Leu 


Thr 


Thr 










35 










40 










45 


Glu 


Pro 


Val 


Ser 


Ser 


Asn 


Pro 


Gly 


Tyr 


He 


Pro 


Ser 


Ser 


Glu 


Ala 










50 










55 










60 


Asn 


Arg 


Pro 


Ser 


His 


Leu 


Ser 


Ser 


Thr 


Gly Thr 


Pro Gly Ala Gly 








65 










70 










75 


Val 


Pro 


Ser 


Ser 


Gly 


Arg 


Asp 


Gly 


Gly 


Thr 
85 


Ser 


Arg 


Asp 


Thr 


Phe 
90 


Gin 


Thr 


Val 


Pro 


80 
Pro 


Asn 


Ser 


Thr 


Thr 


Met 


Ser 


Leu 


Ser 


Met 


Arg 










95 










100 










105 


Glu 


Asp 


Ala 


Thr 


He 


Leu 


Pro 


Ser 


Pro 


Thr 


Ser 


Glu 


Thr 


Val 


Leu 








110 










115 










120 


Thr 


Val 


Ala 


Ala 


Phe 


Gly Val 


He 


Ser 


Phe 


He 


Val 


He 


Leu 


Val 










125 










130 










135 


Val 


Val 


Val 


He 


He 


Leu 


Val 


Gly 


Val 


Val 


Ser 


Leu 


Arg 


Phe 


Lys 










140 










145 










150 


Cys 


Arg 


Lys 


Ser 


Lys 


Glu 


Ser 


Glu 


Asp 


Pro 


Gin 


Lys 


Pro 


Gly 


Ser 








155 










160 










165 


Ser 


Gly 


Leu 


Ser 


Glu 


Ser 


Cys 


Ser 


Thr 


Ala Asn Gly Glu 


Lys 


Asp 








170 










175 










180 


Ser 


He 


Thr 


Leu 


He 


Ser 


Met 


Lys 


Asn 


He 


Asn 


Met 


Asn 


Asn 


Gly 










185 










190 










195 


Lys 


Gin 


Ser 


Leu 


Ser 


Ala 


Glu 


Lys 


Val 


Leu 


















200 










205 













<210> 259 
<211> 2539 
<212> DNA 



257 



PA-0035 US 



<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2993696CB1 

<400> 259 

ctcgagccgc aagacagcac agacagattg 
ggaagcgccg cggcctgtat ttctagacct 
ccccgggccc ctgccgcctg caagtcggaa 
ggctggactg cctgctgctg cccaactggc 
gatgctgctg ctgctcagcg cggcgcgggc 
cacggtggtc ggcatcgacc tggggaccac 
ccgcgtggag atcatcgcca acgatcaggg 
cactcctgaa ggggaacgtc tgattggcga 
cgagaacacg gtctttgacg ccaagcggct 
gcagcaggac atcaagttct tgccgttcaa 
tcaagttgat attggaggtg ggcaaacaaa 
ggttctcact aaaatgaaag aaaccgctga 
agttgttact gtaccagcct attttaatga 
aactattgct ggcctaaatg ttatgaggat 
ttatggcctg gataagaggg agggggagaa 
aaccttcgat gtgtctcttc tcaccattga 
tggagatact catctgggtg gagaagactt 
actgtacaaa aagaagacgg gcaaagatgt 
ccggcgcgag gtagaaaagg ccaaacgggc 
aattgagtcc ttctatgaag gagaagactt 
agagctcaac atggatctgt tccggtctac 
ttctgatttg aagaagtctg atattgatga 
tccaaagatt cagcaactgg ttaaagagtt 
aaacccagat gaagctgtag cgtatggtgc 
tcaagataca ggtgacctgg tactgcttga 
tgtgggaggt gtcatgacca aactgattcc 
tcagatcttt tctacagctt ctgataatca 
tgaaagaccc ctgacaaaag acaatcatct 
tcctgctcct cgtggggtcc cacagattga 
tcttcgagtg acagctgaag acaagggtac 
tgaccagaat cgcctgacac ctgaagaaat 
tgctgaggaa gacaaaaagc tcaaggagcg 
tgcctattct ctaaagaatc agattggaga 
tgaagataag gagaccatgg aaaaagctgt 
ccaagatgct gacattgaag acttcaaagc 
accaattatc agcaaactct atggaagtgc 
agcagaaaaa gatgagttgt agacactgat 
actcaggaac ttttgttagg aaaaaattga 
cttcacctca gagtggagtt gaaactgcta 
tagcagttgc tcacatgtct ttgggtgggg 
cgggtaaaaa acctgggtta gggtgtgtgt 
ggtcatgtgc atctggtgta ggaagttttt 
ttatttacac tggtaagcg 

<210> 260 
<211> 654 
<212> PRT 

<213> Homo sapiens 



acctattggg gtgtttcgcg agtgtgagag 60 
gcccttcgcc tggttcgtgg cgccttgtga 120 
attgcgctgt gctcctgtgc tacggcctgt 180 
tggcaagatg aagctctccc tggtggccgc 240 
cgaggaggag gacaagaagg aggacgtggg 300 
ctactcctgc gtcggcgtgt tcaagaacgg 3 60 
caaccgcatc acgccgtcct atgtcgcctt 42 0 
tgccgccaag aaccagctca cctccaaccc 480 
catcggccgc acgtggaatg acccgtctgt 540 
ggtggttgaa aagaaaacta aaccatacat 600 
gacatttgct cctgaagaaa tttctgccat 660 
ggcttatttg ggaaagaagg ttacccatgc 720 
tgcccaacgc caagcaacca aagacgctgg 780 
catcaacgag cctacggcag ctgctattgc 840 
gaacatcctg gtgtttgacc tgggtggcgg 900 
caatggtgtc ttcgaagttg tggccactaa 960 
tgaccagcgt gtcatggaac acttcatcaa 1020 
caggaaagac aatagagctg tgcagaaact 10 80 
cctgtcttct cagcatcaag caagaattga 1140 
ttctgagacc ctgactcggg ccaaatttga 12 00 
tatgaagccc gtccagaaag tgttggaaga 12 6 0 
aattgttctt gttggtggct cgactcgaat 1320 
cttcaatggc aaggaaccat cccgtggcat 13 80 
tgctgtccag gctggtgtgc tctctggtga 1440 
tgtatgtccc cttacacttg gtattgaaac 1500 
aaggaacaca gtggtgccta ccaagaagtc 1560 
accaactgtt acaatcaagg tctatgaagg 162 0 
tctgggtaca tttgatctga ctggaattcc 1680 
agtcaccttt gagatagatg tgaatggtat 1740 
agggaacaaa aataagatca caatcaccaa 1800 
cgaaaggatg gttaatgatg ctgagaagtt 18 60 
cattgatact agaaatgagt tggaaagcta 1920 
taaagaaaag ctgggaggta aactttcctc 1980 
agaagaaaag attgaatggc tggaaagcca 2 040 
taagaagaag gaactggaag aaattgttca 2100 
aggccctccc ccaactggtg aagaggatac 2160 
ctgctagtgc tgtaatattg taaatactgg 2220 
aagaacttaa gtctcgaatg taattggaat 22 80 
tagcctaagc ggctgtttac tgcttttcat 2340 
gggagaagaa gaattggcca tcttaaaaag 2400 
tcaccttcaa aatgttctat ttaacaactg 2460 
tctaccataa gtgacaccaa taaatgtttg 2520 

2539 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 2993696CD1 



<40Q> 260 



Met 


Lys 


Leu 


Ser 


Leu 


Val 


Ala 


Ala 


Met 


Leu 


Leu 


Leu 


Leu 


Ser Ala 


1 






5 










10 








15 


Ala 


Arg 


Ala Glu Glu Glu Asp Lys Lys Glu Asp Val Gly Thr Val 








20 










25 








30 


Val 


Gly 


He 


Asp 


Leu 


Gly Thr 


Thr 


Tyr 


Ser 


Cys 


Val 


Gly Val Phe 








35 










40 








45 


Lys 


Asn 


Gly Arg 


Val 


Glu 


He 


He 


Ala 


Asn 


Asp 


Gin 


Gly Asn Arg 








50 










55 








60 


He 


Thr 


Pro 


Ser 


Tyr 


Val 


Ala 


Phe 


Thr 


Pro 


Glu Gly Glu Arg Leu 










65 










70 








75 


He Gly Asp Ala Ala Lys 


Asn 


Gin 


Leu 


Thr 


Ser 


Asn 


Pro 


Glu Asn 










80 










85 








90 


Thr 


Val 


Phe 


Asp 


Ala 


Lys 


Arg 


Leu 


He 


Gly 


Arg 


Thr 


Trp 


Asn Asp 








95 










100 








105 


Pro 


Ser 


Val 


Gin 


Gin 
110 


Asp 


He 


Lys 


Phe 


Leu 
115 


Pro 


Phe 


Lys 


Val Val 
120 


Glu 


Lys 


Lys 


Thr 


Lys 


Pro 


Tyr 


He 


Gin 


Val 


Asp 


He 


Gly Gly Gly 






125 










130 








135 


Gin 


Thr 


Lys 


Thr 


Phe 


Ala 


Pro 


Glu 


Glu 


He 


Ser 


Ala 


Met 


Val Leu 








140 










145 








150 


Thr 


Lys 


Met 


Lys 


Glu 


Thr 


Ala 


Glu 


Ala 


Tyr 


Leu 


Gly 


Lys 


Lys Val 






155 










160 








165 


Thr 


His 


Ala 


Val 


Val 
170 


Thr 


Val 


Pro 


Ala 


Tyr 
175 


Phe 


Asn 


Asp 


Ala Gin 
180 


Arg 


Gin 


Ala 


Thr 


Lys 


Asp 


Ala 


Gly 


Thr 


He 


Ala 


Gly 


Leu 


Asn Val 








185 










190 








195 


Met 


Arg 


He 


He 


Asn 


Glu 


Pro 


Thr 


Ala 


Ala 


Ala 


He 


Ala 


Tyr Gly 








200 










205 








210 


Leu 


Asp 


Lys 


Arg 


Glu 


Gly Glu 


Lys 


Asn 


He 


Leu 


Val 


Phe 


Asp Leu 






215 










220 








225 


Gly Gly Gly Thr 


Phe 


Asp 


Val 


Ser 


Leu 


Leu 


Thr 


He Asp Asn Gly 










230 










235 








240 


Val 


Phe 


Glu 


Val 


Val 


Ala 


Thr 


Asn Gly Asp 


Thr 


His 


Leu Gly Gly 










245 










250 








255 


Glu 


Asp 


Phe 


Asp 


Gin 


Arg 


Val 


Met 


Glu 


His 


Phe 


He 


Lys 


Leu Tyr 








260 










265 








270 


Lys 


Lys 


Lys 


Thr 


Gly Lys 


Asp 


Val 


Arg 


Lys 


Asp 


Asn 


Arg 


Ala Val 




275 










280 








285 


Gin 


Lys 


Leu 


Arg 


Arg 


Glu 


Val 


Glu 


Lys 


Ala 


Lys 


Arg 


Ala 


Leu Ser 








290 










295 








300 


Ser 


Gin 


His 


Gin 


Ala 
305 


Arg 


He 


Glu 


He 


Glu 
310 


Ser 


Phe 


Tyr 


Glu Gly 
315 


Glu 


Asp 


Phe 


Ser 


Glu 


Thr 


Leu 


Thr 


Arg 


Ala 


Lys 


Phe 


Glu 


Glu Leu 








320 










325 








330 


Asn 


Met 


Asp 


Leu 


Phe 


Arg 


Ser 


Thr 


Met 


Lys 


Pro 


Val 


Gin 


Lys Val 








335 










340 








345 


Leu 


Glu 


Asp 


Ser 


Asp 


Leu 


Lys 


Lys 


Ser 


Asp 


He 


Asp 


Glu 


He Val 








350 










355 








360 


Leu 


Val 


Gly 


Gly 


Ser 


Thr 


Arg 


He 


Pro 


Lys 


He 


Gin 


Gin 


Leu Val 








365 










370 








375 


Lys 


Glu 


Phe 


Phe 


Asn 


Gly 


Lys 


Glu 


Pro 


Ser 


Arg 


Gly 


He 


Asn Pro 
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380 








385 






390 


Asp 


Glu 


Ala 


Val 


Ala 


Tyr 


Gly Ala 


Ala 


Val 


Gin 


Ala Gly Val 


Leu 








395 








400 






405 


Ser 


Gly 


Asp 


Gin 


Asp 


Thr 


Gly Asp 


Leu 


Val 


Leu 


Leu Asp Val 


Cys 






410 








415 






420 


Pro 


Leu 


Thr 


Leu 


Gly 


He 


Glu Thr 


Val 


Gly Gly Val Met Thr 


Lys 










425 








430 






435 


Leu 


He 


Pro 


Arg 


Asn 


Thr 


Val Val 


Pro 


Thr 


Lys 


Lys Ser Gin 


He 








440 








445 






450 


Phe 


Ser 


Thr 


Ala 


Ser 
455 


Asp 


Asn Gin 


Pro 


Thr 
460 


Val 


Thr He Lys 


Val 
465 


Tyr 


Glu 


Gly 


Glu 


Arg 


Pro 


Leu Thr 


Lys 


Asp 


Asn 


His Leu Leu 


Gly 






470 








475 






480 


Thr 


Phe 


Asp 


Leu 


Thr 


Gly 


He Pro 


Pro 


Ala 


Pro Arg Gly Val 


Pro 








485 








490 






495 


Gin 


He 


Glu 


Val 


Thr 
500 


Phe 


Glu He 


Asp 


Val 
505 


Asn 


Gly He Leu 


Arg 
510 


Val 


Thr 


Ala 


Glu 


Asp 


Lys 


Gly Thr Gly Asn Lys 


Asn Lys He 


Thr 










515 








520 






525 


He 


Thr 


Asn 


Asp 


Gin 


Asn 


Arg Leu 


Thr 


Pro 


Glu 


Glu He Glu 


Arg 








530 








535 






540 


Met 


Val 


Asn 


Asp 


Ala 


Glu 


Lys Phe 


Ala 


Glu 


Glu 


Asp Lys Lys 


Leu 








545 








550 






555 


Lys 


Glu 


Arg 


He 


Asp 


Thr 


Arg Asn 


Glu 


Leu 


Glu 


Ser Tyr Ala 


Tyr 








560 








565 






570 


Ser 


Leu 


Lys 


Asn 


Gin 


He 


Gly Asp 


Lys 


Glu 


Lys 


Leu Gly Gly Lys 








575 








580 






585 


Leu 


Ser 


Ser 


Glu 


Asp 
590 


Lys 


Glu Thr 


Met 


Glu 
595 


Lys 


Ala Val Glu 


Glu 
600 


Lys 


He 


Glu 


Trp 


Leu 


Glu 


Ser His 


Gin Asp 


Ala 


Asp He Glu 


Asp 








605 








610 






615 


Phe 


Lys 


Ala 


Lys 


Lys 


Lys 


Glu Leu 


Glu 


Glu 


He 


Val Gin Pro 


He 








620 








625 






630 


He 


Ser 


Lys 


Leu 


Tyr 


Gly 


Ser Ala Gly 


Pro 


Pro 


Pro Thr Gly Glu 








635 








640 






645 


Glu 


Asp 


Thr 


Ala 


Glu 
650 


Lys 


Asp Glu 


Leu 











<210> 261 
<211> 674 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 240518.21 



<220> 

<221> unsure 
<222> 37 

<223> a, t, c, g, or other 



<400> 261 

tgggcaaggc tggtccctgt gtgatgagac 
ggaggacgct gaggggcgga ggcgggagag 
tcttcgggaa gggtgagcca gggtgggact 
ggaagaggag accccggcga gattcggccg 



atcaccntcc caggagcaag gcggaagtct 60 
gcgagctcgc gatgagtggt ctcggcaggc 120 
ggccagccag gaggcgctgg ctggtgcagg 180 
gaccgctgcg ccgggcaggg gaagagaatc 240 
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aggagacagg ctgactggaa aaccccggcg 
gccaaaaggc acaccatgtc ggggcgcctt 
gagggaagaa ctcaagatct gggaggggac 
tcccactgtt caggcttgaa gacgagtttc 
ttctataata ctttgtgctg ggcaagaggg 
cctgaagaag caatacagaa actgaaggag 
tttttggagc agaagattca acaggagcta 
aagagagctg ccct 

<210> 262 

<211> 2015 

<212> DNA 

<213> Homo sapiens 



gccgatggcg gagcaaggct catcgccggt 300 
gttcccgtcc gccgtcctcc cccactctca 360 
ttgagttgag ggcgtggcga tcgtgctgac 42 0 
ctgctgtctt cagccatttt caaaaccttg 480 
atctaaggga agaaggagaa agggccaacc 540 
acagagaaga tactgatcaa gaaacaggaa 6 00 
caaacagcca agaagtatgg gaccaagaat 660 

674 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 240518.34 



<220> 

<221> unsure 
<222> 748 

<223> a, t, c, g, or other 



^ <400> 262 

yk tggcgcggct accgaagctg gcagtctttg 

: v0 tcgacacgca cgtagaccct ccgttccata 

CI gggggcgaga taggacccag ccagggctga 

;7| tgtacgagat aggcggggcc aagacgtccg 

;2 acgattgcag agccttgggg tgcccggtgc 

ggccaaccag ctactggagc tctttgacct 
L atggaatgaa tcttcaaact ctaagtcaag 

O ggcctttgag gtccagcctt gaggagagcc 

M gaaggcattt tcaggtgcat ttgtaattta 

i~| ttttacccac agtgtgggga gtttctattt 

]S tgacgtgcag agaccagaat gtgagacatt 

•t? gggcaacccc aagtgcttga acctatacca 

H gaagttttcc cactgacccc atactctncg 

I s * agaacaagca cgtactcagg tggagataga 

ggcagcttta agaggagcgc gtcggtctgg 
ggtctcgttt gcgcctcttg atgtcgcggc 
gtccctgtgt gatgagacat caccctccca 
ggggcggagg cgggagaggc gagctcgcga 
ggaagaagga gaaagggcca acccctgaag 
agatactgat caagaaacag gaatttttgg 
ccaagaagta tgggaccaag aataagagag 
gattcgaaca gcagctggca caaactgacg 
aggccattga gaatgccact accaatgcag 
aaagcatgaa gaaggcctac caggacatgg 
acatcacgga acaacaggag gtggcccagc 
gctttggaga tgatgtggat gaggatgaac 
aggaattggc ccaggagttg ttaaatgtgg 
tgcctagtgt accttctact catctgccgg 
aagaagcact aaagcagttg gctgagtggg 
atgctacctt tgttggtcct ttcttcctta 
ctttttgggg aagtcatgct gagggtggta 
accctcccag ccctggctca actctgaaga 



atttggatta cactctctgg cctttctggg 60 
agagcaggtg aggtagggac agggaagact 120 
gcgcactctt gccctctcca gtgatggaac 180 
actgtaccca gaggtgcctg aggtcctaaa 240 
ggctgcttca aggacaagtg agatagaagg 3 00 
cttcaggtgt tacctgcatt cacatccaga 3 60 
ggttagagac atttgcgaag gcccaaactg 420 
catttgaggc ctaaactgaa aggaaatcaa 480 
ttaaagttca tctgtgtgtg acagaagaga 540 
ttctagcctg tgaaatgggg ttggttgtcc 60 0 
agactgcatc aggtttgcca tctaaactta 660 
ccccactttc ctgagctctg taaagagcat 720 
ggtgccatca cactgcacat ttccttccgg 780 
actgtctttt tacttaatag aaaatgatgt 840 
ggctggtggc ttgggtcacg tgacaccggt 900 
ggcgccctga ggacggattg ggcaaggctg 96 0 
ggagcaaggc ggaagtctgg aggacgctga 1020 
tgagtggtct cggcaggctc ttcgggaagg 1080 
aagcaataca gaaactgaag gagacagaga 1140 
agcagaagat tcaacaggag ctacaaacag 1200 
ctgccctaca ggctttgcgg aggaagaaaa 1260 
ggacattatc caccctggag tttcagcgtg 132 0 
aagtccttcg taccatggag cttgctgccc 1380 
acattgacaa ggtagatgaa ctgatgactg 1440 
agatctcaga tgccatttct cggcctatgg 1500 
tgctggagga gctagaggag ctggagcagg 156 0 
gcgacaagga agaagaaccc tcagtcaaat 162 0 
cagggccagc tcccaaagtg gatgaagatg 1680 
tatcctgata aatctgggct tgtcttccta 1740 
agtgccaagt gctgagctaa aggaggataa 1800 
gtgtgaccct gcctgaaaaa agggtctctt 1860 
aggatcttgc tacagaagga gcccttgggc 1920 
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tcccttctct ttgatagcag ttataatgcc cttgttccca ataaaactgg gcagatggaa 1980 
tcctagtgtc tatactgcct tgtctacccc tgaag 2015 

<210> 263 

<211> 4446 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 001322.4c 

<220> 

<221> unsure 
<222> 167-332 

<223> a, t, c, g, or other 
<400> 263 

aaactcaagg caaatatatt tatttttatt ttgtctcata cacacacaga aaaacaaata 60 
aaaatctagc ctgagattta aaactcacta aggaaaaaaa atcacagcaa aagcagtagg 12 0 
ttaacatcag gatatttata ttcaaggctc tatggtatca agttttnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 240 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 300 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nntttgagat tttttaaagt ccatattttt 3 60 
ttgttattta aacgtgatat tattcaacat tgatgaactt gggtcgtgag ttctaaaagg 42 0 
gattcaaaat aaaatggcat tttcactttt ttaaaattaa gatacttttt catgatcaaa 480 
aatatgttgt gtctccctcc tgaccctcct tttcaggtag gtagcaaacg ttgcgaaatt 540 
tagttggcat atgcttcaga caacctttta cttaaatcat tatcctcact gctatctttt 600 
tttttgaagt tgtatactcc taaaatgttt taagcactta atttttcttt tatattatta 660 
attgttttca acccactaat aagtaccatt ttgctaattg ggaaattaat acatattgtc 720 
aaagaaacag actaaactgt attttgaaaa tcctgaagaa taaaaatttg taaaaggaaa 780 
aaaactaaag acgaaaacat atttacatct ctgacatctt cctactttaa aaattacaaa 840 
gaaaatagaa aatagaggtg acttttaata acaaaaaagt ccatttctca atattaataa 900 
aaaaaagcaa aaatactcat aaacacatag gattaaaagt aatgattcca agagaagata 960 
atttagaaaa aggcatttaa ttacaaaatt ttcttttaaa taaaaaagca atggcacgaa 102 0 
tcaccacaaa atcatttaag tgatcatatc cacaggctgt tcttgtaatt atatgctaaa 1080 
aatttatgac tgttctcatt aacagcattc ccccccttca ttagagacat caagagcttc 1140 
tgagaatgtg tagtttttcc taaagtacta ctaaaagtat catgaacacc gtttgtgcag 12 00 
cattcattta catcaccttt tatttactat attctaaact cataaaatat ttaacatttc 12 60 
tctacttcat ttcttattta cagtacagag gctcatctct tgtcacaata tggtttgtgc 1320 
attaaaatcc ctgggaatag tactttcaag aacattttaa taaattgact ccgattattt 1380 
aaaataagaa cacaaacaaa agctttttca cccagaagaa taattcttcc agtagactta 1440 
ttcaggactt aaaaaaaaaa atccctcttt aagtaaaata cattcttcaa ccattactgg 1500 
attatactat catgcatatt tataatgcta ataatgacaa cacgtaaagc cagctatgac 1560 
ttttaaaatt ccatttagaa gagtacagta gacagaaagt gctttggctt tcactctctt 1620 
gttatccata atccaattat tatttcacat gggtatattt tatttattct tagtatataa 1680 
gtatttaatg gttcagtaat aactggcagc ttctgacagt cctattttct tggtcgctga 1740 
tacggttctg tgaacataag tcagatgaac tgaaaaaaaa tgcaaatcac ttcctgtgat 1800 
acagcaggaa aaggtggaat gttattattt gagcaaatga ttcaaagaga tgaatactaa 1860 
cattctgtcg tgacaggaat actgtgaaat taggtatgtt ttaatgtgct gtcttcacaa 1920 
cttgccatac ctggtatttg ttatcttttt ggtcaaaaag caaacctaac tgggaaaggg 1980 
tagatgtgag gaggtaatag aggtgagaga gcatatatta cagtatatat gattttagga 2040 
gaaaagaatg ggaagagaag acatttccac atattaaaaa aaaaaactat gtcacatctg 2100 
gacacatttc acagagcata tgaaaactgc ccacaaacta attaagcctc tttactctca 2160 
ctccagaaat tttttttcta ataataacat taataataat taatataatt ctggcagcag 2220 
cacaaatcta tgacttttta aggcttaaga gagtcatttt taaatacttg ggtacaactg 2280 



262 



PA-0035 US 



aataatatga gtcctgccat ttcttttatt 
gaagtccaca tggttatctg cagcttgtta 
ccactcagca tttgggttaa gctgatataa 
gcgttcccca atatttcctc caatttcata 
ggcaacccca ctttcttggc tgagaaacct 
agttagctgt attgccatgg aaactttcga 
ctgaggaacg tcagcatcat ttgtactctt 
agccattttc ttcagcaatt tcttcatggc 
ttgcttcctc acttggttta caataaactt 
aatcaataag tgcatggtat ttgctgtccc 
ggacttcaat cccaatgcat gacacataaa 
catgactgtc attttatttt tttctttatt 
ggccttcagt gtgtccctgt ttgcatcagg 
tagttgctgc ttcttggttg gaagattctg 
actgagcagt ggctggggca actcccgaat 
ctgtttgaca ctttcccaat taaaagtccc 
aagattcttg attctaatgg cagctccagg 
tctctcttca attcgagaaa tcagtttttg 
tttcctctga tcttgttcta atagcgctgt 
tgttttgatt ttcacagctt tttgttgttt 
agtcagctca attagggcta aatggcaaac 
aatccttgtg gtacccgttt tgtcttttgg 
gcctttgctc ttctggattt tctccttgga 
aaatgatacc tccaggttga tgtctgtttc 
cttctcttca ccaacaaggt tagatgcctc 
tgttctaagt gactgcgatt cagtgccacc 
agcaaatatg tctctgacgt caggaatctg 
ggagaccgtc tctactcgct tctgaactgc 
aaacacaatg ctttcctgtg gatctccagc 
ctctttaagc cactcttctt ccaattctcc 
ttgatcttct tggctgtttt cactagattt 
ttccatagat agttcatcca aagaatcctg 
cataactttg atggtggtgc tttcctggtt 
ggtggcttcc tcccctgcct ttgcatggct 
gtggtaggct gttagtacca ctccctggga 
gacatacttt ctgcgatcct gacacagaga 
actcgc 



tacactcttg actcagcaag aattatgaca 2340 
agtcttctac aatggctttg actttataac 2400 
atccttcatg taagtgtcat catcaaggca 2460 
caaaaaaact tctcctttct tgagagtctg 2520 
ggcaagtaca tcactggctt ttagttcttc 2580 
aagatgggga gcttgcactc gaatcactcc 2640 
atcttgcttt tcatattttt ctcggtcata 2700 
tcttttatcc tttttatgat tttccgtgtt 2760 
gggaattgtc cacagaagtt tttggtactt 2 82 0 
agctgccatt acaaattctc gctgttcact 2 880 
gagattcggg gccatgacca ttgctacatt 2940 
atctattact ctttggagaa attcaagaag 3000 
taggaggatg acaagaaggt tcaaagcctg 3060 
gacagcctga aaggctttga gatactccac 3120 
gaagagcttc agcaggctgg cggcatcatg 3180 
ttcataaaac tttgcttcta gttcttggca 3240 
gatccgtaag aggccttctg tttccaaacc 33 00 
aaagatcaag ggtattcgca ttcctggtac 33 60 
caatggaacg caaaaaagac cagaatcttt 3 42 0 
cagctcaata cccaatacat catagagggc 3480 
tttcttcatg tcctggggtg cgaggtcacc 3540 
caatctgaaa ctaggtaatg tggcatcatc 3600 
gctctctttc tgattgagtg cttgctcggc 3660 
aggggcaggc gtctcctcag gtgggatcag 3720 
gtcatctctt ccttggtatt tgttttcatt 3780 
tggagctgtt tcttttgatt ctctctgttg 3840 
gtactgtttg ttttttttcc tcaaggtctg 3900 
tgctgcctgg gtccgcgtca atgttgataa 3960 
agactctccg aagagattgg ataaaccggc 4020 
ctcatcaggc tctttgacaa caaccacctc 4080 
cttgatgttt tctagttcta tccaatagtc 4140 
ggaaattgat cgatcaaatg gaggcttctc 4200 
catagtgtac tggccatatc tgcgactcga 4260 
gttcccgacg gcctggtcct tgccgctggg 4320 
actggagagc cagctcatgg tgagagaagg 43 80 
aggggaaaga agttcctgtc tcgcctggca 444 0 

4446 



<210> 264 
<211> 552 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 350502.3 



<400> 264 

gaacttcagg gttgattctt ggttttttat 
atcacaccaa ttttccctca atcttatgcc 
cccgtctcca ccccttatca taccagaaag 
cagcactcac tcttccctac atccccatta 
gtcccttcat ctccccttcc acaggccgca 
ccgagcagag tgtgactgaa tgtgcctccc 
atgaggatgc tggggtcatc tgcaaagacc 
tcattgaggc ccgtgtccgt ctaaagggcg 



tcaccgtatc aggttcttga gtatccccag 60 
cccttcctat tccctgccag ggtcccctgt 120 
atgggatcat catggccaag tgggaggcct 180 
ctcccccatc ctccctcccc aagcttctct 240 
tctggctgga caacttgagc tgcagtggga 300 
ggggctgggg gaacagtgac tgtacgcacg 3 60 
agcgcctccc tggcttctcg gactccaatg 420 
gcgcccaccc tggagagggc cgggtagaag 480 
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tcctgaaggc cagcacatgg ggcacagtct gtgaccgcaa gtgggacctg catgcagcca 540 
gcgtggtgtg tc 552 

<210> 265 

<211> 1016 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„f eature 

<223> Incyte ID No: 350502.4c 

<400> 265 

ccgcctgccc gcccaggcgt cggccacgag agagcgggag cctcgctggt ccccatttca 60 
ggtactccct tggggcacct ttcgtggtcc cacaagattt cccaactctc cagctttgca 12 0 
acggcctcca tattttcccg cgcgtcccga cccccgggtc ctcccgtgcc ccggacctgc 180 
tcagatgtct cccaaggcta ttcatcaggg agcaccccaa tcccggcctg ctccgcccgg 240 
cgcccgcggc ccctcacctg tagaaggccg cgttgaccct cttttcgctg gggaagccca 300 
gcatcccgca gaccacgtgg ctgttgtggg cgctccagcc tttgtcgcac acttgcgacc 3 60 
agccgtcagg aagcctgact tccaccagcc cctccgtcac gggcaggggt cgtctgcccc 420 
acccaacggc gggtcgaatt cgcacctcct ccacttgcag gtgatgctct acctcaatga 480 
cattggagtc cgagaagcca gggaggcgct ggtctttgca gatgacccca gcatcctcat 540 
cgtgcgtaca gtcactgttc ccccagcccc gggaggcaca ttcagtcaca ctctgctcgg 600 
tcccactgca gctcaagttg tccagccaga tgcggcctgt tccagggcca tatttggcac 660 
tgtgggtcca gcctgtggcc tctgtgaagc ccagctcccg gcagaggatg tgggcagcct 72 0 
gcagcgtgaa gtcatcatcg cagatggtgc cccattcacc agctcgctgt atctccacgc 780 
ggccctcgta gggcttcctg gggaagccag ccagccggaa ccgaagcccc tggctcccgg 840 
ccttcttctc agggcccgtg gaaggggacg gagaccccaa gcacgaactg cacagcaggc 900 
acagcagcag cccccagggg ctccactgcc agacactgac aggtcgcatg gcagggaagg 960 
ccttggccga gcaggaccct aagggctggg agaagagtgc tggtcctgga gatcag 101€ 

<210> 266 

<211> 1843 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 253783.3 

<220> 

<221> unsure 
<222> 1824 

<223> a, t, c, g, or other 
<400> 266 

gcacagggca aggccctggg gctcctggct tctccctcca tgcacagccc ggagctccca 60 

gccctcaccc taaccctggg ctctacccca gctgtcaccg agggcctggg gtgcgacggc 120 

tgatggatga cggagggaaa ggaaggggcg ggtccctgag gcctcatagc tctcccaggc 180 

gccgaccctg ccatggaacc gttagtataa gggaaggagg ggttggggtg gggaatggta 240 

tggcccattt agaccagccg gagaaccagc tagaacgctg ttacgataca agtgcctgcc 3 00 

tgccctggac tcagactccg tcgggctgag catcggtcag gtttccaagc tccccaagtg 3 60 

tttctggacc tgcaggtttg aaattctgcc tctgagaagc taacagtctt cctgtggtcg 420 

ccactcctcc ccagcagccc cctccttgcc aaggacggtc cagaaggagc cccactgggg 480 

cctgccccgc tcagcaaagc agacctcacc tcccactacc agcttgaagt cacagcagcc 540 

agaggaaatt ctgccaccat tttcccaggt ctgcagcccc tccagctggg aacctgctcc 600 
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tggagccatc cctctgcaaa cagagagccc 
aagagcgatc aggacgccac ggctccgcct 
cagtaccccc ctccgccaca gaacggcatc 
cccacgcagg actactccgg ccagaccccg 
acaccagcac agacccaccc cgagcagcca 
gggacccaga cagtgccgca gacagacgag 
ccctccgacc ctacagagaa gcagcagccc 
cggttcaggg accccgactt gcggcaaatg 
gagatcattt ttaacgagcg gggctccaag 
tcagatgctg accgagcccg ggagaagctg 
gaggtcaata atgccacggc ccgagtgatg 
aacggctgga agctaaatcc agtggtcggc 
acggggttcc cctaccccac caccggcaca 
ggccggggcc gggccgtgta taatacattt 
acttacggag cggcactgga gcaaacgctt 
gcaccgtgcc ccctccctcc tcagcagaca 
ttcccaccac tttcttgtcc gtttgcttcc 
gctgagattt atggaggcta cgcagcctac 
gcctacagcg acagttacgg cagagtctac 
gggcccgcgg cgacctacag cattggaacc 
accatgaagg gcaaaaacaa aaanaacaaa 



agagtgcctc ggggaaaatt ggctgaataa 660 
gaagcgatgg cccagcccta cccccccgcc 720 
cctgccgagt acgccccgcc cccaccgcac 780 
gtccccacag agcatggcat gaccctgtac 840 
ggctccgagg ccagcacaca gcccatcgcc 9 00 
gcggcacaga cggacagcca gccgctccac 960 
aagcggctac acgtctccaa catccccttc 1020 
ttcgggcaat tcggaaaaat tttagacgtg 1080 
ggttttgggt ttgtaacttt tgaaactagc 1140 
aatgggacga tcgtagaggg acggaaaatt 1200 
accaacaaga agacggggaa cccctacacc 12 60 
gcagtctacg ggcctgaatt ctatgcagtg 1320 
gccgttgcct accggggcgc acatcttcgg 13 80 
cgggctgcgc cacccccacc ccccatcccg 1440 
gttaaaatgc cagtcccatg ggcggggctg 15 00 
ccggagccgg cctaccccac ctctccagcg 1560 
agggtcgtgt atcaggatgg attttatggt 1620 
agatacgctc agcccgctgc agcggcggca 1680 
gcagctgccg acccgtacca tcacaccatc 1740 
atgtgaaacc ttccaccgtt tccttctcgg 1800 
aaaaatcaca aaa 1843 



<210> 267 
<211> 869 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 085119.1 

<220> 

<221> unsure 
<222> 847 

<223> a, t, c, g, or other 



<400> 267 

gctttttcca gccggagaca aactttttgg 
ttgactaggg ctgcgggtaa cccagcgcct 
ggcaaaccaa ccattaaaaa gtgcatccaa 
ccgagacgcg gcagactccc agagcggctc 
ttcgggctga cccgcgctgt cagggcgcgg 
gggcccctcg gggcggcgcg cctcgaccct 
ccgcggcgcc ctaggccacc tatccgcatc 
gacccgacgg cccaagcact gactcccagg 
ctgacactac cgcgggacgt tccctctagg 
caacagcgca gagcagaccc agacttttcc 
accgtcctcc ctacccagcc tggaggccgg 
gcctccctcc tgggccgccg cgcgccccag 
cggccggact cccttctccc ggacatccaa 
cacgctttgg acttgctcac ttttatttaa 
tccagangag atccaagtca attggaaga 



gggtggggta ggtggggtat ggagggagag 60 
actgccgggg aagactcgga cgaaaaccga 12 0 
taagaatttt tccactcagg ccctccgctg 180 
acccactcat cgaagcggat tctgggcggt 24 0 
actccattcc gggcgcattg ttaggagaag 3 00 
gggctcccgg tgcccgcaga gggcggagat 3 60 
ttctcgagcc aaacccccag cgcttacccg 42 0 
caagagtcgc ccttcctggt ccccagggaa 480 
acagtcagca ggtcccagga gcgcagcacg 540 
cggggtgaga cccggaggcc cgcgctctgg 600 
cgttccccgg cccaacccgg agacctcccc 660 
ttggagcagc ctcgaggggc tgggcccttt 720 
aacaggttac cttgtccacg ctctccggac 780 
gagtccgacg ggggaaagag ggaaaaaaaa 840 

869 



<210> 268 
<211> 5687 
<212> DNA 



PA-0035 US 



<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 902559.1 

<220> 

<221> unsure 

<222> 4850-5163 

<223> a, t, c, g, or other 

<400> 268 

ctctcacaca cacacacccc tcccctgcca 
ttgcaatttg caacctccgc tgccgtcgcc 
gtggctcttg cctcgatgtc ctagcctagg 
ttcaccctct gcggagtcat gagggcgaac 
agcctggccc ggggctccga ggtgggcaac 
ggcctgagtg tgaccggcga tgctgagaac 
aggtgtgagg tggtgatggg gaaccttgag 
tccttcctgc agtggattcg agaagtgaca 
tctactctac cattgcccaa cctccgcgtg 
tttgccatct tcgtcatgtt gaactataac 
cgcttgactc agctcaccga gattctgtca 
ctttgtcaca tggacacaat tgactggagg 
gtggtgaagg acaatggcag aagctgtccc 
tggggtcctg gatcagaaga ctgccagaca 
aatggtcact gctttgggcc caaccccaac 
tgctcaggcc ctcaggacac agactgcttt 
tgtgtacctc gctgtccaca gcctcttgtc 
aatccccaca ccaagtatca gtatggagga 
gtggtggatc aaacatcctg tgtcagggcc 
aatgggctca agatgtgtga gccttgtggg 
ggctctggga gccgcttcca gactgtggac 
accaagatcc tgggcaacct ggactttctg 
aagatccctg ccctggaccc agagaagctc 
ggttacctga acatccagtc ctggccgccc 
ttgacaacca ttggaggcag aagcctctac 
aacttgaatg tcacatctct gggcttccga 
tatataagtg ccaataggca gctctgctac 
cgggggccta cggaagagcg actagacatc 
gcagagggca aagtgtgtga cccactgtgc 
ggtcagtgct tgtcctgtcg aaattatagc 
tttctgaatg gggagcctcg agaatttgcc 
gaatgccaac ccatggaggg cactgccaca 
tcaatgtgcc cattttcgag atgggcccca 
aggtgccaag ggcccaatct acaagtaccc 
atgagaactg cacccagggg tgtaaaggac 
tggtgctgat cggcaaaacc catctgacaa 
tgattttcat gatgctgggc ggcacttttc 
aaagggctat gaggcgatac ttggaacggg 
agaaggctaa caaagtcttg gccagaatct 
tgcttggctc gggtgtcttt ggaactgtgc 
caatcaagat tccagtctgc attaaagtca 
aagctgtgac agatcatatg ctggccattg 
tcctgggact atgcccaggg tcatctctgc 
ctctgctgga tcatgtgaga caacaccggg 



tccctccccg gactccggct ccggctccga 60 
gcagcagcca ccaattcgcc agcggttcag 12 0 
ggcccccggg ccggacttgg ctgggctccc 180 
gacgctctgc aggtgctggg cttgcttttc 240 
tctcaggcag tgtgtcctgg gactctgaat 300 
caataccaga cactgtacaa gctctacgag 360 
attgtgctca cgggacacaa tgccgacctc 420 
ggctatgtcc tcgtggccat gaatgaattc 480 
gtgcgaggga cccaggtcta cgatgggaag 540 
accaactcca gccacgctct gcgccagctc 600 
gggggtgttt atattgagaa gaacgataag 660 
gacatcgtga gggaccgaga tgctgagata 72 0 
ccctgtcatg aggtttgcaa ggggcgatgc 780 
ttgaccaaga ccatctgtgc tcctcagtgt 840 
cagtgctgcc atgatgagtg tgccgggggc 900 
gcctgccggc acttcaatga cagtggagcc 960 
tacaacaagc taactttcca gctggaaccc 1020 
gtttgtgtag ccagctgtcc ccataacttt 1080 
tgtcctcctg acaagatgga agtagataaa 1140 
ggactatgtc ccaaagcctg tgagggaaca 1200 
tcgagcaaca ttgatggatt tgtgaactgc 1260 
atcaccggcc tcaatggaga cccctggcac 1320 
aatgtcttcc ggacagtacg ggagatcaca 13 80 
cacatgcaca acttcagtgt tttttccaat 1440 
aaccggggct tctcattgtt gatcatgaag 1500 
tccctgaagg aaattagtgc tgggcgtatc 1560 
caccactctt tgaactggac caaggtgctt 1620 
aagcataatc ggccgcgcag agactgcgtg 1680 
tcctctgggg gatgctgggg cccaggccct 1740 
cgaggaggtg tctgtgtgac ccactgcaac 1800 
catgaggccg aatgcttctc ctgccacccg 1860 
tgcaatgggc tcgggctctg atacttgtgc 1920 
ctgtgtgagc agctgccccc atggagtcct 1980 
agatgttcag aatgaatgtc ggcccctgcc 2040 
cagagcttca agactgttta ggacaaacac 2100 
tggctttgac agtgatagca ggattggtag 2160 
tctactggcg tgggcgccgg attcagaata 2220 
gtgagagcat agagcctctg gaccccagtg 2280 
tcaaagagac agagctaagg aagcttaaag 2340 
acaaaggagt gtggatccct gagggtgaat 2400 
ttgaggacaa gagtggacgg cagagttttc 2460 
gcagcctgga ccatgcccac attgtaaggc 2520 
agcttgtcac tcaatatttg cctctgggtt 2580 
gggcactggg gccacagctg ctgctcaact 2640 
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ggggagtaca aattgccaag ggaatgtact accttgagga acatggtatg gtgcatagaa 2700 
acctggctgc ccgaaacgtg ctactcaagt cacccagtca ggttcaggtg gcagattttg 2760 
gtgtggctga cctgctgcct cctgatgata agcagctgct atacagtgag gccaagactc 2820 
caattaagtg gatggccctt gagagtatcc actttgggaa atacacacac cagagtgatg 2880 
tctggagcta tggtgtgaca gtttgggagt tgatgacctt cggggcagag ccctatgcag 2 940 
ggctacgatt ggctgaagta ccagacctgc tagagaaggg ggagcggttg gcacagcccc 3 000 
agatctgcac aattgatgtc tacatggtga tggtcaagtg ttggatgatt gatgagaaca 3 060 
ttcgcccaac ctttaaagaa ctagccaatg agttcaccag gatggcccga gacccaccac 3120 
ggtatctggt cataaagaga gagagtgggc ctggaatagc ccctgggcca gagccccatg 3180 
gtctgacaaa caagaagcta gaggaagtag agctggagcc agaactagac ctagacctag 3240 
acttggaagc agaggaggac aacctggcaa ccaccacact gggctccgcc ctcagcctac 33 00 
cagttggaac acttaatcgg ccacgtggga gccagagcct tttaagtcca tcatctggat 3360 
acatgcccat gaaccagggt aatcttgggg agtcttgcca ggagtctgca gtttctggga 3 42 0 
gcagtgaacg gtgcccccgt ccagtctctc tacacccaat gccacgggga tgcctggcat 3480 
cagagtcatc agaggggcat gtaacaggct ctgaggctga gctccaggag aaagtgtcaa 3540 
tgtgtagaag ccggagcagg agccggagcc cacggccacg cggagatagc gcctaccatt 3 600 
cccagcgcca cagtctgctg actcctgtta ccccactctc cccacccggg ttagaggaag 3660 
aggatgtcaa cggttatgtc atgccagata cacacctcaa aggtactccc tcctcccggg 3720 
aaggcaccct ttcttcagtg ggtctcagtt ctgtcctggg tactgaagaa gaagatgaag 3780 
atgaggagta tgaatacatg aaccggagga gaaggcacag tccacctcat ccccctaggc 3 840 
caagttccct tgaggagctg ggttatgagt acatggatgt ggggtcagac ctcagtgcct 3900 
ctctgggcag cacacagagt tgcccactcc accctgtacc catcatgccc actgcaggca 3960 
caactccaga tgaagactat gaatatatga atcggcaacg agatggaggt ggtcctgggg 4020 
gtgattatgc agccatgggg gcctgcccag catctgagca agggtatgaa gagatgagag 40 8 0 
cttttcaggg gcctggacat caggcccccc atgtccatta tgcccgccta aaaactctac 4140 
gtagcttaga ggctacagac tctgcctttg ataaccctga ttactggcat agcaggcttt 4200 
tccccaaggc taatgcccag agaacgtaac tcctgctccc tgtggcactc agggagcatt 4260 
taatggcagc tagtgccttt agagggtacc gtcttctccc tattccctct ctctcccagg 4320 
tcccagcccc ttttccccag tcccagacaa ttccattcaa tctttggagg cttttaaaca 4380 
ttttgacaca aaattcttat ggtatgtagc cagctgtgca ctttcttctc tttcccaacc 4440 
ccaggaaagg ttttccttat tttgtgtgct ttcccagtcc cattcctcag cttcttcaca 4500 
ggcactcctg gagatatgaa ggattactct ccatatccct tcctctcagg ctcttgacta 4560 
cttggaacta ggctcttatg tgtgcctttg tttcccatca gactgtcaag aagaggaaag 4620 
ggaggaaacc tagcagagga aagtgtaatt ttggtttatg actcttaacc ccctagaaag 4680 
acagaagctt aaaatctgtg aagaaagagg ttaggagtag atattgatta ctatcataat 4740 
tcagcactta actatgagcc aggcatcata ctaaacttca cctacattat ctcacttagt 4800 
cctttatcat ccttaaaaca attctgtgac atacatatta tctcattttn nnnnnnnnnn 4860 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4920 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4980 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5040 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5100 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5160 
nnngccttaa agagatgaaa taaattaagc agtagatcca ggatgcaaaa tcctcccaat 522 0 
tcctgtgcat gtgctcttat tgtaaggtgc caagaaaaac tgatttaagt tacagccctt 5280 
gtttaagggg cactgtttct tgtttttgca ctgaatcaag tctaacccca acagccacat 5340 
cctcctatac ctagacatct catctcagga agtggtggtg ggggtagtca gaaggaaaaa 5400 
taactggaca tctttgtgta aaccataatc cacatgtgcc gtaaatgatc ttcactcctt 5460 
atccgagggc aaattcacaa ggatccccaa gatccacttt tagaagccat tctcatccag 5520 
cagtgagaag cttccaggta ggacagaaaa aagatccagc ttcagctgca cacctctgtc 5580 
cccttggatg gggaactaag ggaaaacgtc tgttgtatca ctgaagtttt ttgttttgtt 5640 
tttatacgtg tctgaataaa aatgccaaag ttttttttca caaaaaa 5687 

<210> 269 
<211> 2188 
<212> DNA 

<213> Homo sapiens 



267 



PA-0035 US 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 4113161CB1 



<400> 269 

cggacgcgtg ggtgcttagc aacgggggga 
tcgggggacc ggtggacagc tgggccagac 
tgggccccac cgctggggac catgtggagg 
gcctgggaga ggcctgggtg aggaggacat 
gacaccccgg ccccagctga gtgaccgctc 
cagccgcttg gccaactttg ggggactggc 
gatggctaag aagtccatgc caggaggtcg 
ctccagcccc ttcctgtcgg aggccaatgc 
tcgaggggcc gccctcaagg ttggccagat 
ccctcagctg cagcacatct ttgagcgggt 
gcagatgctg agagttcttg aagaggagct 
cttggaggag gtgccctttg ccgctgcctc 
ggacgggacg gaggtggccg tgaagatcca 
cgatgtccag aacctgctgg cggtactcaa 
tgccgagcag agcctgcagg ccttgcagca 
tgaggcggct tgtgcccaga atttcaggca 
cccagccgtg gttaaggagc tgtgcacgac 
ggtccccctg gaccagtgcc agggcctaag 
gctcctgacg ctgtgtctgc gggagctgtt 
ctgggccaac ttcctgtatg atgcctccag 
aagccgggag tttgggacag agttcacaga 
tgatggagac agagactgtg tcctgcagaa 
tgaaaccaag gcattctccg acgcccacgt 
cgccacccag ggcccttatg actttgggtc 
catcccggtg ctgctgcggc accggctgtg 
ccgcaagctg gcaggggctt tcctggcctg 
ggacctcttc caggacacct accaccgcta 
tgccggcagc ctccccacca aaggggactc 
ggggattcag tccccagagc aggccgtacc 
ctgccctggg tcagaggagc ccccttgggc 
cccaggagct caggatccct ggggctgggg 
cctccccact cgaaagtggg tatccgaaaa 
gccaacattt gagggagcct tgggccgctg 
gggagccctc acctctgcct caagcctccc 
ctcacctctg cctccctcgc tcctccaaca 
tgtgttggag aggtaggggt gcggggtggg 
cagccctccc cttaaaaaaa aaaaaaaa 



ggcaatgtgg ctgaaggtgg ggggcctact 60 
tgttggttgg ccttgtgggg ccctggggcc 120 
ttcttgggcc caaaagtttt accaggatgg 180 
tcgcagggca cgggaggccc gtcccaggaa 240 
tcgagaacgc aaggtgcctg cctcccgcat 300 
tgtgggcttg gggctaggag tactggccga 3 60 
tctgcagtca gagggtggtt ctgggctgga 420 
cgagcggatt gtgcagacct tatgtacagt 480 
gctcagcatc caggacaaca gcttcatcag 540 
ccgccagagc gccgacttca tgccccgctg 600 
cggcagggac tggcaggcca aggtggcctc 660 
aattgggcag gtgcaccagg gcctgctgag 72 0 
gtaccccggc atagcccaga gcattcagag 780 
gatgagcgcg gccctgcccg cgggcctgtt 840 
ggagctggct tgggagtgtg actaccgtcg 900 
gctgctggca aatgacccct tcttccgggt 960 
acgggtgctg ggcatggagc tggctggagg 102 0 
ccaggacctg cggaaccaga tttgcttcca 1080 
tgagttccga ttcatgcaga ctgaccccaa 1140 
ccaccaggtg accctgctgg actttggtgc 1200 
ccattacatc gaggtggtga aggctgcagc 12 60 
gtccagggac ctcaaattcc tcacaggctt 1320 
ggaggcagtg atgatcctgg gggagccttt 1380 
gggggaaacg gcccgccgca tacaggacct 1440 
tcccccaccc gaggagacct atgccctgca 1500 
tgcccacctc cgagcccaca tcgcctgcag 1560 
ctgggccagt cgccagccag acgcagccac 1620 
ctgggtggat ccctcatgac agcctccatg 1680 
ctgctgtagt gcctcttatc ccttccccgt 1740 
ttcccagtct tgcctggctc tcctccttgg 1800 
aactcccaac ttcgtgccct agatcctgca 1860 
ctaagccagg gaagcggtta acttatcttt 192 0 
catgtcgtta tgcagatcag actcatcagg 1980 
gtggaaggcg agatggtcct ggaggcagtc 2040 
gctgccttct cccgggttcc agcctctcag 2100 
ggggagctga atcttcaatc ggaataaaag 2160 

2188 



<210> 270 
<211> 544 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 4113161CD1 



<400> 270 

Met Trp Leu Lys Val Gly Gly Leu Leu Arg Gly Thr Gly Gly Gin 
15 10 15 

Leu Gly Gin Thr Val Gly Trp Pro Cys Gly Ala Leu Gly Pro Gly 
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20 








25 






30 


Pro 


His Arg 


Trp Gly 


Pro Cys 


Gly Gly 


Ser 


Trp 


Ala Gin Lys 


Phe 




35 








40 






45 


Tyr 


Gin Asp Gly Pro Gly Arg Gly Leu Gly Glu Glu Asp He 


Arg 




50 








55 






60 


Arg 


Ala Arg 


Glu Ala 


Arg Pro 


Arg 


Lys 


Thr 


Pro 


Arg Pro Gin 


Leu 


65 








70 






75 


Ser 


Asp Arg 


Ser Arg 


Glu Arg 


Lys 


Val 


Pro 


Ala 


Ser Arg He 


Ser 




80 








85 






90 


Arg 


Leu Ala 


Asn Phe Gly Gly 


Leu 


Ala 


Val 


Gly Leu Gly Leu Gly 




95 








100 






105 


Val 


Leu Ala 


Glu Met 


Ala Lys 


Lys 


Ser 


Met 


Pro Gly Gly Arg 


Leu 






110 








115 






120 


Gin 


Ser Glu Gly Gly 


Ser Gly 


Leu 


Asp 


Ser 


Ser 


Pro Phe Leu 


Ser 






125 








130 






135 


Glu 


Ala Asn 


Ala Glu 


Arg He 


Val 


Gin 


Thr 


Leu 


Cys Thr Val 


Arg 






140 








145 






150 


Gly Ala Ala 


Leu Lys 


Val Gly Gin Met 


Leu 


Ser 


He Gin Asp 


Asn 






155 








160 






165 


Ser 


Pne lie 


Ser Pro 


Gin Leu 


Gin 


His 


He 


Phe 


Glu Arg Val 


Arg 




170 








175 






180 


Gin 


Ser Aia 


Asp Phe 


Met Pro 


Arg 


Trp 


Gin 


Met 


Leu Arg Val 


Leu 






185 








190 






195 


Glu 


f~1 1 1 1 pin 

Glu GIU 


Leu Gly Arg Asp 


Trp 


Gin 


Ala 


Lys 


Val Ala Ser 


Leu 






200 








205 






210 


Glu 


Glu vai 


Pro Phe 


Ala Ala 


Ala 


Ser 


He 


Gly Gin Val His 


Gin 






215 








220 






225 


Gly 


Leu Leu 


Arg Asp 


Gly Thr 


Glu 


Val 


Ala 


Val 


Lys He Gin 


Tyr 




230 








235 






240 


Pro 


Gly He 


Ala Gin 


Ser He 


Gin 


Ser 


Asp 


Val 


Gin Asn Leu 


Leu 




245 








250 






255 


Ala 


Val Leu 


Lys Met 


Ser Ala 


Ala 


Leu 


Pro 


Ala 


Gly Leu Phe 


Ala 






260 








265 






270 


Glu 


Gin Ser 


Leu Gin 


Ala Leu 


Gin 


Gin 


Glu 


Leu 


Ala Trp Glu 


Cys 




275 








280 






285 


Asp 


Tyr Arg 


Arg Glu 


Ala Ala 


Cys 


Ala 


Gin 


Asn 


Phe Arg Gin 


Leu 


290 








295 






300 


Leu 


Ala Asn 


Asp Pro 


Phe Phe 


Arg 


Val 


Pro 


Ala 


Val Val Lys 


Glu 






305 








310 






315 


Leu 


Cys Thr 


Thr Arg 


Val Leu Gly Met 


Glu Leu Ala Gly Gly Val 




320 








325 






330 


Pro 


Leu Asp 


Gin Cys 


Gin Gly 


Leu 


Ser 


Gin 


Asp 


Leu Arg Asn 


Gin 




335 








340 






345 


He 


Cys Phe 


Gin Leu 


Leu Thr 


Leu 


Cys 


Leu 


Arg 


Glu Leu Phe 


Glu 




350 








355 






360 


Phe 


Arg Phe 


Met Gin 


Thr Asp 


Pro 


Asn 


Trp 


Ala 


Asn Phe Leu 


Tyr 




365 








370 






375 


Asp 


Ala Ser 


Ser His 


Gin Val 


Thr 


Leu 


Leu 


Asp 


Phe Gly Ala 


Ser 




380 








385 






390 


Arg 


Glu Phe 


Gly Thr Glu Phe 


Thr 


Asp 


His 


Tyr 


He Glu Val 


Val 




395 








400 






405 


Lys 


Ala Ala 


Ala Asp 


Gly Asp Arg 


Asp 


Cys 


Val 


Leu Gin Lys 


Ser 




410 








415 






420 


Arg 


Asp Leu 


Lys Phe 


Leu Thr 


Gly 


Phe 


Glu 


Thr 


Lys Ala Phe 


Ser 


425 








430 






435 


Asp 


Ala His 


Val Glu 


Ala Val 


Met 


He 


Leu 


Gly Glu Pro Phe 


Ala 
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440 










445 










450 


Thr 


Gin 


Gly 


Pro 


Tyr 


Asp 


Phe 


Gly Ser 


Gly 


Glu 


Thr 


Ala 


Arg 


Arg 










455 










460 










465 


He 


Gin 


Asp 


Leu 


He 


Pro 


Val 


Leu 


Leu 


Arg 


His 


Arg 


Leu 


Cys 


Pro 










470 










475 










480 


Pro 


Pro 


Glu 


Glu 


Thr 


Tyr 


Ala 


Leu 


His 


Arg 


Lys 


Leu 


Ala 


Gly 


Ala 










485 










490 










495 


Phe 


Leu 


Ala 


Cys 


Ala 


His 


Leu 


Arg 


Ala 


His 


He 


Ala 


Cys 


Arg 


Asp 










500 










505 










510 


Leu 


Phe 


Gin 


Asp 


Thr 


Tyr 


His 


Arg 


Tyr 


Trp 


Ala 


Ser 


Arg 


Gin 


Pro 










515 










520 










525 


Asp 


Ala 


Ala 


Thr 


Ala 


Gly 


Ser 


Leu 


Pro 


Thr 


Lys 


Gly Asp 


Ser 


Trp 










530 










535 










540 


Val 


Asp 


Pro 


Ser 

























<210> 271 
<211> 442 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> rnisc_f eature 

<223> Incyte ID No: 2757583CB1 



<400> 271 

cctgactatc 

gcttcttcgc 

gctcctgcgc 

aatgcacctc 

cccagggctg 

acaacctttc 

ccaccttgac 

ctttagacct 



aaagcagcgg 
ttctctcttg 
cgctggtgtc 
ctgcaagaag 
tgtttgcaaa 
tcccagatgt 
ccatttgcta 
gaaaaaaaaa 



ccggctgttg 
gaaagtccag 
tcctgcacct 
agctgctgct 
ggggcgtcag 
aaacagagag 
cattcctttt 
aa 



gggtccacca 
tctctcctcg 
gcgctggttc 
cctgctgccc 
agaagtgcag 
acatgtacaa 
cctgtgaaat 



cgccttccac 
gcttgcaatg 
ctgcaagtgc 
cgtgggctgt 
ctgctgcgac 
acctggattt 
atgtgagtga 



ctgccccact 60 
gaccccaact 12 0 
aaagagtgca 180 
agcaagtgtg 2 40 
tgatgccagg 300 
tttttttata 360 
taattaaaca 420 
442 



<210> 272 
<211> 61 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2757583CD1 



<400> 272 



Met 


Asp Pro 


Asn 


Cys 


Ser 


Cys Ala 


Ala 


Gly Val 


Ser 


Cys 


Thr 


Cys 


1 






5 








10 








15 


Ala 


Gly Ser 


Cys 


Lys 


Cys 


Lys Glu 


Cys 


Lys Cys 


Thr 


Ser 


Cys 


Lys 








20 








25 








30 


Lys 


Ser Cys 


Cys 


Ser 


Cys 


Cys Pro 


Val 


Gly Cys 


Ser 


Lys 


Cys 


Ala 








35 








40 








45 


Gin 


Gly Cys 


Val 


Cys 


Lys 


Gly Ala 


Ser 


Glu Lys 


Cys 


Ser 


Cys 


Cys 








50 








55 








60 



Asp 

<210> 273 
<211> 1077 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 198317.1 

<220> 

<221> unsure 

<222> 935, 943, 945, 947, 951 
<223> a, t, c, g, or other 

<400> 273 

tcaaatctgt gcaggggggc accaagtaag aggaacagac tttatactaa cctttaggaa 60 
gtataggtgg gctttggggg ctgggcagcc agttttcact taatttttcc tgatttacat 120 
attagaaaat cctgggaagg gctctttagg gtccctcacc ccccaccccc ttggatcttt 180 
ggtgcaacaa atactactga tgaaagcacc agtgtttgtg acaaacatct ccctatccca 240 
agaaaatcgt gcctggttgc aggggacgct tgacagcact tggccccgtg acagcccctc 3 00 
tccgggccag gtccctgcca cagtcttcgg acatcactgc agtgtcttca acgtggcttt 360 
ggccgccccc tcgtccggcc cacgctgatc actgcaaatt caccccaccc cacctcacgc 420 
agatttcaat gtaatgaacc aacacaggat gttttaaact attagggaaa cattgtttcc 480 
ataatattct caccagaaac agatgtggaa gtggcagccc gtgtttacag tttctcattt 540 
tttttgtccc cctttaaatt accattatgg gtaaatcatt gtttcccttt aaaacaaaaa 600 
acaaatcagt acccctgcct acagaaaaga agagggaaca tttatttaaa ggatggaaag 660 
actgggagtt aggcactccc agcctcactg aggggcattt ttgcctttga gaagtcctcc 72 0 
caggtatcct ggtatagcac aatgtggcaa tccgtagtgg gaatgaagat taaacaggag 780 
agactttgta ttagacctgt gagacgagtt aggaagccct gcctggcatg gggaatgcaa 840 
acagggaaca ttcaataaat cggggaactt gcttttctcc ccaagacccc agatggggcc 900 
tacccatcgt tctcgtgtaa caaaacgtgt aaaanaaaaa aangnanaag nagaaacaaa 9 60 
acaaaaaaac taagttgacc agtctgtttt cactggtatg agagcattaa ccgcactaga 102 0 
tttcaagcac ctgaaggcac tagtttgtaa ttactagctg gttggcacag tcctgtt 1077 

<210> 274 

<211> 3282 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1508254CB1 

<220> 

<221> unsure 
<222> 3130 

<223> a, t, c, g, or other 
<400> 274 

ccgtccggac tcccagctcc cggcccggca gccgagcccc agcacaaagc agtcggaccg 60 
cgccgcccgc ctcccctctc gcgtctccgc ctcggtttcc caactctgcg ccgtcgggcc 120 
gcggcaggat gattgcctcg catctgcttg cctacttctt cacggagctc aaccatgacc 180 
aagtgcagaa ggttgaccag tatctctacc acatgcgcct ctctgatgag accctcttgg 240 
agatctctaa gcggttccgc aaggagatgg agaaagggct tggagccacc actcacccta 300 
ctgcagcagt gaagatgctg cccacctttg tgaggtccac tccagatggg acagaacacg 360 
gagagttcct ggctctggat cttggaggga ccaacttccg tgtgctttgg gtgaaagtaa 42 0 
cggacaatgg gctccagaag gtggagatgg agaatcagat ctatgccatc cctgaggaca 480 
tcatgcgagg cagtggcacc cagctgtttg accacattgc cgaatgcctg gctaacttca 540 
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tggataagct acaaatcaaa gacaagaagc 
gccaccagac taaactagac gagagtttcc 
gtggagtgga aggcagagac gttgtggctc 
actttgatat cgacattgtg gctgtggtga 
gttatgatga ccacaactgt gagattggtc 
acatggaaga gatgcgccac atcgacatgg 
atatggagtg gggggccttc ggggacgatg 
accaggagat tgacatgggc tcactgaacc 
gtgggatgta catgggggag ctggtgaggc 
tgctctttgg ggggaagctc agcccagagc 
acatctcaga cattgaaggg gagaaggatg 
ggttgggcct ggacccgact caggaggact 
tgtccacacg ctccgccagc ctgtgcgcag 
aggagaacaa aggcgaggag cggctgcgct 
agaaacaccc ccattttgcc aagcgtctac 
gcgatgtccg cttcctccgc tccgaggatg 
cagtggctta ccggctggcc gatcaacacc 
agctgagcca tgaccagctg ctggaggtca 
gtctgagcaa ggagactcat gccagtgccc 
ctaccccgga cggcacagag aaaggggact 
tccgggtcct gctggtccgt gttcggaatg 
agatctacgc catcccgcag gaggtcatgc 
ttgtccagtg catcgcggac ttcctcgagt 
tgggttttac cttctccttc ccctgccagc 
agtggacaaa aggcttcaag gcatctggct 
aggaagcgat ccaccggcga gaggagtttg 
cagtcggaac tatgatgacc tgtggctttg 
ttggcacggg cagcaatgcc tgctacatgg 
gagaagaggg gcggatgtgt gtgaacatgg 
tagatgactt ccgcacagaa tttgatgtgg 
agcagaggtt cgagaaaatg atcagtggaa 
tcatcgattt caccaagcgt ggactgctct 
caaggggcat ctttgaaacc aagttcttgt 
tgcaagtccg agccatcctg caacacttag 
ttgttaagga ggtgtgcact gtggtggccc 
tggccgctgt ggtggacagg atacgagaaa 
tgggtgtgga tgggaccctc tacaagctac 
cagtgaagga cctggctccg aaatgtgatg 
ggaagggggc ggcgctcatc actgctgtgg 
agaacccctg aaatcggaag ggacttcctc 
aagatgtcat ccccttgtgt cagagacaga 
ccactggact gggttttgtc tctgcatctc 
tattaagata aatagagttc caaataagga 
tggttctccn taaaacatga aatgatctcc 
ctgtaaactc tacaggatgg ggacactatt 
catgcattct caagtggggt gatcccccac 



tcccactggg ttttaccttc tcgttcccct 600 
tggtctcatg gaccaaggga ttcaagtcca 660 
tgatccggaa ggccatccag aggagagggg 720 
atgacacagt tgggaccatg atgacctgtg 7 80 
tcattgtggg cacgggcagc aacgcctgct 840 
tggaaggcga tgaggggcgg atgtgtatca 900 
gctcgctcaa cgacattcgc actgagtttg 960 
cgggaaagca actgtttgag aagatgatca 1020 
ttatcctggt gaagatggcc aaggaggagc 1080 
ttctcaacac cggtcgcttt gagaccaaag 1140 
gcatccggaa ggcccgtgag gtcctgatgc 12 00 
gcgtggccac tcaccggatc tgccagatcg 12 60 
ccaccctggc cgccgtgctg cagcgcatca 1320 
ctactattgg ggtcgacggt tccgtctaca 1380 
ataagaccgt gcggcggctg gtgcccggct 1440 
gcagtggcaa aggtgcagcc atggtgacag 1500 
gtgcccgcca gaagacatta gagcatctgc 15 6 0 
agaggaggat gaaggtagaa atggagcgag 1620 
ccgtcaagat gctgcccacc tacgtgtgtg 1680 
tcttggcctt ggaccttgga ggaacaaatt 1740 
ggaagtgggg tggagtggag atgcacaaca 1800 
acggcaccgg ggacgagctc tttgaccaca 1860 
acatgggcat gaagggcgtg tccctgcctc 192 0 
agaacagcct ggacgagagc atcctcctca 1980 
gcgagggcga ggacgtggtg accctgctga 2040 
acctggatgt ggttgctgtg gtgaacgaca 210 0 
aagaccctca ctgtgaagtt ggcctcattg 2160 
aggagatgcg caacgtggaa ctggtggaag 222 0 
aatggggggc cttcggggac aatggatgcc 2280 
ctgtggatga gctttcactc aaccccggca 2340 
tgtacctggg tgagattgtc cgtaacattc 2400 
tccgaggccg catctcagag cggctcaaga 2460 
ctcagattga gagtgactgc ctggccctgc 2520 
ggcttgagag cacctgtgac gacagcatca 2580 
ggcgggcagc ccagctctgt ggcgcaggca 2 640 
accgtgggct ggacgctctc aaagtgacag 2700 
atcctcactt tgccaaagtc atgcatgaga 2760 
tgtctttcct gcagtcagag gatggcagcg 2 820 
cctgccgcat ccgtgaggct ggacagcgat 2 880 
tttctctcct tcttccctgt tttaaattat 2940 
ccccttggct tttgcttggc agagaggacc 3000 
attgtagagc ttggtggctg agcttggccc 3060 
tttgttcaca tgcatcataa ccattcccat 3120 
cttagtaatc cccttgccaa attcatgtcc 3180 
gaggtacggt ttcctcactt tgggcctgaa 3240 
aataatgttt ta 32 82 



<210> 275 
<211> 917 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1508254CD1 
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<400> 275 

Met He Ala Ser His Leu Leu Ala Tyr Phe Phe Thr Glu Leu Asn 
15 10 15 

His Asp Gin Val Gin Lys Val Asp Gin Tyr Leu Tyr His Met Arg 
20 25 30 

Leu Ser Asp Glu Thr Leu Leu Glu He Ser Lys Arg Phe Arg Lys 
35 40 45 

Glu Met Glu Lys Gly Leu Gly Ala Thr Thr His Pro Thr Ala Ala 
50 55 60 

Val Lys Met Leu Pro Thr Phe Val Arg Ser Thr Pro Asp Gly Thr 
65 70 75 

Glu His Gly Glu Phe Leu Ala Leu Asp Leu Gly Gly Thr Asn Phe 
80 85 90 

Arq Val Leu Trp Val Lys Val Thr Asp Asn Gly Leu Gin Lys Val 
95 100 105 

Glu Met Glu Asn Gin He Tyr Ala He Pro Glu Asp He Met Arg 
110 115 120 

Gly Ser Gly Thr Gin Leu Phe Asp His He Ala Glu Cys Leu Ala 
125 130 135 

Asn Phe Met Asp Lys Leu Gin He Lys Asp Lys Lys Leu Pro Leu 
140 145 150 

Gly Phe Thr Phe Ser Phe Pro Cys His Gin Thr Lys Leu Asp Glu 
155 160 165 

Ser Phe Leu Val Ser Trp Thr Lys Gly Phe Lys Ser Ser Gly Val 
170 175 180 

Glu Gly Arg Asp Val Val Ala Leu He Arg Lys Ala He Gin Arg 
185 190 195 

Ara Gly Asp Phe Asp He Asp He Val Ala Val Val Asn Asp Thr 
200 205 210 

Val Gly Thr Met Met Thr Cys Gly Tyr Asp Asp His Asn Cys Glu 
215 220 225 

He Gly Leu He Val Gly Thr Gly Ser Asn Ala Cys Tyr Met Glu 
230 235 240 

Glu Met Arg His He Asp Met Val Glu Gly Asp Glu Gly Arg Met 
245 250 255 

Cys He Asn Met Glu Trp Gly Ala Phe Gly Asp Asp Gly Ser Leu 
260 265 270 

Asn Asp He Arg Thr Glu Phe Asp Gin Glu He Asp Met Gly Ser 
275 280 285 

Leu Asn Pro Gly Lys Gin Leu Phe Glu Lys Met He Ser Gly Met 
290 295 300 

Tyr Met Gly Glu Leu Val Arg Leu He Leu Val Lys Met Ala Lys 
305 310 315 

Glu Glu Leu Leu Phe Gly Gly Lys Leu Ser Pro Glu Leu Leu Asn 
320 325 330 

Thr Gly Arg Phe Glu Thr Lys Asp He Ser Asp He Glu Gly Glu 
335 340 345 

Lys Asp Gly He Arg Lys Ala Arg Glu Val Leu Met Arg Leu Gly 
350 355 360 

Leu Asp Pro Thr Gin Glu Asp Cys Val Ala Thr His Arg He Cys 
365 370 375 

Gin He Val Ser Thr Arg Ser Ala Ser Leu Cys Ala Ala Thr Leu 
380 385 390 

Ala Ala Val Leu Gin Arg He Lys Glu Asn Lys Gly Glu Glu Arg 
395 400 405 

Leu Arg Ser Thr He Gly Val Asp Gly Ser Val Tyr Lys Lys His 
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410 415 420 

Pro His Phe Ala Lys Arg Leu His Lys Thr Val Arg Arg Leu Val 
425 430 435 

Pro Gly Cys Asp Val Arg Phe Leu Arg Ser Glu Asp Gly Ser Gly 
440 445 450 

Lys Gly Ala Ala Met Val Thr Ala Val Ala Tyr Arg Leu Ala Asp 
455 460 465 

Gin His Arg Ala Arg Gin Lys Thr Leu Glu His Leu Gin Leu Ser 
470 475 480 

His Asp Gin Leu Leu Glu Val Lys Arg Arg Met Lys Val Glu Met 
485 490 495 

Glu Arg Gly Leu Ser Lys Glu Thr His Ala Ser Ala Pro Val Lys 
500 505 510 

Met Leu Pro Thr Tyr Val Cys Ala Thr Pro Asp Gly Thr Glu Lys 
515 520 525 

Gly Asp Phe Leu Ala Leu Asp Leu Gly Gly Thr Asn Phe Arg Val 
530 535 540 

Leu Leu Val Arg Val Arg Asn Gly Lys Trp Gly Gly Val Glu Met 
545 550 555 

His Asn Lys lie Tyr Ala lie Pro Gin Glu Val Met His Gly Thr 
560 565 570 

Gly Asp Glu Leu Phe Asp His He Val Gin Cys He Ala Asp Phe 
575 580 585 

Leu Glu Tyr Met Gly Met Lys Gly Val Ser Leu Pro Leu Gly Phe 
590 595 600 

Thr Phe Ser Phe Pro Cys Gin Gin Asn Ser Leu Asp Glu Ser He 
605 610 615 

Leu Leu Lys Trp Thr Lys Gly Phe Lys Ala Ser Gly Cys Glu Gly 
620 625 630 

Glu Asp Val Val Thr Leu Leu Lys Glu Ala He His Arg Arg Glu 
635 640 645 

Glu Phe Asp Leu Asp Val Val Ala Val Val Asn Asp Thr Val Gly 
650 655 660 

Thr Met Met Thr Cys Gly Phe Glu Asp Pro His Cys Glu Val Gly 
665 670 675 

Leu He Val Gly Thr Gly Ser Asn Ala Cys Tyr Met Glu Glu Met 
680 685 690 

Arq Asn Val Glu Leu Val Glu Gly Glu Glu Gly Arg Met Cys Val 
695 700 705 

Asn Met Glu Trp Gly Ala Phe Gly Asp Asn Gly Cys Leu Asp Asp 
710 715 720 

Phe Arg Thr Glu Phe Asp Val Ala Val Asp Glu Leu Ser Leu Asn 
725 730 735 

Pro Gly Lys Gin Arg Phe Glu Lys Met He Ser Gly Met Tyr Leu 
740 745 750 

Gly Glu He Val Arg Asn He Leu He Asp Phe Thr Lys Arg Gly 
755 760 765 

Leu Leu Phe Arg Gly Arg He Ser Glu Arg Leu Lys Thr Arg Gly 
770 775 780 

He Phe Glu Thr Lys Phe Leu Ser Gin He Glu Ser Asp Cys Leu 
785 790 795 

Ala Leu Leu Gin Val Arg Ala He Leu Gin His Leu Gly Leu Glu 
800 805 810 

Ser Thr Cys Asp Asp Ser He He Val Lys Glu Val Cys Thr Val 
815 820 825 

Val Ala Arg Arg Ala Ala Gin Leu Cys Gly Ala Gly Met Ala Ala 
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830 






835 








840 


Val 


Val 


Asp 


Arg 


He Arg 


Glu Asn 


Arg 


Gly Leu 


Asp 


Ala 


Leu 


Lys 








845 






850 








855 


Val 


Thr Val Gly Val Asp Gly Thr 


Leu 


Tyr Lys 


Leu 


His 


Pro 


His 










860 






865 








870 


Phe 


Ala 


Lys 


Val 


Met His 


Glu Thr 


Val 


Lys Asp 


Leu 


Ala 


Pro 


Lys 








875 






880 








885 


Cys 


Asp 


Val 


Ser 


Phe Leu 


Gin Ser Glu Asp Gly Ser Gly Lys Gly 






890 






895 








900 


Ala 


Ala 


Leu 


He 


Thr Ala 


Val Ala 


Cys 


Arg He 


Arg 


Glu 


Ala 


Gly 








905 






910 








915 



Gin Arg 



<210> 276 

<211> 4350 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 474691.3 



<220> 

<221> unsure 

<222> 1508, 3344-3346, 3348, 3365, 3368, 3371-3372 
<223> a, t, c, g, or other 



<400> 276 

tgaaattgtg aattctaaaa aagaaatgtt 
ctattaagaa agagagaatc aaaaatattt 
tgctctgtgg aaggaggcgg gaagggaacg 
gcccagctgc caggaccacc ccaggacaag 
tgatagacct aagaactgta ttagtgttgt 
gcttcaaatg ttaccgtcta gttagatttt 
agatgttttt taaaaacaaa gctacaattt 
acacctgttt ggcttgggtg ggggtggggt 
ttaaatattt gatcattttc tattgtccaa 
cactttgcct ctcttctccc cctgcccccc 
ccaggagtgg ataagcctgc attaatacaa 
taggaaagca accttttggt ttatatatat 
accagagagg ctatggaaga attttttttt 
aaataaaaag tataaacatc actgcactgt 
ttgcacatgt ttaacatttg gctgttataa 
atgatgaagg atatttttta atttaacttt 
gcaactatag aagtacaact caatagatgg 
ttttttcttt tttaaaatgt gatattgacg 
tataaatttg gtacttaagg cacagccagt 
agagctgctg cactcctatt tttataaatt 
cacagacatg gtagggcaaa agcatcttca 
agaaagaaaa aacccgtttt caattctaat 
aaaaaaatca tgttctttgt ttttctaata 
gttgtttttt tcctttcttt gtttcttttc 
agcgctttta aaatatcaaa acttgttcaa 
taaaaaanaa aaaagaaaga aaaaatagta 
gaatttaatt cctattttgt ccatgttggt 
catcccccat cacctcatag aagactcttt 



gtaaatacaa ttccattaac tacatagaaa 60 
ttgtgaggga gtcggtccca ggcagtttga 12 0 
ttggccaagt cagttactga gatgaagatc 180 
ttagagcact gtttagctcc tttgtctgtg 240 
accagcctat taacctcttg tctgtgcaca 300 
tatttaaaat atgaaaaact gcttttccca 3 60 
taatatttaa catatttaaa gtttcaaagc 42 0 
gggggggaca ttctttttca gtcttaattt 480 
tcatttcagc acctccaaag gtccctagga 540 
accctgctcc cacatctggg ggcccatggg 600 
cctttctcca ttcactttct atttacaaat 660 
tttttttaat acctcagtgc tgcaagtatc 720 
aatttattgt agatgtaaac agaattttaa 780 
gactggtggg aaaaactgac agtttcctct 840 
tatatggtcc tcggttgggg aaagatactt 900 
tttttaaata ttggtaatag gtcggcaaca 960 
cattaaaaca tattgtagtg tggatatata 1020 
ttttattaat attttttaaa ttgttacgtt 1080 
atgagacact gaatgcgaca tttattataa 1140 
ttactaacaa agtagactaa tgtagacatt 12 00 
aactaaagac tccaaaatgc taactcagaa 1260 
gaaacagcaa caacattttt tttaattaaa 132 0 
aaatgttagg ttgtttggtg aggttttttt 13 80 
ttttccccca aacaaccaga ttaaatgctg 1440 
gtcataaaac aacaaaacat aagttttatt 1500 
aattcccaga aattcagtgt ttagacgagg 1560 
gatgtactgt acttcccttc cttttctctg 1620 
gttgatcatt gtatgttaat aatgtataaa 1680 
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atggctatct tgtaagcgtg ctgtcctggt actagtgtag cgactttttt tctcctcttt 1740 
cttctagtac atattgatag gtataacata attaaggttt aaaaaaaatt agacatagtt 1800 
attcagattt aggaccagta aggatagaac tttctcttat ttatgaaaaa aaatgctaat 1860 
aattttgggg cagttttttc ctttaattat ttttttcaat ttcaagttta attttatttt 1920 
agctgatctg atgtggtttc aactaaccca aggtctcacc atgttaaaat gccggcggac 1980 
tctacggcgt tttgtagatc cccccccccc cacccactgt gaaggggtgc catactacct 2 040 
taaatgctaa tgctagatat gcaaaactgg atttttttaa tttatttttt aaaagaggga 2100 
ggcatggtat attaaaatga ttttactaag agaaaaaata tttttttaag aatgctcaga 2160 
agaaattgat aatctgtgtg aatatgtttt agatgtttat ataccttttg aagagaccca 2220 
gtagcccata gcacaaatct tgtggaaatc cgatatgttt taatgtggct acctaggttt 2280 
aaggttcacg ttagtccccc cattccatct agaagtccat tttgaaagat ttttgtaaat 2340 
tcttttaaca ctgatgtttc agcctcgtct ttgtttcagt taagctcaat ggcgaacatg 2400 
ggaaccacct ttcgccttcc ctgggggaga aaccctcttg gctgatggct tttccccgga 2460 
attatcaaac agccaccggg tgactttctg gcttccagat ccatctgcct gagacccccg 2520 
aactcctctc ctcccaagca gaggcgagtg agtgggcatt agctcccgga cccattcccg 2580 
gtcctagctg ggcatggggc tgacggagat gaccaagcct tggtctgctc tctagcagct 2640 
tccacagact tggctcgtgg ccttccttat atccactggg aacaaacagc ctcgcgctct 2700 
ataccaaaca gcctcgcgct ctatcccagt cgcccattag cttgattcaa acaaagcccc 2760 
agcaggcctt tgcgttttta tccttcataa ccttcatctt aatttgaact tgtagcttgg 2820 
actttaaggt agcatggctc tattgctgtc aatttactgt ttcactgcac agcaatcaca 2880 
gccagtgaat gttacacaca tcttgctaga ctagtataaa aatcattggg taattgttgg 2940 
ttctaatgac ctgaaaggtg ttcagttttt gttcttggtt ttgttttgtt tttgatttct 3 00 0 
tgggggtggg ttttgcttgt tgttcctttt catttggggg tttttgggga aaaaatttat 3060 
ttttggttcc aaatagaaaa acaaaaccta ttttgatctt tagtgcaaac gagggctagg 312 0 
gacttagcct cctccaccac ctccacactg cttcattctg ccattcactc actgcagcat 3180 
attcaagaat aaagcaatat cgtttactac attttttatt gaaggtcagc catgctttct 3240 
gtattatatt gcatatgaaa ttgtttacaa aagaaacact aactcatact tctctttatt 3300 
ggttgcaagt ggcacgcagg aacagaggga gagtgggggg ctgnnngngg aggggagatt 3 3 60 
ttttnttntt nntcttgaat gtgcttcgca agccaggcta tcttccaagg aaggcagaca 3420 
gtgggagagc agagggactg actgcaggca agcacattga agaaagacac tggcgggttt 3480 
ccccaccctc accccaaagc agaaaactag cagacgtcag ctcagccccg tcctgggcac 3540 
agacactaca caaggagacg ctggaagtta agcaatactt taatactgta atatgtttgt 3 600 
tttctttttc tttctttttt ttctaccaaa aaaaagtaag taaactaaaa cacaaaaaca 3 660 
tataaataaa atccatccct cttgtcgggg acctgcaggg gggcaacctt aatccaaaca 3720 
cctggctatc aaataatcag aatgtattgt ctcagacagg atttcagttc cgggaggcag 3780 
gggcatgatg ggggaggggg ccggaggctg agagacaaaa gttccagagc ctccctcgaa 3840 
ggttctctac tactgtattc tgtacataat gtaccatccc atgtggaatc tgtgagtgtc 3900 
ctcttaagta gcgtgggcta gccaatctgc cgttcatggt gtattgtaaa ctccgaattc 3960 
catatgtaat aggatgcaag tctaagcgtt tcatgtggac ataaatgtat ctaaataaaa 402 0 
ctttccctag cactgtggct gacctcaccc ttacttttat actttagtat gaaactgatg 4080 
agaactttgg tagtgagtat tttttttata tatatacata tatatgtact atctatatat 4140 
atatctcaag catctttcag gtctttgtgt gtggctttct taaagccctg ttgtaaaaaa 4200 
ttactatgtg gatggcagtc tctcacatca cagatgtgga aagtataatt ttatatttgt 4260 
attttcaaat aaataagttt gtgaaaggtt tccatcctct actgtggtcc agaaatcaat 4320 
gtgtttgtct gacaaaaaaa aaaataaaat 



<210> 277 
<211> 3436 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2457215CB1 

<400> 277 
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ccgccatttt gtgagaagca aggtggcctc cacgtttcct gagcgtcttc ttcgcttttg 60 
cctcgaccgc cccttgacca cagacatgtc tcgggatcgg ttccggagtc gtggcggtgg 120 
cggtggtggc ttccacaggc gtggaggagg cggcggccgc ggcggcctcc acgacttccg 180 
ttctccgccg cccggcatgg gcctcaatca gaatcgcggc cccatgggtc ctggcccggg 240 
ccagagcggc cctaagcctc cgatcccgcc accgcctcca caccaacagc agcaacagcc 300 
accaccgcag cagccaccgc cgcagcagcc gccaccgcat cagccgccgc cgcatccaca 3 60 
gccgcatcag cagcagcagc cgccgccacc gccgcaggac tcttccaagc ccgtcgttgc 420 
tcagggaccc ggccccgctc ccggagtagg cagcgcacca ccagcctcca gctcggcccc 480 
gcccgccact ccaccaacct cgggggcccc gccagggtcc gggccaggcc cgactccgac 540 
cccgccgcct gcagtcacct cggcccctcc cggggcgccg ccacccaccc cgccaagcag 600 
cggggtccct accacacctc ctcaggccgg aggcccgccg cctccgcccg cggcagtccc 6 60 
gggcccgggt ccagggccta agcagggccc aggtccgggt ggtcccaaag gcggcaaaat 720 
gcctggcggg ccgaagccag gtggcggccc gggcctaagt acgcctggcg gccaccccaa 7 80 
gccgccgcat cgaggcggcg gggagccccg cgggggccgc cagcaccacc cgccctacca 840 
ccagcagcat caccaggggc ccccgcccgg cgggcccggc ggccgcagcg aggagaagat 900 
ctcggactcg gaggggttta aagccaattt gtctctcttg aggaggcctg gagagaaaac 960 
ttacacacag cgatgtcggt tgtttgttgg gaatctacct gctgatatca cggaggatga 1020 
attcaaaaga ctatttgcta aatatggaga accaggagaa gtttttatca acaaaggcaa 1080 
aggattcgga tttattaagc ttgaatctag agctttggct gaaattgcca aagccgaact 1140 
ggatgataca cccatgagag gtagacagct tcgagttcgc tttgccacac atgctgctgc 1200 
cctttctgtt cgtaatcttt caccttatgt ttccaatgaa ctgttggaag aagcctttag 1260 
ccaatttggt cctattgaaa gggctgttgt aatagtggat gatcgtggaa gatctacagg 1320 
gaaaggcatt gttgaatttg cttctaagcc agcagcaaga aaggcatttg aacgatgcag 1380 
tgaaggtgtt ttcttactga cgacaactcc tcgtccagtc attgtggaac cacttgaaca 1440 
actagatgat gaagatggtc ttcctgaaaa acttgcccag aagaatccaa tgtatcaaaa 1500 
ggagagagaa acccctcctc gttttgccca gcatggcacg tttgagtacg aatattctca 1560 
gcgatggaag tctttggatg aaatggaaaa acagcaaagg gaacaagttg aaaaaaacat 162 0 
gaaagatgca aaagacaaat tggaaagtga aatggaagat gcctatcatg aacatcaggc 1680 
aaatcttttg cgccaagatc tgatgagacg acaggaagaa ttaagacgca tggaagaact 1740 
tcacaatcaa gaaatgcaga aacgtaaaga aatgcaattg aggcaagagg aggaacgacg 1800 
tagaagagag gaagagatga tgattcgtca acgtgagatg gaagaacaaa tgaggcgcca 186 0 
aagagaggaa agttacagcc gaatgggcta catggatcca cgggaaagag acatgcgaat 192 0 
gggtggcgga ggagcaatga acatgggaga tccctatggt tcaggaggcc agaaatttcc 1980 
acctctagga ggtggtggtg gcataggtta tgaagctaat cctggcgttc caccagcaac 2040 
catgagtggt tccatgatgg gaagtgacat gcgtactgag cgctttgggc agggaggtgc 2100 
ggggcctgtg ggtggacagg gtcctagagg aatggggcct ggaactccag caggatatgg 2160 
tagagggaga gaagagtacg aaggcccaaa caaaaaaccc cgattttaga tgtgatattt 2220 
aggctttcat tccagtttgt tttgtttttt tgtttagata ccaatctttt aaattcttgc 2280 
attttagtaa gaaagctatc tttttatgga tgttagcagt ttattgacct aatatttgta 2340 
aatggtctgt ttgggcaggt aaaattatgt aatgcagtgt ttggaacagg agaatttttt 2400 
tttccttttt atttctttat tttttctttt ttactgtata atgtccctca agtttatggc 2460 
agtgtacctt gtgccactga atttccaaag tgtaccaatt tttttttttt tactgtgctt 2520 
caaataaata gaaaaatagt tataatattg atcttcaact ttgccattca tgcttctatg 2580 
catattaggc tacgtattcc acattgaaag catgagagtg tctaggcctt tgaatggcat 2640 
atgccatttc tgggaaatgc atctggaggc taagtattgc tttctacaaa taattgcccc 2700 
ctttgtttta aaaagaagaa atgcatattg aagtagtttg atgatttgtt tggcatatag 27 6 0 
gaagcacgct ggtgctaagt attttttaaa tggttatgta agcaaagctg aactgtaaat 2 82 0 
cttcaggaat atgtattaag attgtggaat gggtgtaaga caattggtag ggggtgaaag 2880 
tgggtttgat taaatggatc ttttatggcc ctatgatcta tcctttactt gaaagctttt 2940 
gaaaagtgga aaggtcattt tgttgcattt ccccatttct tgtttttaaa agaccaacaa 3000 
atctcaagcc ctataaatgg cttgtattga acttttacat ttgaattaaa gatgttaaac 3060 
atgaagtctt ttcatgtatt caagtgattt ataaagatgg ggtgtagtct aaaaaacaaa 3120 
acttgaaagt aagaaggttt agtaactggg ccgggcgcgg tgctcacgcc tgtaatccca 3180 
gcactttggg aggctgaggt gggcaaatca tgagatcagg agttcaagac cagcctggcc 3240 
aacatggtga aaccccgtct ctactaaaaa tacaaaaaat tagctgggcg tggtggcagg 3300 
cgcctgtaat cccagctact cgggaggctg agccagcaca attgcttgaa cctggagatg 33 60 
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gaggttgcag tgagctgaga ctgccactgc actccagcct ggacaacaga gcgacacttg 3 420 
tctcaaaaaa aaaaaa 3436 

<210> 278 
<211> 707 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> raisc_f eature 

<223> Incyte ID No: 2457215CD1 

<400> 278 

Met Ser Arg Asp Arg Phe Arg Ser Arg Gly Gly Gly Gly Gly Gly 
15 10 15 

Phe His Arg Arg Gly Gly Gly Gly Gly Arg Gly Gly Leu His Asp 
20 25 30 

Phe Arg Ser Pro Pro Pro Gly Met Gly Leu Asn Gin Asn Arg Gly 
35 40 45 

Pro Met Gly Pro Gly Pro Gly Gin Ser Gly Pro Lys Pro Pro lie 
50 55 60 

Pro Pro Pro Pro Pro His Gin Gin Gin Gin Gin Pro Pro Pro Gin 
65 70 75 

Gin Pro Pro Pro Gin Gin Pro Pro Pro His Gin Pro Pro Pro His 
SO 85 90 

Pro Gin Pro His Gin Gin Gin Gin Pro Pro Pro Pro Pro Gin Asp 
95 100 105 

Ser Ser Lys Pro Val Val Ala Gin Gly Pro Gly Pro Ala Pro Gly 

110 115 120 

Val Gly Ser Ala Pro Pro Ala Ser Ser Ser Ala Pro Pro Ala Thr 

125 130 135 

Pro Pro Thr Ser Gly Ala Pro Pro Gly Ser Gly Pro Gly Pro Thr 

140 145 150 

Pro Thr Pro Pro Pro Ala Val Thr Ser Ala Pro Pro Gly Ala Pro 

155 160 165 

Pro Pro Thr Pro Pro Ser Ser Gly Val Pro Thr Thr Pro Pro Gin 

170 175 180 

Ala Gly Gly Pro Pro Pro Pro Pro Ala Ala Val Pro Gly Pro Gly 

185 190 195 

Pro Gly Pro Lys Gin Gly Pro Gly Pro Gly Gly Pro Lys Gly Gly 

200 205 210 

Lys Met Pro Gly Gly Pro Lys Pro Gly Gly Gly Pro Gly Leu Ser 

215 220 225 

Thr Pro Gly Gly His Pro Lys Pro Pro His Arg Gly Gly Gly Glu 

230 235 240 

Pro Arg Gly Gly Arg Gin His His Pro Pro Tyr His Gin Gin His 

245 250 255 

His Gin Gly Pro Pro Pro Gly Gly Pro Gly Gly Arg Ser Glu Glu 

260 265 270 

Lys lie Ser Asp Ser Glu Gly Phe Lys Ala Asn Leu Ser Leu Leu 

275 280 285 

Arg Arg Pro Gly Glu Lys Thr Tyr Thr Gin Arg Cys Arg Leu Phe 

290 295 300 

Val Gly Asn Leu Pro Ala Asp lie Thr Glu Asp Glu Phe Lys Arg 

305 310 315 

Leu Phe Ala Lys Tyr Gly Glu Pro Gly Glu Val Phe lie Asn Lys 
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320 






Gly 


Lys 


Gly 


Phe 


Gly 


Phe 


He 










335 






Glu 


He 


Ala 


Lys 


Ala 


Glu 


Leu 










350 






Gin 


Leu 


Arg 


Val 


Arg 


Phe 


Ala 










365 






Arg 


Asn 


Leu 


Ser 


Pro 


Tyr 


Val 










380 






Phe 


Ser 


Gin 


Phe 


Gly 


Pro 


He 










395 






Asp 


Arg 


Gly 


Arg 


Ser 


Thr 


Gly 










410 






Lys 


Pro 


Ala 


Ala 


Arg 


Lys 


Ala 










425 






Phe 


Leu 


Leu 


Thr 


Thr 


Thr 


Pro 










440 






Glu 


Gin 


Leu 


Asp 


Asp 


Glu 


Asp 










455 






Lys 


Asn 


Pro 


Met 


Tyr 


Gin 


Lys 










470 






Ala 


Gin 


His 


Gly Thr 


Phe 


Glu 










485 






Ser 


Leu 


Asp 


Glu 


Met 


Glu 


Lys 










500 






Asn 


Met 


Lys 


Asp 


Ala 


Lys 


Asp 










515 






Ala 


Tyr 


His 


Glu 


His 


Gin 


Ala 










530 






Arg 


Arg 


Gin 


Glu 


Glu 


Leu 


Arg 










545 






Glu 


Met 


Gin 


Lys 


Arg 


Lys 


Glu 










560 






Arg 


Arg 


Arg 


Arg 


Glu 


Glu 


Glu 










575 






Glu 


Glu 


Gin 


Met 


Arg 


Arg 


Gin 










590 






Gly 


Tyr 


Met 


Asp 


Pro 


Arg 


Glu 










605 






Gly 


Ala 


Met 


Asn 


Met 


Gly 


Asp 










620 






Phe 


Pro 


Pro 


Leu 


Gly 


Gly 


Gly 










635 






Pro 


Gly 


Val 


Pro 


Pro 


Ala 


Thr 










650 






Asp 


Met 


Arg 


Thr 


Glu 


Arg 


Phe 










665 






Gly 


Gly 


Gin 


Gly 


Pro 
con 


Arg 


Gly 


Tyr 


Gly 


Arg 


Gly Arg 


Glu 


Glu 










695 






Arg 


Phe 
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<211> 6384 
<212> DNA 







325 










330 


Lys 


Leu 


Glu 


Ser 


Arg 


Ala 


Leu 


Ala 






340 










345 


Asp 


Asp 


Thr 


Pro 


Met 


Arg 


Gly Arg 






355 










360 


Thr 


His 


Ala 


Ala 


Ala 


Leu 


Ser 


Val 






370 










375 


Ser 


Asn 


Glu 


Leu 


Leu 


Glu 


Glu 


Ala 






385 










390 


Glu 


Arg 


Ala 


Val 


Val 


He 


Val 


Asp 






400 










405 


Lys 


Gly 


He 


Val 


Glu 


Phe 


Ala 


Ser 






415 










420 


Phe 


Glu 


Arg 


Cys 


Ser 


Glu 


Gly Val 






430 










435 


Arg 


Pro 


Val 


He 


Val 


Glu 


Pro 


Leu 






445 










450 


Gly 


Leu 


Pro 


Glu 


Lys 


Leu 


Ala 


Gin 






460 










465 


Glu 


Arg 


Glu 


Thr 


Pro 


Pro 


Arg 


Phe 






475 










480 


Tyr 


Glu 


Tyr 


Ser 


Gin 


Arg 


Trp 


Lys 






490 










495 


Gin 


Gin 


Arg 


Glu 


Gin 


Val 


Glu 


Lys 






505 










510 


Lys 


Leu 


Glu 


Ser 


Glu 


Met 


Glu 


Asp 






520 










525 


Asn 


Leu 


Leu 


Arg 


Gin 


Asp 


Leu 


Met 






535 










540 


Arg 


Met 


Glu 


Glu 


Leu 


His 


Asn 


Gin 






550 










555 


Met 


Gin 


Leu 


Arg 


Gin 


Glu 


Glu 


Glu 






565 










570 


Met 


Met 


He 


Arg 


Gin 


Arg 


Glu 


Met 






580 










585 


Arg 


Glu 


Glu 


Ser 


Tyr 


Ser 


Arg 


Met 






595 










600 


Arg 


Asp 


Met 


Arg 


Met 


Gly 


Gly Gly 






610 










615 


Pro 


Tyr 


Gly 


Ser 


Gly Gly 


Gin 


Lys 






625 










630 


Gly 


Gly 


He 


Gly 


Tyr 


Glu 


Ala 


Asn 






640 










645 


Met 


Ser 


Gly 


Ser 


Met 


Met 


Gly 


Ser 






655 










660 


Gly 


Gin 


Gly 


Gly Ala 


Gly 


Pro 


Val 






670 










675 


Met 


Gly 


Pro 


Gly 


Thr 


Pro 


Ala 


Gly 






685 










690 


Tyr 


Glu 


Gly 


Pro 


Asn 


Lys 


Lys 


Pro 






700 










705 
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<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 201395.4c 



<400> 279 

aaaagtcaca 

atttgcctgt 

attacaaaag 

actattacag 

ggaaaaaatg 

ctttgtgctc 

gtggatctgt 

attactttaa 

tgccccatag 

gttcactatt 

taagtagatg 

acataaacat 

aagtgtattt 

ttgatgcaag 

taggttgtta 

acgatagaat 

ttaagcactt 

tgtttaatgc 

actgttggca 

tctagcatgt 

atcatgtgct 

ctaataaact 

atgaactctg 

gactggacca 

gtatgtgtct 

ttttgattct 

ctaaaaacaa 

tggaagatta 

gcatcagcaa 

tcctaacagt 

tgtccacaaa 

ggaattcata 

cataacatac 

gtatcctgca 

tgaggaaatc 

attaacatat 

acagcagaaa 

gcttaggata 

ggaattcatg 

tttctctttc 

aaccccttct 

tgaaggagtt 

aaatgtccca 

ttctttaact 

taagataagg 

cacctgccgg 

tcctgatcct 

attttttaaa 

ttcatgtgtg 



aagagatcaa 
accattacat 
agagaggaac 
aagtgaccct 
tagttttatt 
tctgatgcca 
gaaaaatgaa 
attatgcttt 
gcaaagctct 
tcagtttcac 
ctttccaatc 
tgcatgttta 
acaaattcaa 
ttatgagaaa 
tagattttca 
atatatttac 
gcctgatttc 
tgcagagttt 
tgctgttgta 
tgacatcttt 
tcagttggca 
gtcttatttt 
ctttttaaaa 
gctgatacag 
tgccctgtgt 
ttcagtatgg 
ccgaacatag 
agaagcctac 
tgtgactgtc 
ctcccaaaaa 
gacattgaag 
tataggggtt 
acgggtatgt 
gaggaaataa 
aagaataccc 
catttgactg 
atatactctc 
aacattctag 
gcgttgacag 
ttaccactgt 
ccatagtcaa 
cgacttcctt 
tcatcttcct 
ggatatttac 
agagcaacag 
cttgccatcg 
gctgatgttt 
gtccaccgtg 
ctgttaattg 



gactgtttaa 
acaccattac 
ttttaaaacc 
ttcatgcaca 
gttctcccaa 
aggcaaacct 
tatagagaca 
acctacatat 
gaagatttca 
agcaaaaaag 
ccattcactg 
tttgtatgta 
caaaatatct 
ccaatttatt 
tatttggagg 
tttttaaact 
ttagattctg 
tgaacactta 
tgcttttagt 
cttactgcat 
acaaagattt 
tattttcatg 
gttactttta 
aatgcacgat 
tctctgaaat 
cacaaatgcc 
aaatgatgta 
ggagtaacag 
ataatgaact 
gactaacgac 
ttctagagaa 
cagctgaggg 
cctttaaatg 
caggatctgt 
attttgaatg 
agttatgttt 
tacccatatg 
agaaatggaa 
gagaaggtgc 
attgtccaat 
ctaggctgtc 
ttttcaaagg 
tcataggctg 
cacccttgtt 
cacacatcag 
cttcatccac 
gtgcatagaa 
tcttgttggc 
gctgatactt 



tagttacttt 
ttggacattc 
acatttaatt 
gataaatttc 
aatattggca 
gttttgtctt 
tgaaagtatt 
atcaaacatg 
tcgaaaaatc 
gtggggggag 
cattaattag 
acacctataa 
acatataaaa 
ggcaaatgaa 
taacccattt 
gcagatgtaa 
aaatgtatcc 
cataggtaaa 
gttggaataa 
gtaatagaaa 
tctttttatg 
tttccttctt 
gacaatgaca 
gttgtggaat 
aatgtttgaa 
gaaatgcact 
aaaagtagaa 
gagccaagag 
catttagcaa 
agctatacat 
tactacagta 
tagtataaac 
tggagcattt 
tggtgatgtt 
aaaaagtatg 
ttgctgtaac 
ttcatagtat 
tattggcaaa 
ctctgagctt 
aaaggagcca 
gtcactatct 
cttgtggtct 
gatttcaggg 
tcttctgatg 
accaatgaac 
agttgttact 
ataaaactta 
aggaattttc 
taaggtgtac 



tttgagggaa 
acactcaatt 
tttaatacca 
gcatctacca 
aatttaaagt 
tttatatttt 
tagggccatc 
ccaggttact 
tgctgtcaat 
gggggaaccc 
cttacctctt 
gcatatagca 
agctttactt 
actgagcatt 
gatagatatt 
tcccttggac 
ataacaattt 
gtcttggaga 
cttagtttta 
ccataaagga 
cttatgagga 
ttcccagcat 
gtaatctagg 
gcttaatatc 
atttaatttg 
gcaatacaca 
cactgtgctg 
taggtaatag 
gtatatactg 
agtcaccaat 
acactcttga 
aaagtatcaa 
ttcatgcatc 
gcattatttt 
cactttgcat 
tattctcata 
gagagggctg 
gagcttaaaa 
tcgtttcctt 
tcctcattga 
tcttttttca 
tctgcatcac 
tcagcatggg 
aagcaaacaa 
cagccctgag 
gcttcctctg 
tatcgagtgc 
aaatctacca 
tctgtcaaaa 



atccagtcac 
gggaacataa 
aatctgttgc 
gtatggaaga 
aacttttaat 
caagagacag 
tttacctggg 
aggcctactg 
acgtagaaaa 
aatagatatt 
atacagtaca 
tctacatttt 
aaaattaaac 
ccttcaacca 
gtttatgaat 
cgttggcctt 
gcatacacgt 
ataatatatt 
aaattaattt 
ccacaaaatc 
aatgctattt 
tgcagttttc 
acccagaatg 
tgaaggcact 
gatgatttgt 
ttgtttatgc 
ctgtaatgcc 
ttctcagtaa 
tacaaactgt 
ttcacaacaa 
caatgaaaac 
accatgtttt 
atattgaact 
ttatcagttc 
tccagttcat 
atactaacat 
acaaacaagt 
attaaacaaa 
cagccggctc 
actggccatt 
cagtcctgtc 
tgtattctcc 
catcttcctt 
tcagcaaaat 
ttgcaatatc 
taatttgact 
tgaaatttaa 
gagggcctaa 
tgccattcgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 
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gtggctcggt ggatcccatt ccaaagtgag agagtccagt gttggattca caatcttcaa 3 000 
agacgaggga gcactgggga ctccttctgg agtattaaag actctgtcag ggctggctgg 3 0 60 
gccctcccct ttcccattga ccactcggac attcagtgtg tagtggctaa agggctctag 3120 
ccccggcaac atgccatgag tcttgctgcc ttggaaggtg aggatctttt tctcaatgtg 3180 
acgtctgttt cttttagatg aactctgggt cttccaatag taaatccgat agccttgtag 3240 
gtgtcctcgg atgcttttca gaggtactgg gtcccagtgc acctcggcta aggtactgtt 3300 
caccacattc acacgcacgt tcccaggagc caccattggg aggtcttctc cagaatgtcc 3360 
catgactaca gctggctcgg gggcaaaccc catgtcattc agggcctgaa ctttgatcag 3420 
gtatggaaca aaggttggcg tgcctgagac aatatatttg gatacatttg ccacaaccac 3480 
agatgtccat tcatcatcac catctttctg gcgccagcta actttgtact gaaggcctgg 3540 
cccattagat tcgaaaccat tcaagggctt ccacgtaatc accaaattat caggctctga 3 600 
tcccagtcct tccacagctg tggggttttt atctggttct gaggctttcg tcaaatactg 3 660 
ctcagacgcc tcgctgggca agctcttccc aatgctgttc actgccatca cgcggaagga 3720 
gtagttcacg taaggagaca ggttcagctg ggctgtggtc tgtgttccag aaacttcagt 3 7 80 
ttggtggtgc cacagccctg gcttgtgcat tgcatcttca tattcgatga tgaattttgt 3 840 
aatggggcta ttgttgtcat cgcctggggt ccatgacagc tgaacacttt tgtcaagttg 3 900 
atctgtcagt tctaagtcaa agggaggatt tgggacatcg taaacgggag ctggagttgg 3960 
agtaggagca acaacgctaa gcacagcgct ggcggagacg ctgtccagag tggtgttggc 4020 
cacacacgtg taggtcccgc tgtcatcgtc actgacatca gctaccacta gatgatcctt 4080 
gtcaacagtg aacctttcat cactgggcag ttccctgttg tccttcagcc acaggacagt 4140 
gagggataag gtgtgatcat gtttcacttt gcattcaaag gacaccatgc tccctctttg 42 00 
cacaactgca tattcgggct gtttaacgat ccatgtagca tctttgattt ctaagtgaac 42 60 
ttcattcttt gccatcccta atttattcct tgcaacacac gtataagttc ctgtactgtc 4320 
cttttgggcc acaggaattt ccaaagttcc attttcatgt aaaacataaa tatcttcatg 43 80 
aagagcactt cctttagctc ctttaaacca ctcgatggtt gggagaggag acccaaagaa 4440 
ggcacagtct agtaaagcag gcctgtttgc aatgacctgg tagagtgtgt ttgcaggtgt 45 00 
gaggattcgt ggtggctcag ccagcacatt tacaaatgcg tttgccagta aatatccata 4560 
ttcattagag gcattgcact gatagactgc acttgatctt tcttgaacat ttgaaaaaat 4620 
aatggtatcg ccatctattt ttctgctggg gtcatcaggg gcaatttcta ttgggactcc 4680 
atttgttaac cagctaattc tgggtttggg gttgccatta gctctgcaga tcaaggtccc 4740 
atcctctcct ggggacagca caagattttg aggggctgtg atccagtatg gagccgcttt 4800 
aactctaaca gaaatggtat ggtggatggc tcctaatgca ttttttgcta tacattggta 4860 
atttccagag tctgcttctg aaacatgaat gatctgcaag gttttctcaa agttcttata 4920 
aactgtcctg tttttgggta gcattccatc ttcctttgcc cagtaaataa ttggggtagg 4980 
cagtccttct gcaatgcact ccagtgaaag cacatttcct cttaattcct ctttgttact 5040 
tgcattgcct tctggagtta aaaatgttgg tggcctctct ctacttgatt tagctgaaat 5100 
caccttcaca gaaataggtt gcttctgctg tatggtttga gtatgattaa atctagcata 5160 
acagatatag tcttcgcggg tgtcctctgg gaggacattg gaaaaataaa ggtccccatt 522 0 
caaaccttga gaaactctct cactttgtgg aagtctttga aaggaattat ccatccaaaa 5280 
tattataggt ggtggtaatc caattggggg tctgcaggga agtactaaag actgaccact 5340 
ttgaagtgtg attggttcaa gtttttcttt ggtccacaat ggtgatctgg atgggcggac 5400 
aacaatgtta ttagaaactg cagctccgcg ttcgttcctt gctgtacact gatagactcc 5460 
ttcataggtc tcagctttcc cttcgctcat gatgttaatt atgagcgttc ctgtgccagg 5520 
cttcatggtg accagagggt ctttatcgat gtcaaaatga gtcccattac gggtccagga 5580 
aaagcttggg ggcggtttcc ctttggcttc acactggatt acaatattct cccgagggtc 5640 
aataatgtaa tcttttggag actgttgggt gatggttgga ggctgtacca agtcttcaag 5700 
aagttttgga tcaagaggta cttccagtgc actaatcatc tggcacagga agagaatcag 57 60 
gggcactctg cccgcagata agcgcttctt tttcggcatt attttaagct gcattagctt 5820 
aactcctgct gagactcaca cactgaattt ccttttcttc tttcacaaaa gattttgtga 5880 
aacgttgtgt gcaagtttaa gtaattttca tgcgggaaac tttgaagaag ctcttaagtt 5940 
gttcttcctt ttaattcttt aaaccaaacg tcttcttagc attgctcttc agaaggtcca 6000 
ctgggctaga cacctcccaa atgtttttct gatttctgaa gctatccttt tctcaggaga 6060 
atgccaacag ctaagaccag ctttggtcga agtcttcagc aaacagggga taaagaatgc 6120 
tgagagagaa tgtcacaaag attcgttctc gcgccgcgcc ctccgctcag ctctggcgcg 6180 
actgcccagg accctggacc gccggtgtcc tccgttctcg acgaagctat cccctctggc 6240 
tgctccagcc aggcggcccc tgcgccgtcc cccgcgcccg cgcgtctgag gctcggactt 63 00 
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cggcgcgcgt ccgccagcga cctggcgaag cgaggctggc cccgcgccgg cgcgcgcccc 6360 
cgccgctccc gccctctccg ctcc 6384 

<210> 280 
<211> 1619 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 233189.21 

<220> 

<221> unsure 
<222> 1586 

<223> a, t, c, g, or other 
<400> 280 

atttagactg cccttgtgtc agaatactaa ggtgggaggc ggagcggagg tgccagtcac 60 
tctgggcgag gccttactgc gcccatgcat cccgggccca tttgtcagcc cttgctcttc 120 

agtgggagcc cagctgcaag cccagagtct ggccactcca tagtcctgca cccctctttt 180 

L-3 gattggtctt tcctttgccc agagaggggc tccagaggga gataggtggt gaagctcatg 2 40 

cagggattct gaggacctga tgggggaggg ccctgcgagg ggtccaagcc tacatcaaga 3 00 
;£! ggaattcagt accaggggga gctccccacc accccggaaa agggagaggc ccagagatgg 3 60 

j»& aggtggcttg tccagggccc cacagtaagt tgggatttgg agccagatgc tctaagccca 42 0 

\f% gcccttccgt ttcctagctg ggtgtccctt ggcagatgcc acctttggag cctgccccac 480 

ctcgggacac agcgagcttc gagtgcggtc agcccctgtg gagtgtgtcc cagttacaca 54 0 
^ gaaatgggga aaatttcaca aaactaaaaa atggcttctc agccctcctt tttcagtgaa 600 

\M tgatgtggag ccccacgcct agaaagcctg gtccatgggc gagagacttt gctgagatga 660 

yj gaagccagct ggggctgctg cccacccacc ctgcccaggc tcctgaaggt ggcctcacct 72 0 

s: tccaggtgct tgacaatgcc ccgcaggctg ttcccgtggg ctgcaatgag cactcgcttg 780 

pi ccggccttga tctggggaac aatctcctcg ttccagaagg gcagggcccg ggcaatggtg 840 

IT* tccttgaggc tctcgcaggt ggggagttcc ccgggcttca ggcctgcgta ccgacgctcc 90 0 

,1 tgggggacac aggcacgctg ctttccctcc caagccagtg ggcccccacc cgactcccca 960 

W ctctgcagct tcccagaggc cttcccagca aaggcagccc accttgctaa tggagttgta 1020 

13 gtaggggtgc ttctcgtcca tcgggggcgg cgggatgtcg aaggagcgcc tccagatctt 10 80 

Q cacctgctcc tccccgtgct tggcggccgt ttctgccttg ttgaggcctg tgaggccccc 1140 

1^ gtaatgccgc tcattgaggc gccaagtgcg caccacaggc agccacatct ggtccgtgcc 12 00 

gtccaggatg gcccagaggg tgcggatggc ccgcttcagc actgacgtgt agcagatgtc 1260 
aaactccatc ttggcatcct tgatggcctt ggctccccgc ttggcctcct cggtcccctt 1320 
ttcactcagc tctgcatcga accagccaca gaaacggttc tcctggttcc atgtgctctc 1380 
gccgtgccgg accatcacga ggcgccaggc taggaggcgg ccctcagcag gcagaggagg 1440 
agagccagag gagctggtgc agaccacagc tttgtggaga ggagtctggc cttgtggaag 15 00 
gttatccaaa ataacccagt gtatgaaaac caggaaaatc ttaacatggg agaaaagaag 15 60 
atgatcaata catgcccatc ctgagntgat tcaactattg gaatgatcag atacagatt 1619 

<210> 281 
<211> 566 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 196606.6c 

<220> 
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<221> unsure 

<222> 17, 22, 44, 80, 103, 120, 124, 129, 141, 148, 171, 215, 235, 268, 300, 
552 

<223> a, t, c, g, or other 
<400> 281 

ttgaagtagt tggggcntat gnctcttgga tagacttatc cccntatagc caatgatagg 60 
tttataaata tgctgctagn tcatatgtcc aatagaagtt ctncgggaag aagcatgtgn 12 0 
ctgnttatnt gaagttgtaa ntacaggnat ggaccctgtt gataaaatga nactagtgga 180 
atctttgtgt caagtattac agtctgctgg gtttntcagc attgaccagg aagangatgt 240 
tgacttcctg gccagattct ctaagttngt aaatggaatg ggacagtcat tgatagttan 300 
ttggagtaaa ttaattaaga atggggatat taagaatgct caagaggcac tacaagctat 3 60 
tgaaacaaaa gtggcactga tgttgcagct actaattcat gaggatgatg atatttcttc 42 0 
taatattatt ggattttgtt acgattatct tcatattttg aaacaggtaa gtttttgttt 480 
tattcttttt gctcaataca taatacaaag gagccatgga gaagtggaaa atatggaaaa 540 
attaaaaatg anaaaatacc cataat 5 66 



<210> 282 

<211> 3924 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 196606.8c 



<220> 

<221> unsure 

<222> 269, 271, 273 

<223> a, t, c, g, or other 



<400> 282 

ccaccacgcc 

tacattaaag 

gaggttaaat 

atggagagat 

tggaagattt 

tggagcctaa 

atgaaatggc 

ttcacacata 

gttttccact 

taaggttcta 

cggcatgcag 

tacagaaaaa 

gtgaatggca 

ggcacaggga 

ttaaaaactt 

gctacttgca 

ttgagatgaa 

tctgccaggt 

taaacaaaat 

gagaggatga 

ataacagtaa 

atcccactgc 

tctaaagcag 

tgaagcaggg 



cggcctggaa 
aaaaagactc 
gaattaaagc 
taagatgaga 
cactacgtaa 
aaccattctc 
tatctacaaa 
aagaaaattt 
gctatggtct 
ggataactct 
gcaacttctt 
tcccaaaaca 
cacaaaaatc 
aatccagtcc 
tagcatcagg 
aggagggcag 
ttgttttcag 
caaaggtttg 
cagcaaatcc 
taaaacatgt 
ccaacactct 
ctgtgactgt 
cagactggtc 
gcatgaacat 



ttttaaattc 
tcatataaca 
atccacacac 
aaataaaact 
agtttattnt 
ttttgtagaa 
aagttagttt 
tcaaagattt 
ttataaagga 
tgtgtctttt 
ttgttgttac 
tatactgcaa 
gcctctttat 
tcagggcttt 
ctgctgaagc 
gtattcttgt 
tgtcactgca 
ttttaaaggt 
cactggtcca 
tttctgtgca 
ttctacattc 
ttgcaggaaa 
attttcttct 
ctgttgtaaa 



tatcaacaga 
gaactaagtt 
tcatatttgt 
aaagtattta 
nanatatata 
tacatattgg 
tgattgctgt 
tatattcagc 
cttgacttaa 
aagagcatct 
atacctgtat 
taagctcaaa 
aaattaactg 
gctctctgga 
gcttgacaaa 
tgaagatact 
cactcagata 
gctaggaaac 
tctttacctc 
attggatctg 
tctgcacctt 
gcaaagtaac 
gctggccgga 
aacggggata 



ttcacatagg 
gcatgttacc 
aaacctttaa 
taataattcc 
tataaaaaaa 
cgttgaaaca 
cttcccccat 
aattttttaa 
aatttcaaat 
ttatacagaa 
taggaaaatt 
acaatgtgaa 
gaattcatga 
agaacacctt 
actcctgaat 
gaacacattc 
aagccaatac 
atgcggggac 
cccagagttc 
gatattcaac 
gatttgctat 
tcctccgcaa 
gcagcacttc 
cctgtatctt 



ctttttccag 
tttgaggagt 
atgggaaatt 
agaaaagact 
agtataacac 
gtttaaagaa 
actttgtgtc 
aaagtacact 
aaaaaagaat 
caatttggac 
acacccattt 
aaagaccagt 
tcatgaagta 
taagtaattt 
tatttctgga 
tgggccccgt 
tgtttgtgca 
aatgtgctta 
taccaacttt 
tgctccttgg 
aacttcgctc 
catctgcttc 
aaaaattgca 
gaatttggcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 
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gtaatctggt tgataagagg aatgaactcc tggagatctt ttgcttcaca atctttgagc 1500 
atatgttctg aagcagatgg aatgaacgga agaacttctt cctccaggca aataatcatt 15 60 
cgatgaagga aagtacggac tccacttctg agaatatcct tttgtaaggg acaactgagg 1620 
gctggcaaga atgtctgtaa acagtccaga taaacttcgg aacagccaca ttgtttcaca 1680 
gtctgtttgt tgctgaaagc tttactggtt cgacttgcaa atccaacagc atggttaaga 1740 
cagtctgcta gcagaggctt gcctttcttc atcttgtgcc agcatcaact tttctaacag 1800 
aattttaaac ttctccatta gtggagtcaa cagattcctc attaaggctt gtttcctttc 1860 
tgccggatat tcactattaa caatcagcac tccagctgtc tcataaataa aaagttgatc 1920 
atcgctgctc agtaaggact ggtggccatt ctcaggtgga gaaagctcta ataaatcttg 1980 
tattctattc aaaatatcct caatgaaagg attcatttgc ttattgagag atttgacaaa 2040 
tctagaaaac aggtaagccg tcctgctccg aacttttgca ctggaatgcc gcagacctct 2100 
gtgatctaag aaagccatta gtacacatgg aatgtgctga ggttcaactg tgaaaaactt 2160 
ttcatatcta acaacagttt cgaagaactc caatgtcaca gatgtatgct gataggaact 2220 
gactcctgat gttaccagag ttcgcatcat atcctgcaaa gcactagctt ttgaaacatc 22 80 
acctgagaag tgagcaccat gagatactgg aagagcttct gccaacatat acagcaatct 2340 
tattgctact tcaacttcca taaaccgtgt agtctgccaa ttctgcagtg tagaactaaa 2400 
aactctgcga acagaggcca gtagtaactc tggtgaaact tgagcaagcc tgtccaacag 2460 
taacttcagt tgttttctat attctacaaa catggcttca tcttcaccct cattttcaaa 2520 
gttatattct tcatcgtaag tcaatttttt cataacggcc aacatgattg cctctacatt 2580 
agctttttgc tgatccgaga gcactgtaag ctgtttcaaa atatgaagat aatcgtaaca 2 640 
aaatccaata atattagaag aaatatcatc atcctcatga attagtagct gcaacatcag 2700 
tgccactttt gtttcaatag cttgtagtgc ctcttgagca ttcttaatat ccccattctt 2760 
aattaattta ctccaactaa ctatcaatga ctgtcccatt ccatttacca acttagaaaa 2820 
tctggccagg aagtcaacat cttcttcctg gtcaatgctg aaaaacccag cagactgtaa 2880 
tacttgacac aaagattcca ctagtttcat tttatcaaca gggtccattc ctttatttac 2940 
aacttcaaat aaacagtcac atgcttcttc ccgtagaact tctattgaca tatgacctag 3000 
cagcatattt ataaacctat cattggctat aagggataag tctatccaag agacataagc 3060 
cccaactact tcaaggcact gacacgtcac ttcagaatta gtaaactgat aattttgtaa 3120 
tatttggtac catgattcca ccagatttgg aatgcactgt tccctcatgg tatcttttat 3180 
gagagtattc ctacgagcct cctctgatgt atgcaccaca tcacgatcca ccaactctga 3240 
atcaatagcc atgaggattc gcaggtagag atctactccc cttggattta ggtccactac 33 00 
tgagagaatg tcaaaaaaaa acttgggcca cttagtgaga tactctgtaa caaaaagcaa 33 60 
ggcgaagact tgggcggctt tatttcgtat aaaggtcttc tctggttggg gattcagcat 3420 
ctgagcttgc agccatgata tgagcgtctc cctaattagc tgttgttgaa cagtggttag 3480 
ttctgagtat ttgtatttaa cttgatgttc cagtacttga aagcagaaaa acttcacatg 3540 
atcatcactg tatgtcctct gggctagagc ttctgcacac acctgccagg catctgggga 3600 
aatttttaac tgctcaaaat aggccagggc cctttgtcta aagtctgaat cagcatttgg 3660 
atttagccct aatagagcct gttcatccat cctcgctgtt atacttgtag ttttctggtt 3720 
gtaataggcg tgccctctga tcccacagaa gaatttataa acatctgcca caaaaaacaa 3780 
agttgaaaga aaacattact tgataaacaa atagatgctt atcctgaata acgtaaatgg 3 840 
ataaaatcat gcaaagaagc ttaaatgttt aaaaacttat tttggaactt atctaaatta 3900 
caactaaaag ttagagccta attc 3924 

<210> 283 

<211> 1205 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1040190.3 

<400> 283 

gtaagttccg tttttagccc cggccttttt ctagccaggc tctcaactgt ctcctgcgtt 60 
gctgggaagt tctggaagga agcatgtgct ccagaggttg ggattcgtgt ctggctctgg 12 0 
aattgctact gctgcctctg tcactcctgg tgaccagcat tcaaggtcac ttggtacata 180 
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tgaccgtggt ctccggcagc aacgtgactc 
acaaacaact aacctggttt tatactttcg 
aatctaagta ctttgaatcc aaatttaaag 
cactgtacat ctctaaggtc cagaaagagg 
aaaagactgg gaatgagcaa gaatggaaga 
agcctgtcat caaaattgag aagatagaag 
catgtgtgat acctggcgag tctgtaaact 
caaaggagct ccagaacagt gtgcttgaaa 
gttatacttg ccaagtcagc aattctgtga 
caccctgtac cctggcccgg tcctttggag 
cggtgcccac cattcttggc ctgttactta 
acttcaaggc cagaagatct tgcctgttgg 
tataggctga ccagaagcat gctgctgaat 
aatactggtt attatttaat tttatatccc 
agatacacat gcttttttcc cacccaaaat 
tttttaaaat aaacatttga tataattatc 
tctgtcagac agtgcctgct ccatcagctg 
gagag 

<210> 284 

<211> 1393 

<212> DNA 

<213> Homo sapiens 



tgaacatctc tgagagcctg cctgagaact 240 
accagaagat tgtagaatgg gattccagaa 3 00 
gcagggtcag acttgatcct cagagtggtg 360 
acaacagcac ctacatcatg agggtgttga 420 
tcaagctgca agtgcttgac cctgtaccca 480 
acatggatga caactgttat ctgaaactgt 540 
acacctggta tggggacaaa aggcccttcc 600 
ccacccttat gccacataat tactccaggt 660 
gcagcaagaa tggcacggtc tgcctcagtc 720 
tagaatggat tgcaagttgg ctagtggtca 7 80 
cctgagatga gctcttttaa ctcaagcgaa 840 
tgatcatgct cctcaccagg acagagactg 900 
tatcaacgag gattttcaag ttaactttta 960 
tttgttgttt tctagtacac agagatatag 1020 
tgtgacaaca ttatgtgaat gttttattat 1080 
aattaactga attcctgaag ttgtcccaaa 1140 
gggagaactg gaatctggag acacagaggg 1200 

1205 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1427459CB1 



<400> 284 

tttgggggtg ataaaaaggg gggcccaaaa 
tttttttttt ttcctttgga tatatgacca 
ttcccaaaga tgttgaccag gaagatcaag 
cgcctgtgca gcgggtacct catcgacgcc 
tgcaggagct gcctggtgaa gtacctggag 
gtgatccacc agagccaccc cctgcagtac 
gtttacaaat tggtaccagg cctccaagaa 
cacaaattgg gcatggaggt gccgggagac 
cacttagatt cccatcggaa tggtgaaacc 
gcggaggaga agccggagga ggacaacgac 
tgcctggagt gtaacagcag caaactgcgc 
gcccaggcga ccgtcttgca tctgaagaag 
tttaacgagc tggacatttt atgcaacgag 
ttcgtggttg tcactaggtg gagattcaag 
aagatggact tgctgtgaat ggtgccacac 
gggtgctccc ggccgccgcg cttaagaaca 
ctgaatagag aatatttata acttttgtat 
ccagcaccac gtttacagag gatgaaaaca 
tcccccgccc caccccgtgc ttcagccttg 
tctgagtcac cttctgacac gagctccctc 
ttcacttcag tttagtttat gaattttagg 
ttttattgaa tccttcctaa gttattgaaa 
tatgttgcct ttagcttctt gaagatttag 
aaaaaaaaaa aaa 



aacgggggag cggagatttt tttgggaaat 60 
gcagtgggat tgctggatct tacgatggaa 12 0 
ctgtgggaca tcaacgccca catcacctgc 180 
accacggtga ccgagtgtct gcacaccttc 240 
gagaacaaca cctgccccac ctgcaggatt 300 
atcggtcatg acagaaccat gcaagatatt 3 60 
gcggaaatga gaaagcagag ggagttctat 42 0 
atcaaggggg agacctgctc tgcaaaacag 480 
aaagcagacg acagttcaaa caaagaggcc 540 
taccaccgca gcgacgagca ggtgagcatc 600 
gggctgaagc ggaagtggat ccgctgctca 660 
ttcatcgcca aaaaactcaa cctttcatcc 720 
gagatcctgg gcaaggacca cacactcaag 780 
aaggcgccgc tcctgctgca ctacagaccc 840 
agcgcccaca gactgggccc tcgcaccctt 900 
ttgcctctgg gtgtcatgtg gaccagactt 960 
gagagagaat tcacactcaa caagacacta 1020 
cttcacagtc tcccagagcc gatcgtcctc 1080 
cagggagagt gatgctccag gcaacacggt 1140 
tgcttgcttt ccaggtcttg aaaatctgaa 1200 
tttcatgata agcctcaagt gtagttggac 1260 
aaatgtcttt tcatggtgaa tgacaatatt 1320 
aagttatata aaaaattaat ttaaaagcaa 1380 

1393 



<210> 285 
<211> 247 



285 



PA-0035 US 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1427459CD1 

<400> 285 



jxiec 


pi 

LjIU 


rfie 


Pro 


Lys 


i v ie l 


Leu 


Thr 


1 








tr 
D 








lie 


Asn 


Ala 


His 


lie 


Thr 


Cys 


Arg 










z U 








Asp 


Ala 


Thr 


Thr 


Val 


Thr 


Glu 


Cys 










J D 








Cys 


Leu 


Val 


Lys 


Tyr 


Leu 


Glu 


Glu 










50 








Arg 


lie 


Val 


He 


His 


Gin 


Ser 


His 










65 








Asp 


Arg 


Thr 


Met 


Gin 
80 


Asp 


He 


Val 


Gin 


Glu 


Ala 


Glu 


Met 


Arg 


Lys 


Gin 










95 








Gly 


Met 


Glu 


Val 


Pro 


Gly 


Asp 


He 










110 








Lys 


Gin 


His 


Leu 


Asp 


Ser 


His 


Arg 










125 








Asp 


Ser 


Ser 


Asn 


Lys 


Glu 


Ala 


Ala 










140 








Asn 


Asp 


Tyr 


His 


Arg 


Ser 


Asp 


Glu 










155 








Cys 


Asn 


Ser 


Ser 


Lys 


Leu 


Arg 


Gly 










170 








Cys 


Ser 


Ala 


Gin 


Ala 


Thr 


Val 


Leu 










185 








Lys 


Lys 


Leu 


Asn 


Leu 


Ser 


Ser 


Phe 










200 








Asn 


Glu 


Glu 


He 


Leu 


Gly 


Lys 


Asp 










215 








Val 


Thr 


Arg 


Trp 


Arg 


Phe 


Lys 


Lys 










230 








Arg 


Pro 


Lys 


Met 


Asp 


Leu 


Leu 












245 









<210> 286 

<211> 4971 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 480453.16c 

<220> 

<221> unsure 
<222> 322-339 

<22 3> a, t, c, g, or other 



Arg 


Lys 


Tl A 

lie 


Lys 


Leu 


Trp 


Asp 




1U 










15 


Leu 


Cys 


Ser 


Gly Tyr 


Leu 


He 




A b 










30 


Leu 


His 


Thr 


Phe 


Cys 


Arg 


Ser 




A A 










45 


Asn 


Asn 


Thr 


Cys 


Pro 


Thr 


Cys 




55 










60 


Pro 


Leu 


Gin 


Tyr 


He 


Gly His 




70 










75 


Tyr 


Lys 


Leu 


Val 


Pro 


Gly 


Leu 




85 










90 


Arg 


Glu 


Phe 


Tyr 


His 


Lys 


Leu 




100 










105 


Lys 


Gly 


Glu 


Thr 


Cys 


Ser 


Ala 




115 










120 


Asn 


Gly 


Glu 


Thr 


Lys 


Ala 


Asp 




130 










135 


Glu 


Glu 


Lys 


Pro 


Glu 


Glu 


Asp 




145 










150 


Gin 


Val 


Ser 


He 


Cys 


Leu 


Glu 




160 










165 


Leu 


Lys 


Arg 


Lys 


Trp 


He 


Arg 




175 










180 


His 


Leu 


Lys 


Lys 


Phe 


He 


Ala 




190 










195 


Asn 


Glu 


Leu 


Asp 


He 


Leu 


Cys 




205 










210 


His 


Thr 


Leu 


Lys 


Phe 


Val 


Val 




220 










225 


Ala 


Pro 


Leu 


Leu 


Leu 


His 


Tyr 




235 










240 




28 


6 











PA-0035 US 



<400> 286 

ttttgtttaa 

ctcgtcacct 

tgacaacaca 

agaatccctt 

agcaaaaaag 

gaaagttgca 

ccagttttgt 

caatcccagt 

tccaaagctt 

atgcacccag 

gtaatgactt 

tttaactact 

aactcacaga 

tgttcaatct 

atttttcgac 

ctcttaaacc 

agaattactc 

aagtaatcag 

aacaatttta 

cacttatgtc 

aaggtgtggt 

cctacaaatt 

tgtatggacc 

at tttttaca 

tt tgaggttt 

ataacacaga 

gt tggacaca 

aacagaagac 

aaaacaaaaa 

tttcatgaat 

at ttattggt 

attaaattca 

tcaactatgc 

cacaaacacc 

ct ttaattta 

tataaaaaga 

caattgaaat 

gt actttaac 

at taaaaatg 

ttggaagaga 

acgtgcgacc 

gctggcgggt 

aagttgtacc 

tagaccacct 

gaaagtgaga 

taaagcaatt 

gtttcatttg 

tt atacacac 

ttgccacccc 

ccctgtccat 

actatagttt 

gt tattaaat 

ctcgtccacc 

cctctttggg 

tt taccgaag 



aaaggcttta 
aatcataaat 
acttaaaaat 
ctaacagcca 
aggccaagag 
ggcaccaaat 
gagatcaccc 
aaataacact 
tttattattc 
agggtccact 
tgtcataacc 
tagttcatgc 
gcattaacag 
tgtggcggct 
caaactcata 
atagctccta 
attgtgttat 
caattcaaaa 
ttacaatcca 
ttcctttcag 
agaaatctca 
ggagaagagg 
aatactctac 
gagctatgta 
aacatgaaat 
tagcaaagga 
atggtgtctt 
caatcttcaa 
caaaatacca 
tgttttaagt 
aaaatacagt 
aatctattca 
tagattaagg 
aatttctaat 
tatcccagat 
aaaagcaagc 
acaacactaa 
tcctgtaaaa 
aagccaaagt 
ccataccaca 
cccagagata 
acaaacaagg 
catttcagta 
ggtacacaaa 
taagacttta 
aaaaaatcaa 
tctattgatc 
ctgttttctc 
ctcgagatgc 
atccatagtt 
tgatcaccac 
ccttggttcc 
agctgcagca 
ttgtgcaact 
ttctaaaatt 



ttcatttttt 
ttgaacttac 
gaacttactt 
acattggtac 
cattataatg 
tnnnnnnnnn 
gttgcgtgag 
gaggccaagg 
caggtcctct 
gtaatgactc 
aagatacctt 
actgtgtcaa 
ctaatacaac 
ctgagaaaac 
cctttctacc 
ccagttttac 
gattacaaag 
atggctttcc 
gaagaaatat 
gacagtcttc 
gttacaggga 
gtgacgctgg 
aaaatcaact 
gtacctgacg 
gatacaaata 
caaagtaaaa 
gtacactaga 
tgtcgtcctg 
gttagatttg 
cctcacttta 
ttgggtagtc 
ggaaagaatc 
tctactagaa 
aagtttatta 
ttaaaagttc 
attaaatctt 
acagaagacc 
aaccatttaa 
ctgaagtttt 
ggacagcgtt 
gacgtggtca 
tataatgtca 
ctttacctgt 
agcaaacaga 
aagttaaaga 
caatttagta 
tttaaattaa 
caatgttctc 
cttgccataa 
cccatagtta 
cataggcact 
agttttggcc 
cctcttccac 
ttgatttcac 
aaatcatttt 



gatcagggaa 
aggattcact 
ccattcccta 
ttggcctaag 
tgatagccca 
nnnnnnnnnc 
atcaactact 
tcccaaaatc 
gaaacctgga 
agtcacattt 
ttccactatt 
aaactagatt 
ttcctcagga 
acaactaaat 
aaaatccttg 
agtgctcctt 
ctttttctag 
agagacagga 
ggtctactag 
agataaccag 
gaagatgaag 
ctggctattt 
gtgccttaat 
cagaaaagca 
aaatgtgtat 
acaaagaaaa 
aagtctttta 
caagatgggt 
tgcaactctg 
ttttcttcaa 
aataaactca 
tgggaataca 
gcatctctag 
caagaacata 
ttgttttggt 
aaaagaatga 
aaaatgatta 
gttaagttta 
ccactttaat 
ttctggtgta 
gggtgacaca 
gagttagaag 
taatagttct 
aaaactctta 
tctatagaca 
aaaacaggct 
attagacatt 
ctttagtatg 
gtgctctgtt 
tacccagtat 
attgtaattt 
ctgacctcgg 
ctttttgttg 
actataaaca 
atttttctcc 



aaggacaatc 
accctagaca 
aagttgcatg 
tttaagaata 
ggaagtagaa 
tcatgagcat 
ctgcctgtga 
caactacact 
tataaaacgg 
gtaatgactt 
cctttctgaa 
tactatcaag 
tgcccaaaca 
cttattttgc 
agttgtaact 
ttgtatctga 
gtgaccactg 
acaaagtaaa 
aaagcttcta 
aagggaaaga 
ccttaagagc 
ataaaggacc 
tattgcttat 
atcacataag 
aaacaaatcc 
ctaattggca 
caaaataatc 
tactttaaca 
acaagctttt 
taattaaaga 
ccctggagtt 
accttcccat 
taacccaagt 
aattgatctg 
ttgtagattt 
acacttaaaa 
agctgtaaaa 
gacacttaat 
ctttacgctg 
tgccttgcgc 
cggcctgcaa 
acaacattct 
aaaatgttta 
agtttttctg 
ctttaggcaa 
acatagtatt 
tctactgttt 
gctggtaatt 
ggccactgta 
aatcatatcc 
ccatatcctt 
ccacggaccc 
ttgctgttgc 
aaaaacatga 
acatcaagaa 



tcaatgtcaa 
ccgcacctac 
ttgaatgaac 
gcaaaacagc 
tcattgttaa 
aagaaactta 
acacgtatgc 
gaatgcaaaa 
attcttttca 
agtcacattt 
tatgtaaata 
actttttcta 
gaaaacattt 
cactatttta 
acttccaatg 
acttttatca 
attaaagcca 
aggagctact 
ctaatcacaa 
acattgttca 
ataaaataca 
acagtttctc 
tttaaattac 
gaagcattta 
acattgagtc 
gctatataca 
atcttagatc 
tctcctccta 
aaaggtccac 
tcatatgcat 
cccaaatgac 
attcagaggt 
aaaatgctat 
tgcatatgat 
cactattagc 
tgaggctcca 
aggcatttat 
ctccaaaaag 
gtacatgaag 
tctgcccgca 
tgaagttccc 
tgttttcctt 
attattcctc 
caatactaaa 
aacaggctca 
ttgtttttac 
tcctgtactc 
gttttggtga 
gtctgcatat 
gccatagccc 
gatcataata 
ctcgtaccac 
tgcctatata 
aagtataatt 
at tatttcaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 



287 



PA-00 35 US 



ttatttaaat 
gtatctgctt 
tcctcttctt 
gctccaaaat 
acctttttgg 
ccatccagtt 
agcacaaatc 
acaacttccc 
aagcctccaa 
ccctctgcga 
tcggccaggg 
gtatggaggc 
tggggaagtt 
tggatttgtg 
caaactggat 
tcccaaaaag 
atattttgga 
tgaaagaaga 
agaaagcaga 
agaggtatat 
acgaggtggt 
taactattat 
tagtggctat 
gggatatgca 
caatcaccaa 
agaggaataa 
taaggaaaac 
cgggaacttc 



tttcatttaa 
tctaacaatt 
tcatttgttt 
attctttaat 
gaggttcttt 
tgtgttcttt 
caaatcctct 
caaatcgaga 
taaacatttt 
attcctctat 

gggttgctgg 

ttgagctggg 
gtagactgca 
cttttcaaag 
ggcaaattga 
gtttttgtgg 
gcctttggag 
ggattttgtt 
taccatcaaa 
aggcagcaac 
acgaggggtc 
gatcaaggat 
ggcggatatg 
gactacagtg 
atcaattacc 
ttaaacattt 
aagaatgttg 
attgcaggcc 



agtgcttaaa 
tttttactgg 
ttgtatccat 
ttgttcttca 
cccttttaaa 
cagttccaaa 
tgatctccca 
caagtactct 
accgtcatcc 
attgctgtac 
cgcgcagtcc 
atacaagcaa 
caattaaaac 
atgctgctag 
tagatcccaa 
gtggattgag 
agattgaaaa 
ttatcacata 
ttggttctgg 
agcaacaaca 
gtggccgagg 
atggaaatta 
attatactgg 
gccaacagag 
agccatacta 
tagaactatt 
tcttctaact 
gtgtgtcacc 



tggctttacc 
ctcttcatca 
gggaagttca 
gaagtatccg 
gctttggccc 
accttatcaa 
gtgactggat 
gtcagatctt 
tgctgattct 
tcgttcatat 
gggtcgcggc 
aaaagatctg 
agatccagtc 
tgttgataag 

aggggccaaa 

cccggatact 
tattgaactt 
tactgatgaa 
gaagtgtgaa 
aaaaggtgga 
tcagggccaa 
caatagtgcc 
gtataactat 
cacttatggc 
aaggagaaca 
aacaggtaaa 
ctgacattat 
tgaccacgtc 



<210> 287 
<211> 522 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1095604.1 



ttcccagaac 
gtatatgtga 
atattttcaa 
ggctcaatcc 
ttttgggatc 
cactagcagc 
ctgttttaat 
ttttgcttgt 
tgctcgcgtt 
cctccatagt 
agcagcggcg 
acagagtact 
actgggagat 
gtttgggaac 
gcttaaaaag 
tctgaagaac 
cccatggata 
gagccagtaa 
atcaaagttg 
agaggtgctg 
aactggaacc 
tatggtggtg 
gggaactatg 
aaggcatctc 
ttggagaaaa 
gtactgaaat 
accttgtttg 
tatctctggg 



caatttgatg 
taaaacaaaa 
tctctccaag 
acccacaaaa 
tatcaatttg 
atctttgaaa 
tgtgcagtct 
atcccagctc 
gatcttggat 
gacggagctg 
gcggagcgtt 
tgtctcgatt 
caagaggatt 
tgaaagaaca 
ggaaagaacc 
aaattaaagg 
caaaaacaaa 
aaaaattgtt 
cacaacccaa 
cagctggtgg 
aaggatttaa 
atcaaaacta 
gatatggaca 
gagggggtgg 
caggtggtct 
gggtacaact 
tacccgccag 

g 



3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4971 



<220> 

<221> unsure 
<222> 271, 283 
<223> a, t, c, 



or other 



<400> 287 

aagacagcac 

cgggcctgta 

cctgccgcct 

gcctgctgct 

gctgctcagc 

cggcatcgac 

gatcatcgcc 

aggggaacgt 

ggtctttgac 



agacagattg 
tttctagacc 
gcaagtcgga 
gcccaactgg 
gcggcgcggg 
ctggggacca 
aacgatcagg 
ctgattggcg 
gccaagcggc 



acctattggg 
tgcccttcgc 
aattgcgctg 
ctggcaagat 
ccgaggagga 
cctactcctg 
gcaaccgcat 
atgccgccaa 
tcatcggccg 



gtgtttcgcg 
ctggttcgtg 
tgctcctgtg 
gaagctctcc 
ngacaagaag 
cgtcggcgtg 
cacgccgtcc 
gaaccagctc 
cacgtggaat 



agtgtgagag 
gcgccttgtg 
ctacggcctg 
ctggtggccg 
gangacgtgg 
ttcaagaacg 
tatgtcgcct 
acctccaacc 
ga 



ggaagcgccg 60 
accccgggcc 12 0 
tggctggact 180 
cgatgctgct 240 
gcacggtggt 3 00 
gccgcgtgga 3 60 
tcactcctga 42 0 
ccgagaacac 480 
522 



<210> 288 
<211> 11928 



288 



PA-0035 US 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 241291.28 

<220> 

<221> unsure 

<222> 10422-10464 

<223> a, t, c, g, or other 



<400> 288 

ctttacctct tgctttgcag ccttctctcc tcacagcctt cctgtggctg tgtttttggc 60 
cctgatagcc ccatggcaca actgcacttt gcctcaccta ggcctgtggc ttcttgcctg 120 
gcaggtgcca cttctccact tttaagcagt gccaagagtg gctctcacgg ctaagccgag 180 
ccacagcaag acctgccaag cctgaagacc tctttgcctt tgcctaccat gcctggtgcc 240 
tggggctgac cgaggaggac cagcacactc acctatgtca gccaggtgag cacatacgtt 3 00 
gtcgacagga ggcggagctt gcaaggatgg gctttgacgt gcagaacgtc tggagagtct 3 60 
cacacatcaa cagcaactac aaattgtgcc ccagttaccc ccagaagctg ctggttcctg 420 
tgtggatcac tgacaaagag ctggagaacg tggcttcctt ccgctcctgg aagcggattc 480 
ccgtggttgt gtatagacac ttgcgcaatg gggctgccat cgcccgctgc agccagccag 5 40 
agatcagctg gtggggctgg cgcaatgctg atgatgagta cctggtcacg tccattgcta 600 
aagcctgtgc cctggacccg gggacaaggg ccactggggg ctccctcagc accgggaata 660 
atgataccag cgaggcgtgt gatgctgact ttgattcttc tctgactgcg tgctctggag 72 0 
tggagagcac agcagctcct caaaagctgc tgatcctgga tgcgcgatcc tacacggcag 780 
cagtggccaa ccgggccaag ggtggaggct gtgaatgtga agagtactat cccaactgtg 840 
aggtcgtgtt catgggaatg gccaacatcc atgccatccg gaacagcttt cagtacctcc 900 
gggctgtgtg tagccagatg ccggatccta gcaactggtt gtcggcactg gagagtacca 9 60 
aatggctgca gcacttgtcg gtgatgctaa aagcagctgt gctggtggct aatacagtag 1020 
accgggaagg ccggcctgtg ctggtacact gctcagatgg ctgggaccgc acaccgcaga 1080 
tcgtagccct ggccaaaata ttactggacc catattacag gacgttggag ggcttccaag 1140 
tgttagtgga gtctgactgg ctggattttg ggcacaagtt tggagatcgc tgtggccacc 1200 
aagagaatgt ggaggaccaa aacgaacaat gccctgtgtt cctccagtgg cttgattctg 12 60 
ttcatcagtt gcttaagcag ttcccctgcc tgtttgaatt taatgaagca ttcctggtaa 1320 
aactggtgca acacacatac tcctgcctct acggcacctt cctggccaac aacccctgtg 13 80 
agcgagagaa gcgcaacatc tacaagcgga cctgctctgt gtgggcgctc cttcgagctg 1440 
gcaataaaaa ctttcataac ttcctctaca cacccagctc agacatggtc ctgcatcctg 1500 
tttgtcatgt ccgggccctg cacctctgga cagctgttta tctgccagca tcatctccat 1560 
gcacacttgg ggaagaaaac atggatcttt acctttcccc agtggcccag agccaggagt 1620 
tctctggccg ctctctggac agattaccta aaaccagatc catggatgat cttctttctg 1680 
cctgtgacac aagcagcccc ctgactcgta catccagtga ccctaacctg aataaccact 1740 
gtcaggaggt cagggtaggc ctggagccct ggcacagcaa tcctgaggga tcagagacaa 1800 
gctttgtgga ctctggggta ggagggcctc agcaaactgt aggagaagtg ggtcttcctc 1860 
ctcctctgcc cagcagccag aaagactact tgagcaataa acctttcaag agtcacaaaa 1920 
gctgttctcc aagttacaaa ctgcttaata ccgcagtgcc tcgggaaatg aagagcaaca 1980 
cctctgatcc tgagatcaaa gtcctagaag agactaaggg accagctcca gacccttctg 2040 
cccaggatga gctgggtagg actttagatg gcatagggga gccacctgaa cattgtcctg 2100 
aaacagaagc tgtcagtgca ctctccaagg tcatttctaa caagtgtgat ggagtttgta 2160 
attttcctga gtcttcccag aactctccta caggtacgcc ccaacaggcc cagccagact 2220 
ccatgctagg tgtgccctcc aagtgtgttc ttgatcacag cctcagcacc gtttgcaacc 2280 
caccgagtgc tgcctgccaa actcctctag acccaagcac tgacttcctc aaccaagatc 2340 
cctcagggtc tgtggcaagt atctcccacc aggaacaact gagttctgtg ccggatctga 2400 
cccatgggga ggaagacatt ggtaaaagag gaaataatag gaatgggcag ttattggaaa 2 460 
atcctcgctt tgggaaaatg ccattggaat tggtccggaa gccaatttct cagagccaga 2 52 0 
tcagtgagtt ctcttttcta gggtccaact gggacagctt ccaagggatg gtgacttcat 2580 
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tcccaagtgg 
caaacagtaa 
aaggtgtgaa 
gaaagaacca 
cactgaactg 
ccacggatgt 
agcagctacg 
cccctccagc 
gatggcagtg 
agctgggaac 
gcatcacact 
agaaattgtg 
cagcaactct 
cgtgccaggg 
atgccgggga 
agtttggaag 
gaaatcctcc 
ctactggtga 
ttaatgttga 
tagatgttgc 
ctccaagtga 
aaggtaggaa 
ctgcatgaag 
tggagtttgg 
tcatcagcca 
tttgggagca 
gctgtgaagg 
atgagaaggg 
tgcacctgac 
ctggcatgaa 
gttgtctttc 
gacaccttga 
tgtgagggtt 
acagaagaga 
aacgttgttg 
catcttaata 
gggtgggaca 
tccttaattt 
atggtagtca 
ccaaaataac 
cctacagaga 
ggcatattta 
agattttgtg 
ctgatacata 
gtggcttttt 
aagattggta 
tgtcccatca 
tgtgttcatc 
aaatccaaac 
agtttaaata 
ttgtgctaaa 
caggtctagt 
acaccggtag 
gatttcataa 
acggggagaa 
gtatgcagct 



ggaggccacc 
gcagatgcgg 
gtcacctgtc 
gatgtggttg 
cccttctcca 
gatccagcat 
tcgacaggtg 
agagcccccc 
atactgagga 
ctgttgataa 
gctataactg 
ggaatgtatt 
atgacccagt 
aactcatgag 
gaaacctgtc 
gttccttggt 
ttggtatcat 
taccctcacc 
gttggtgact 
ctggtgcaaa 
taaccagacc 
ttcctgtcct 
gctcagcctt 
tttgaagact 
gcattggtga 
gaggaaaact 
cagtcgtctc 
aaaagcaaaa 
ttttcctagt 
aataaaacaa 
ccttggctga 
gggtagaatt 
tcagtacaaa 
ataaagcctt 
gtttttaaaa 
tgtaccagtg 
gatacagtct 
gttgacatat 
tctttcttac 
taggatctgc 
cgcatctgtg 
ggtcagccta 
tctgcaaaat 
aaattatttt 
aattaacttg 
acatttgggg 
gtgaacaaac 
aaatactcct 
tgtgcagttg 
aaatctctat 
cgctgggagg 
ttgggcattg 
tgctcttttg 
tactttcttg 
ggggacagct 
tggcactggt 



cctcggcggc 
gccacagggc 
tgttctagtc 
tccagtcatc 
gtgcctcctc 
aggttacggc 
cgtgagcttc 
atggactatg 
ttttggctct 
gaaagagact 
tgactgtgaa 
ttgtgctgga 
tctcgtctgt 
ccaacagctg 
caattttagc 
gtggctcatg 
gaaactggag 
ttggggtaat 
ccagcctctt 
gtgccccaaa 
catctctcct 
atttgagatg 
tagaggcact 
ggctcagcaa 
atattcagtt 
ctgctgatgt 
tgttacacag 
attatccttg 
tgtcctggtg 
aggttttcgt 
tgcctcctct 
tagcgtttgg 
tgctgctgtc 
gataccaaaa 
aattttattt 
gcacttaacc 
ccttggccta 
aaatggtaaa 
tgctactttc 
atttagaaca 
gttcttttgt 
gcggaacttt 
tcctgagatc 
aagcatttta 
tctttcattg 
agactgtatc 
tgcatggcct 
ttcagagctg 
cgttgtgaca 
attagaggaa 
gtacaagttg 
tgattgcatt 
ttcttgcttc 
gcattctagt 
tggcaccggt 
actgggaggg 



tgctttccta 
cctgctttgg 
attccaatgg 
caaagcaagt 
tgtatttgga 
aaatcgaagc 
agatgaggct 
agcgatgatt 
gatcacagtg 
gaggtgactc 
ttctggttgg 
tgctgccacc 
aactcatgtt 
aagaaaccca 
aggtttgaag 
aaatcacaga 
cagaggaatt 
ggtcctaacc 
tctcctggag 
cagcaataga 
ccaccttgac 
aactatatcc 
ccttctagtt 
gtggaggttt 
taggggaaca 
tcggtcctgg 
tggcagctct 
tgaaatatct 
ctaacacagg 
tgttgttgtt 
gggtcacatt 
tttttacctc 
tatttctgtg 
ttgggaaaga 
tgtttttttg 
aaaagataca 
taatgaaacc 
ttatatttag 
atgttgcttt 
agaatcatta 
acttgccata 
ttttttcatt 
attgaaaaag 
tcaatcatta 
cacttcactc 
tgtctactta 
tggagagaga 
ttgtgggtgt 
aacatgcaat 
gcagattgtc 
gtcattccta 
gcagattact 
gtttttttaa 
aagaggaccc 
cccgtgggcg 
atgagggtga 



tggctgttgt 
gggccagtgg 
acattgtact 
ctctagcaca 
tgatgatgga 
agggtacaaa 
ggacatccgt 
ttacatgttt 
aagactgcct 
gctgggttcc 
ccaaacgaag 
tgaagctgcc 
acgaacacat 
ttgctacagc 
ggaggatctt 
gctcagagat 
gcaatttagc 
cagacccagg 
gtcacaagat 
aaggcatatg 
aaaagcagat 
tgtacctctg 
gcattagtac 
caatgtattt 
gttctaggga 
caaacattga 
tgagttatgc 
gctgattgtg 
agctacacct 
ccattgccca 
gcttcttatc 
ctagcatatg 
cacttaacaa 
acatgtgtcc 
tttttgtttt 
gtgatatagc 
actaggactt 
gcttatcctg 
ctagaaaaca 
tttgtcctga 
gatgtaacct 
taaatggagc 
taacaagctg 
aaatttactg 
tgcctgtttt 
gcgtggctgt 
ctctgggctc 
aagtgacatg 
gtgctgtaaa 
aaattaaggg 
aatctgtgtg 
aggagaaggg 
acttgaactt 
tgaggtggga 
ttgcagtgtg 
agaaggggag 



agcaagaggc 
gctcagagag 
ggcccaggag 
aagcccgttc 
ctcccctttc 
caagaggtgg 
cactgctgtg 
gaaggagtca 
ttcagaagca 
agaccatatg 
acaccattgc 
cattcctgat 
tcaagtctct 
ttccagttga 
cttcagttgt 
accatcttga 
aggaggtcct 
gtctggaagc 
gatgattgcg 
tataaccaaa 
tatagtatac 
tgctctgtgt 
tgtctttctg 
ttcagttggc 
gtgagacatt 
gttattttga 
actgtgaaga 
ccctactctt 
tgatcctctc 
tttcccccat 
ctgaacactt 
ctgtttggta 
tggaacccaa 
atttggacca 
tgtttttttt 
catgtactgt 
tatacagttt 
ttttgaaatg 
gcatttcatt 
ccttttcagt 
aaaaagtttt 
tgaataatgg 
ttccttgttt 
ccagttgtga 
caaggggagt 
tttgagggac 
ttggctcaga 
atgtggccaa 
aattcaatac 
tgtcattgtg 
tgagaaatgg 
aatggtgggt 
tacttcgtta 
gttgtggggg 
ggggatgggg 
agggttggtt 



2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
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V~2 



agagatacag tgtgggtggt gggggtggta ggaaatgcag gttgaaggga attctctggg 6000 
gctttgggga atttagtgcg tgggtgagcc aagaaaatac taattaataa tagtaagttg 60 6 0 
ttagtgttgg ttaagttgtt gcttggaagt gagaagttgc ttagaaactt tccaaagtgc 612 0 
ttagaacttt aagtgcaaac agacaaacta acaaacaaaa attgttttgc tttgctacaa 6180 
ggtggggaag actgaagaag tgttaactga aaacaggtga cacagagtca ccagttttcc 6240 
gagaaccaaa gggaggggtg tgtgatgcca tctcacaggc aggggaaatg tctttaccag 6300 
cttcctcctg gtggccaaga cagcctgttt cagagggttg ttttgtttgg ggtgtgggtg 6360 
ttatcaagtg aattagtcac ttgaaagatg ggcgtcagac ttgcatacgc agcagatcag 642 0 
catccttcgc tgccccttag caacttaggt ggttgatttg aaactgtgaa ggtgtgattt 6480 
tttcaggagc tggaagtctt agaaaagcct tgtaaatgcc tatattgtgg gcttttaacg 6540 
tatttaaggg accacttaag acgagattag atgggctctt ctggatttgt tcctcatttg 6600 
tcacaggtgt cttgtgattg aaaatcatga gcgaagtgaa attgcattga atttcaaggg 6660 
aatttagtat gtaaatcgtg ccttagaaac acatctgttg tcttttctgt gtttggtcga 672 0 
tattaataat ggcaaaattt ttgcctatct agtatcttca aattgtagtc tttgtaacaa 67 80 
ccaaataacc ttttgtggtc actgtaaaat taatatttgg tagacagaat ccatgtacct 6840 
ttgctaaggt tagaatgaat aatttattgt atttttaatt tgaatgtttg tgctttttaa 6900 
atgagccaag actagagggg aaactatcac ctaaaatcag tttggaaaac aagacctaaa 6960 
aagggaaggg gatggggatt gtggggagag agtgggcgag gtgcctttac tacatgtgtg 7 02 0 
atctgaaaac cctgcttggt tctgagctgc gtctattgaa ttggtaaagt aataccaatg 7080 
gctttttatc atttccttct tccctttaag tttcacttga aattttaaaa atcatggtta 7140 
tttttatcgt tgggatcttt ctgtcttctg ggttccattt tttaaatgtt taaaaatatg 7200 
ttgacatggt agttcagttc ttaaccaatg acttggggat gatgcaaaca attactgtcg 7260 
ttgggattta gagtgtatta gtcacgcatg tatggggaag tagtctcggg tatgctgttg 7320 
tgaaattgaa actgtaaaag tagatggttg aaagtactgg tatgttgctc tgtatggtaa 7380 
gaactaattc tgttacgtca tgtacataat tactaatcac ttttcttccc ctttacagca 7440 
caaataaagt ttgagttcta aactcattag aattgttgta ttgctatgtt acatttctcg 7500 
acccctatca cattgccttc ataacgactt tggatgtatc ttcatattgt agatttaggt 7560 
ctagatttgc tagctccaag taattaaggc catgtaggag agcatggtaa ccacagatag 7 62 0 
aactggtatt atcccaagtg gtctgcagac tgctgagtgg ggatgggatc tgctctctgt 7 680 
tgagagttgg taatcattgg tttgaaatgt gatgaaacca ctcaagccaa tgaaggtggg 7740 
tgtgtaggtg gggagtactt tgccataata ttttaaaaca ttacctggtt agagttctaa 7800 
gtggtactta tttttgtttg gttaggggaa agcctgaata aaaacagaaa tggacacata 7860 
atatgcatat tccatagtct ttgggaggct ggaatgtgcc tgggatttgg gtctaagtgt 7920 
atgcgtaatt cttacctcac taaagaattt gccttgtttt tttccttttg gtgagtgact 7980 
aaaacgtctg ggcttccctg tgtgcgtgct acagtaagca agcagaggct gtgcaaaggt 8040 
gtgagcagga tcacgtggaa tctggaggat acatcttggc ttgcaaactg cctctgtctc 8100 
ctgggtggga ctgttctgtc cttgcactgc tgttctgtgt tacctcttgg ggtgtaaggt 8160 
tttgcttaca ggagacaaac tttgggcgta gaatggaagc cactgccagc ctctgtgctg 8220 
agaaggaagg tgcttgtttc aaagggagca gcaagggagg cttgttctac tcacctgggc 82 80 
ctgtttgcct gagaagggga gataagggct gaactgggac tagccagggg gaccaacaca 8340 
aatggtgggg gatcatgacc tgaaggattc tttccttccc atgagctgca gggctggttg 8400 
ccgtccttgc aactgtgtct tatttgcctg tgccgttata tcttggtgac ccctccacgt 8460 
gtacactact gacaaacggg tggagtgctg gggagaagtc actgtgccgc ccacctagta 852 0 
aaccttctgt ctgtgctcat ggcatctcca agatggggca ctgctgtgtg cagaatccag 8580 
ggtcctcttt ctgcttgcaa ctcctttccc tggatgcccc agaaacaatc caggcctcct 8640 
ttcctatctt acccctttgc tttgcttttt accccagcac ctctataacc gccttctctt 8700 
cttttcagaa ctccttgttt ctcatcctgt tttttatgat tacaaaactc ttgcttccac 8760 
cctggaagat aactgctata gatgcctgta tgtaaatggt gctgtctcca gcaactggca 8820 
tgctgaagaa gaattgattc acggggtata aatgttgggg attggaagtg gggatgaaat 8880 
ggcacttgtt gatacaggag cagagaggtg aggccgactg ctgaagacag ctcgccaccc 8940 
tccttgcctc cactccaatc caggggctgg ggccacattc tttgccttca tttatcctca 9000 
gatcaggtga gatcgacagg aggtgttgat ggcagtgcca gcaattattg ctaatccgtt 9060 
tgcatcctta tgcatagatc tgaattcaga ctttgtgaat ttccagaggt gtgggtaata 912 0 
taatagaatt cagtgagtgg gcatggctga tcttgtgcaa attaaaagtt atggggcata 9180 
agaatagcaa aagttgaact tcttttaaaa aggaaagtac cctgagagcc agtattggtt 9240 
gaggctcttc agtatgccca ggttggcagc actgagaacc gcaggaacgg cctgttgtta 9300 
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caaaaaggag 
ttccaaggac 
gtgtcatcct 
cacccaaata 
tgacactgtt 
atgaacaggt 
ctccagcacc 
ccctgcactg 
aaaaagttta 
taccagtaac 
ataagtacat 
atatagtgaa 
aaacaatctt 
ataatacttg 
tgggaatgct 
ggttcatatt 
gaggcaaacc 
tgctcctccg 
gtgactgaac 
nnnnnnnnnn 
ttgcaaaagc 
atttttttcc 
aaacgatttt 
ttccacccca 
gttttttaca 
ggaggggcat 
gtggttatca 
gaatgggccc 
gacctaatag 
ctgggagcaa 
tagatgtttg 
cctccttccc 
tctccctttt 
atcagcatgt 
tccctgtacc 
cttcccaaag 
tttttctgtg 
aatgattgca 
agctgttaaa 
gtgtacacat 
actctcttca 
atccatttcc 
ctttaagaaa 
aagtatacat 



attgactcag 
ccttaatgcc 
ctggctttgt 
ggcttacaga 
tggaaatggc 
acatgttcca 
tttcagcctg 
cctttcctct 
ctgtaaagtt 
aattgttatg 
ttttaaacaa 
cacctttttt 
gtttcaatgg 
cgatgacttt 
gaatacatac 
gctaaactgc 
tgatgccttc 
acggatcgag 
atctctacca 
nnnnnnnnnn 
catttacafcc 
cccgtataaa 
cttaggttag 
agagtacata 
tttaaacctt 
ggtgctctca 
cagtggcagg 
ctggttgttg 
ggcactggag 
gttacttaag 
gcagcagcta 
cgcctcccct 
ctgtggctgg 
atattctggt 
ggcagagttc 
gaagtcccat 
gaaagcataa 
tgattttatg 
ctgttttgac 
gtatcccctg 
cagactcaaa 
ctacatagcc 
tttttgtggt 
tcagtagtgt 



ctgcccttgg 
agggctaacc 
gtggtactca 
tacgatatgt 
aacaggaaga 
aggcaggtgg 
ctagttagga 
cttttaaata 
tgcaaataag 
ggcacatttg 
aaatgggatt 
aatgatgaca 
gcatacaggg 
ccttgtagct 
atttcgagaa 
ccagcaggga 
ccctcttcct 
tctgctttcc 
tgtgtcaatt 
nnnnattttc 
ttaaggatat 
gggtcgcctt 
tttatcactg 
aatattaatc 
cttccccgtg 
gaacccacct 
gttcaattca 
cttgtccctg 
ctggttcgaa 
ctccccaagg 
ctccttgttg 
ggtgcctagc 
ctgcctgccc 
ctggtctgtt 
acaaacacat 
ggatgggttt 
ctttcatctg 
ccattgtgct 
tactttaaat 
gagtggcatt 
tgactccaga 
actaacatca 
gaaatacata 
taagtatgtc 



tgcatctgac 
tctccatgtg 
ttatggtgca 
tttaaatgtt 
tagcaaaatg 
ctgtgaactt 
cgacccgccg 
attcttcatt 
gaaatttttt 
cttttggaag 
atgccataaa 
ggatgttccc 
tattttctag 
cagacttttt 
ggaaatgact 
gggatttttt 
cagaaccggc 
ctgtggatgt 
ggccatttgt 
taattcctag 
tgataatcct 
ttaattttgt 
tggtttctga 
catactttct 
gtgtgtgttg 
cctgtggcca 
gaagaccttg 
actctccatt 
tcctgactgg 
ctgtgtctgt 
agctctcaca 
gtcaggtcta 
gcctggcgct 
tctacactta 
ttgaagaggc 
ctagaagtct 
cttgttcgtg 
tatactaaag 
cgtgcagctg 
gcctcggcag 
aagctacact 
ggtttttaca 
taatagaagt 
gccattgttg 



tgactatgac 
cagtgagacc 
gtgcgggcat 
cgtatttaac 
aatactaaca 
cctctgagtg 
ccaccctcca 
gagttctaat 
ttaaaagtcc 
atttcttttg 
ttctattttg 
ttgcatggct 
tttttttttc 
cacgtctgtt 
gttaaactct 
caattagtgt 
tttatcacat 
gagcattgct 
gnnnnnnxmn 
tcatttttct 
ctttggtgta 
gtttcaggta 
acttgttatg 
tatggaactt 
tggaatctgt 
gagagccctg 
agggcaggct 
tccccatctg 
actacttggc 
gaaatgcggg 
gtgaactctc 
gccacttcct 
ggacctttca 
attttgtttc 
tttttctcag 
ataaatgctc 
ctcaaaaaag 
gatatgtagc 
tgagcatctc 
tgagcactta 
tcctgttgtg 
attttattta 
tgactatctg 
tacaacca 



tgctgagaga 
tctggaggaa 
gaaatgaaga 
aaaaacatac 
ttacgaaaag 
aaggcatccc 
ggacctccag 
atgtaaaaaa 
tcagtaatct 
tatgcatggg 
tgactttaat 
gtatcaattt 
ctcttagaaa 
gttatctctt 
taagacttca 
tctcactggt 
tgaaaacctt 
ttgtctgctg 
nnnnnnnnnn 
attgattgtt 
tttttgcgct 
gataaaagtt 
tgtagatctt 
gtatggtttc 
gtttgtgtga 
tcctgtgagg 
gatgtttcct 
agtggatttg 
aactttatgt 
taaatgaatg 
ctgcctctgc 
cctgggcccc 
tgtaacggga 
cagtagtatt 
gattcttaac 
tgaaattgta 
atcatgaatg 
ccatctcttg 
tgtaaattta 
tggttttata 
agtatatgat 
tttcttgcta 
aatcattttt 



9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10740 

10800 

10860 

10920 

10980 

11040 

11100 

11160 

11220 

11280 

11340 

11400 

11460 

11520 

11580 

11640 

11700 

11760 

11820 

11880 

11928 



<210> 289 

<211> 64 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 230611.1 



<400> 289 

aatttgattg cattgatcgt ctgacatgat aatgtatttt tgtcctctaa gaagttctga 60 
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gctt 



64 



<210> 290 
<211> 571 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



3993708CB1 



<400> 290 

gcgggtgagg 

tgtttcttgc 

cacggattgt 

taaggccaag 

cattgagcag 

cctcttcgag 

ggaggaagag 

tccgcgccga 

aaattctccg 

aacacacctc 



ggcggggcgg 
tgcagcaacg 
tttaagaaaa 
ctgaagaaaa 
gagaagcgga 
accccagtcg 
ccacctgcaa 
tgccaccggc 
gtttgccccg 
gtggcatggc 



ggcgcggcgt 
cgagtgggag 
tggcagacaa 
cggagacgca 
gtgaaatttc 
tttcctaccc 
gatggacacg 
ctgtgggtct 
ggatattata 
aaaaaaaaaa 



atataaggct 
caccaggatc 
accagacatg 
ggagaagaac 
ctaagatcct 
ccgtcctctt 
agccacaagc 
ctgaagggac 
gaaaattatt 



aggggcgggc 
tcgggctcgg 
ggggaaatcg 
accctgccga 
ggaggatttc 
cgagacccca 
tgcactgtga 
ccccccccaa 
tgtatgaata 



gccgctcttt 60 
aacgagactg 120 
ccagcttcga 180 
ccaaagagac 240 
ctacccccgt 300 
gtcgtgatgt 360 
acctgggcac 420 
tcggactgcc 480 
atgaaaataa 540 
571 



<210> 291 

<211> 44 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 3993708CD1 

<400> 291 

Met Ala Asp Lys Pro Asp Met Gly Glu lie Ala Ser Phe Asp Lys 
15 10 15 

Ala Lys Leu Lys Lys Thr Glu Thr Gin Glu Lys Asn Thr Leu Pro 

20 25 30 

Thr Lys Glu Thr lie Glu Gin Glu Lys Arg Ser Glu lie Ser 

35 40 

<210> 292 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1000133.12 



<400> 292 

gctgcagcaa 

tgttttaaga 

aagctgaaga 

caggagaagc 

gagaccccag 

gcactgtgaa 

cccccccaat 



cgcgagtggg 
aaatggcaga 
aaacggagac 
ggagtgaaat 
tcgtgatgtg 
cctgggcact 
cggactgcca 



agcaccagga 
caaaccagac 
gcaggagaag 
ttcctaagat 
gaggaagagc 
ccgcgccgat 
aattctccgg 



tctcggggct 
atgggggaaa 
aacaccctgc 
cctggaggat 
cacctgcaag 
gccaccggcc 
tttgccccgg 



cggaacgaga 
tcgccagctt 
cgaccaaaga 
ttcctacccc 
atggacacga 
tgtgggtctc 
gatattatag 



ctgcacggat 60 
cgataaggcc 120 
gaccattgag 180 
cgtcctcttc 240 
gccacaagct 300 
tgaagggacc 3 60 
aaaattattt 420 



293 



PA-0035 US 



gtatgaataa tgaaaacaga acaaaaccaa aaaatgtcc 



459 



<210> 293 

<211> 5105 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



400253,17c 



<220> 

<221> unsure 

<222> 31, 1622, 1987-2279 
<223> a, t, c, g, or other 



% 3 



<400> 293 

taggcaacaa 

taaagtatac 

gtgaataagc 

tgctgtctct 

acgaaaggat 

ttgtggttta 

ttcaaaacca 

agatgggtcc 

cttctttcca 

cccagtgaga 

agaagccaga 

gacgattaca 

ttctgtgcag 

tgccacgatg 

tcctatccca 

tacaaacagc 

taatgtagca 

tagaaatcaa 

catcttcagc 

ttagctaata 

ctcaatagca 

taacaaaagt 

atgtgtaacc 

catatcttga 

tctacttttg 

actatttaac 

taaccttttt 

cngtggctca 

gaccaggcta 

agtgtgatgg 

tgagccctgg 

tgagagcaga 

aaaagatgca 

tttaaannnn 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

aaaagcatct 



acgagctctg 
caagtcttag 
tttgtttttt 
gctggtggcc 
caagaagact 
cccatctgaa 
ttgcagaagt 
agtgcagtgg 
atgacgtcaa 
actctcaaga 
ttcatctgca 
atgctctcag 
aacttctcca 
gctgctgctc 
ccaattacag 
cttagtaatt 
ttaactaacg 
ttacagcttt 
caaacatcta 
ttctatgttt 
tcttaagtga 
agggaataaa 
acttgtatga 
ttcttgtaca 
cctaaagtta 
ttttcatgtt 
ataaatgagt 
tgcctccaat 
cgtcacaaag 
tgtaagcctg 
aggtcaaggg 
ccctgtctaa 
cattttgtct 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ttttctttaa 



tctcaaaact 
tttttaaatt 
ccagacaaaa 
acatgggtgc 
tccttttcta 
atatgtttcc 
gaggtcatcc 
cttgcccact 
cagtgtgtgc 
cctcttcccc 
caaatacgtg 
tgtctgcccc 
tgtcaagcag 
cttgtagccc 
ggaaaaaacg 
aaaacatttt 
attggaaact 
aattgaaaac 
gtcttccata 
aattaatgaa 
aaaaccttct 
caagctgaac 
tttggtattt 
ggtgcctttt 
cctattagag 
caaaatgaaa 
tattataatg 
cccagcactt 
cgagacctcc 
tggtcccagc 
tgcagtaaac 
aacaaacaaa 
tccaactttt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tgcagaggtt 



naaaaataat 
aagagataag 
gcaagccggg 
tggtggcagg 
ccaccacact 
atcacacaat 
ttgaaaagtg 
caaaagaagg 
gatggtacct 
cttgccttta 
gtggtctact 
aagtaccacc 
caggtgtcag 
acccatgaga 
tgtgatgatc 
ataccaataa 
acatttacaa 
tgtaaccatt 
gaccatgcat 
tactaactct 
attacatgca 
ccacttttac 
gcataagacc 
aacatgaaca 
gtcactgtca 
ataatfcctta 
gtttacttaa 
tggcaaggcc 
atctctacaa 
tactagggag 
ggtgattgtg 
cgaaaaaacc 
tactcttcta 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
atgttgtatt 



aaaaaataaa 
tgtggatttg 
aggctggctg 
gatctatcta 
actgcccccc 
ttgttacttc 
gcagaaaaag 
cagcagacaa 
gtggcaagag 
accttttctg 
ttagagagat 
tcatgaagga 
caggaaaaag 
agcaagagac 
ctgaagctta 
aattttcaaa 
cttcaaagct 
ttgataatgc 
tgcagtgtac 
aagaacccct 
aaaaatcatt 
tggaccaaat 
ttccctctac 
acaaaatacc 
gagttctcag 
agttgaaagc 
ataaaaaaca 
aaggcaaaag 
aagatttaaa 
gctgagatgg 
ccactgcact 
cccacagaat 
aaagcatctt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
attagcataa 



taaacctcta 
ttttccaaag 
cctctcctcc 
atgtggaggc 
attaaggttc 
actgaatttc 
aaaatagcag 
agtcgtcttc 
cgagggcagt 
cagtgatcta 
tgatacaaaa 
tgccactgct 
atcacaagcc 
cttaaaggct 
ctatgcagcc 
tattgctaac 
gttttataca 
aacaataaag 
ccagaactgt 
cactgattca 
gtttttaaga 
gatctattat 
aaactagatt 
cacaaacttg 
tttcttagtt 
cctcttgaag 
ggggtgggtg 
gatcgctcaa 
aaattagctg 
gaggatcact 
ccatcctggg 
gacagaacat 
ttttaaattt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnt 
atgttttttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 



294 



PA- 003 5 US 



tctgggaatg cttatttcac acagcacaat 
tcagatggat gactattaaa atgtgtatat 
gccttctaat ttatgtctta cggataaaaa 
tccagcttta caagtggacg cttagtaatg 
ttacttattt gtcatgatca gttttcacag 
catggtttag gtcaaaactt ggaccagaaa 
ataagagcaa tatgctgtta ggtgaagaac 
aacaggcagc tgatccaaaa ttgtgttgaa 
tctataaatt aatgctgtta acaaatttaa 
gcacacatcc cagttggtac tggcaagttt 
tttgtaacct actgagcagt tacagagggt 
ggcatttctc cacatccaga gttctttcta 
ttccctgctt ttgtccttcc ccagtctcac 
cggaagcagg tgcctagaag caagcagcag 
tctgggctcc cagactgtgt tcctacctct 
gagggcttca ccagagcctg gaccaccagt 
caggatgctc agaggttaag gttaactgat 
tcacttaatc cttcaggtaa aggaaaattg 
aactacatca gtcaccatat ctgtacaaca 
tctatttggc tttaggaaaa aaacaagatt 
aataaaaatt gttttctttc ttcctctaag 
ccagtctgcc cagccttcca tctttacctt 
tttttctgta atccaacaga aaatgaaaaa 
tatttgggat tctaagagga cacatgagtc 
gatcctaatg aaatactaga caagagagaa 
acatactatc cctcatggtt gcatgaggct 
tgaagggctt caccacatga gaaccttcaa 
gagaccctga gagagggcaa gagagtttac 
aatgccctga ctaaactgct caaaagcagt 
acataaagtt caaattcatt tactgtccat 
aatacacata ttctgtaaga gtcttttata 
gacatttcct ccccattcac cacacaaacg 
agcgctgcca ctctcgctga taaatccaca 
ctgcccctcc tttccatgca atcagccggg 
ccacattttc aataattcgc ctgaaggatg 
gaaattcttg agctttatga aacatcaaac 
tcttcttttt ggtgtcgtca gatgaacagc 
ggcccagggc tttcccttca aacagcgaga 
gggcctcctc ggaatcgttg ccggccatca 
cctcctggga atggagtctt tctggaagat 
atccaatagg tttggatgca gactttcggt 
tgctctgtgt ggccagcagg taatgttcat 
tgtgctgcaa agtcgtcatt ttctgtccaa 
ccattggagc ctgcagtttt tcatctccta 
caggatgtcg aatctgaaac tcatggtcct 
agatgctgat ctaaatgaca aaaagtttct 
ttatt 

<210> 294 

<211> 2337 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 400253.5 



actgaatctt ctctggaatg tggatcgatt 2400 
ttgcagatta tccttaaagg gccacctcat 2460 
atcaaaatga agcataaagt aaaaactgtg 2520 
gctgaggcaa tatgtttaat gtagcaaatt 2580 
tgcttgtaag tgctggtaat agaagatgga 2 640 
ccaacttcct ttgaaacagc tctaccagtt 2700 
tgtttaacag aaatatatta tgtttttgca 2760 
acacctcaga aacataaatg acatcaatac 2 820 
aaaataaaac atacaatttt caaattgaag 2880 
aaattgtttc taatactggt ggactcttca 2940 
actcccattg atacaaaatg ctcaggtacc 3 000 
tattcccttc tgatttccat cccttatctg 3060 
ccccatctct agccatggta agtgagatgg 3120 
taagcagcat tttcccactc ctcccagagc 3180 
ggacaatgct ttctcttcct cctgggctca 3240 
ggtaatagct gcattattta gattttgctt 3300 
catactgaac atcatgaact ccaaaagctt 3360 
aggcttgatg actaagttgg tagtattaat 3420 
caaggactct taaattatac ccaaatcatt 3480 
tccttttcag catttgttct gttttggcca 3540 
ctcaccctac ggcatgtcag gtaacaaaag 3600 
tggaaatcga gacctgaatg ggtcccattc 3 660 
aaaacaaaaa ccaccaaaac tttttccccc 3 720 
acataagtgc atttaactca gacaacttta 3 780 
aatggcatga gtggacagtt ctccctcgtc 3 840 
gcctgctgat gagattcaag ccaacttaaa 3900 
tagcaacgtt tacatcactg gggagtttat 39 60 
aactgaagag aaagttccta tttattctca 402 0 
ttatattttc aaaccaatgt catgtcctca 4080 
gacacttaag catccagatc aataaattac 4140 
ccaagaagct tgtttttggt cttcggcagt 4200 
cagcccgctc tcgtaacatg cggacaccaa 42 6 0 
gttcctgtgt tgtatccaaa caagccaaca 4320 
ggtccatgtc cttaggcctt gtgatcacat 4380 
gtggcatttt gttgagaatt ctgtgctgca 4440 
cacctcccac cactaggatg gagctgtaca 4500 
agtctatgct atggaggatg gctttatcca 45 60 
tggcagtctt cctggacatc agtgcagtga 4620 
ggccatctcc ctgtgcagac cccaaatcta 4680 
cagaggactg gccacgaaga tccccttcaa 47 40 
cagcagtagc ttttgcagac tgttcttgtt 4800 
cgtgaggatc ctcaggatcg ccctgagatc 48 6 0 
caattccaaa agttgcgggg taaaacaaag 492 0 
atcgaaactg gtaaagcagg gcaggagaat 49 80 
gaagcccaga gatgtcctga ttccaggaaa 5040 
ttaaggtgtt gcagaagaag acaatccatt 510 0 

5105 



295 



PA-0035 US 



<220> 

<221> unsure 

<222> 1924, 2298, 2310 

<223> a, t, c, g, or other 

<400> 294 

ctccgggtgg gcgtcggggc cgctagctgc ggggaagggc cgcggcggcg gcgactgaca 60 
gctgggcccc ggcccctgcc tcacaattga aaaaattaaa gctaacatgc ttcattaatt 120 
ctggaaatat ttactgaaac tctgttaaat tcaaaattgt atgtttctgt aggctaccat 180 
tttaaagttc tgatgaccaa ctgtttatta gaatactaaa aatgtggcca agcggcccgg 240 
cgatgtcgct cgtgctgcta agcctggccg cgctgtgcag gagcgccgta ccccgagagc 300 
cgaccgttca atgtggctct gaaactgggc catctccaga gtggatgcta caacatgatc 3 60 
taatcccggg agacttgagg gacctccgag tagaacctgt tacaactagt gttgcaacag 420 
gggactattc aattttgatg aatgtaagct gggtactccg ggcagatgcc agcatccgct 480 
tgttgaaggc caccaagatt tgtgtgacgg gcaaaagcaa cttccagtcc tacagctgtg 540 
tgaggtgcaa ttacacagag gccttccaga ctcagaccag accctctggt ggtaaatgga 600 
cattttccta tatcggcttc cctgtagagc tgaacacagt ctatttcatt ggggcccata 660 
atattcctaa tgcaaatatg aatgaagatg gcccttccat gtctgtgaat ttcacctcac 720 
caggctgcct agaccacata atgaaatata aaaaaaagtg tgtcaaggcc ggaagcctgt 780 
gggatccgaa catcactgct tgtaagaaga atgaggagac agtagaagtg aacttcacaa 840 
ccactcccct gggaaacaga tacatggctc ttatccaaca cagcactatc atcgggtttt 900 
ctcaggtgtt tgagccacac cagaagaaac aaacgcgagc ttcagtggtg attccagtga 960 
ctggggatag tgaaggtgct acggtgcagg taaagttcag tgagctgctc tggggaggga 1020 
agggacatag aagactgttc catcattcat tgcttttaag gatgagttct ctcttgtcaa 1080 
atgcacttct gccagcagac accagttaag tggcgttcat gggggctctt tcgctgcagc 1140 
ctccaccgtg ctgaggtcag gaggccgacg tggcagttgt ggtccctttt gcttgtatta 1200 
atggctgctg accttccaaa gcacttttta ttttcatttt ctgtcacaga cactcaggga 12 60 
tagcagtacc attttacttc cgcaagcctt taactgcaag atgaagctgc aaagggtttg 1320 
aaatgggaag gtttgagttc caggcagcgt atgaactctg gagaggggct gccagtcctc 1380 
tctgggccgc agcggaccca gctggaacac aggaagttgg agcagtaggt gctccttcac 1440 
ctctcagtat gtctctttca actctagttt ttgaggtggg gacacaggag gtccagtggg 1500 
acacagccac tccccaaaga gtaaggagct tccatgcttc attccctggc ataaaaagtg 1560 
ctcaaacaca ccagaggggg caggcaccag ccagggtatg atggctacta cccttttctg 1620 
ggagaaccat agacttccct tactacaggg acttgcatgt cctaaagcac tggctgaagg 1680 
aagccaagag gatcactgct gctccttttt tctagaggaa atgtttgtct acgtggtaag 1740 
atatgaccta gcccttttag gtaagcgaac tggtatgtta gtaacgtgta caaagtttag 1800 
gttcagaccc cgggagtctt gggcacgtgg gtctcgggtc actggttttg actttagggc 1860 
tttgttacag atgtgtgacc aaggggaaaa tgtgcatgac aacactagag gtatgggcga 1920 
cagnataaga agggaagttt tggctgaagt aggagtcttg gtgagatttt gctctgatgc 1980 
atggtgtgaa ctttctgagc ctcttgtttt tcctcagctg actccatatt ttcctacttg 2040 
tggcagcgac tgcatccgac ataaaggaac agttgtgctc tgcccacaaa caggcgtccc 2100 
tttccctctg gataacaaca aaagcaagcc gggaggtggc tgcctctcct cctgctgtct 216 0 
ctgctggtgg ccacatgggt gctggtggca gggatctatc taatgtggag gcacgaaagg 2220 
atcaagaaga cttccttttc taccaccaca ctactgcccc ccattaaggt tcttgtggtt 22 80 
tacccatctg aaatatgntt ccatcacacn atttgttact tccattgaat ttcttca 2337 

<210> 295 
<211> 377 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 030882CB1 

<400> 295 



296 



PA-0035 US 



tcagcctcca aaggagccag 
tcgccatgag aacttcctac 
cctcaggtgg taactttctc 
gcagtggagg gcaatgtctc 
gttacagagg gaaggccaag 
gaagtgaaat gaacttttta 
aaaagaaaaa aaaaagg 



cgtctcccca gttcctgaaa 
cttctgctgt ttactctctg 
acaggccttg gccacagatc 
tattctgcct gcccgatctt 
tgctgcaagt gagctgagag 
taagcattct tttaataaag 



tcctgggtgt tgcctgccag 60 
cttacttttg tctgagatgg 120 
tgatcattac aattgcgtca 180 
taccaaaatt caaggcacct 240 
tgaccagaag aaatgacgca 3 00 
gaaaattgct tttgaagtat 3 60 

377 



<210> 296 
<211> 68 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 030882CD1 



<400> 296 



Met 


Arg Thr 


Ser 


Tyr 


Leu 


Leu 


Leu 


1 






5 








Ser 


Glu Met 


Ala 


Ser 


Gly 


Gly Asn 








20 








Arg 


Ser Asp 


His 


Tyr 
35 


Asn 


Cys 


Val 


Tyr 


Ser Ala 


Cys 


Pro 
50 


lie 


Phe 


Thr 


Arg 


Gly Lys 


Ala 


Lys 
65 


Cys 


Cys 


Lys 



<210> 297 

<211> 1115 

<212> DNA 

<213> Homo sapiens 



Phe 


Thr 


Leu 


Cys Leu Leu Leu 




10 




15 


Phe 


Leu 


Thr 


Gly Leu Gly His 




25 




30 


Ser 


Ser 


Gly 


Gly Gin Cys Leu 




40 




45 


Lys 


He 


Gin 


Gly Thr Cys Tyr 




55 




60 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 898779CB1 



<400> 297 

ttagccaggt 

aatcgcttga 

gcctgggcga 

cagcagccgt 

tgcgttatct 

gcctgctggg 

acccccaggg 

ttatcccgga 

cccatcttct 

ccctgctggg 

catgctgata 

ccaaagaggg 

agtcattgtt 

tttcccattt 

caaggttgca 

tgaaatcagc 

gatataatct 

aggtttcatg 



gtgttggcac 
acccgggagg 
cagagcaaga 
ccggagccag 
gggtctggaa 
gcagggggct 
gcttatcctg 
gcacctgcac 
ggacagccaa 
ccactgattg 
acaattctgg 
aatgatgttg 
tgcaatacaa 
gaaagtggga 
gtgaatgatg 
aaactgggaa 
gaaaggggca 
ttcactgtga 



attcctgtaa 
tggaggttgc 
cttcatctca 
ccaacgagcg 
acccaaaccc 
acccaggggc 
gacaggcacc 
ctggagtcta 
gtgcccccgg 
tgccttataa 
gcacggtgaa 
ccttccactt 
agctggataa 
aaccattcaa 
ctcacttgtt 
tttctggtga 
gattaaaaaa 
gtgaaaattt 



tcccagctac 
agtgagccga 
aaaaaaaaaa 
gaaaatggca 
tcaaggatgg 
ttcctatcct 
tccaggcgcc 
cccagggcca 
agcctaccct 
cctgcctttg 
gcccaatgca 
taacccacgc 
taactgggga 
aatacaagta 
gcagtacaat 
catagacctc 
aaaaaaagaa 
ttacattcat 



tcaggaggct 
gatcacacca 
aaaagggcgg 
gacaattttt 
cctggcgcat 

ggggcctacc 

taccatggag 
cccagcggcc 
gccactggcc 
cctgggggag 
aacagaattg 
ttcaatgaga 
agggaagaaa 
ctggttgaac 
catcgggtta 
accagtgctt 
tctaaacctt 
caatatccct 



gaaacaggag 
ctgcactcca 
cgctcctcgc 
cgctccatga 
gggggaacca 
ccgggcaggc 
cacctggagc 
ctggggccta 
cctatggcgc 
tggtgcctcg 
ctttagattt 
acaacaggag 
gacagtcggt 
ctgaccactt 
aaaaactcaa 
catataccat 
acatgtgtaa 
cttgtaagtc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 



297 



PA-003 5 US 



atctacttaa taaatattac agtgaaaaaa aaaaa 1115 

<210> 298 
<211> 250 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 898779CD1 

<400> 298 

Met Ala Asp Asn Phe Ser Leu His Asp Ala Leu Ser Gly Ser Gly 
15 10 15 

Asn Pro Asn Pro Gin Gly Trp Pro Gly Ala Trp Gly Asn Gin Pro 
20 25 30 

Ala Gly Ala Gly Gly Tyr Pro Gly Ala Ser Tyr Pro Gly Ala Tyr 
35 40 45 

Pro Gly Gin Ala Pro Pro Gly Ala Tyr Pro Gly Gin Ala Pro Pro 
50 55 60 

Gly Ala Tyr His Gly Ala Pro Gly Ala Tyr Pro Gly Ala Pro Ala 
65 70 75 

Pro Gly Val Tyr Pro Gly Pro Pro Ser Gly Pro Gly Ala Tyr Pro 
80 85 90 

Ser Ser Gly Gin Pro Ser Ala Pro Gly Ala Tyr Pro Ala Thr Gly 
95 100 105 

Pro Tyr Gly Ala Pro Ala Gly Pro Leu lie Val Pro Tyr Asn Leu 
110 115 120 

Pro Leu Pro Gly Gly Val Val Pro Arg Met Leu lie Thr lie Leu 
125 130 135 

Gly Thr Val Lys Pro Asn Ala Asn Arg lie Ala Leu Asp Phe Gin 
140 145 150 

Arg Gly Asn Asp Val Ala Phe His Phe Asn Pro Arg Phe Asn Glu 
155 160 165 

Asn Asn Arg Arg Val lie Val Cys Asn Thr Lys Leu Asp Asn Asn 
170 175 180 

Trp Gly Arg Glu Glu Arg Gin Ser Val Phe Pro Phe Glu Ser Gly 
185 190 195 

Lys Pro Phe Lys lie Gin Val Leu Val Glu Pro Asp His Phe Lys 
200 205 210 

Val Ala Val Asn Asp Ala His Leu Leu Gin Tyr Asn His Arg Val 
215 220 225 

Lys Lys Leu Asn Glu lie Ser Lys Leu Gly lie Ser Gly Asp lie 
230 235 240 

Asp Leu Thr Ser Ala Ser Tyr Thr Met lie 
245 250 

<210> 299 
<211> 529 
<212> DKFA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3727408CB1 

<400> 299 



298 



PA-0035 US 



tgggaacaca aacttgctgg cgggaagagc ccggaaagaa acctgtggat ctcccttcga 60 
gatcatccaa agagaagaaa ggtgacctca cattcgtgcc ccttagcagc actctgcaga 120 
aatgcctcct cagctgcaaa acggcctgaa cctctcggcc aaagttgtcc agggaagcct 180 
ggacagccta ccccaggcag tgagggagtt tctcgagaat aacgctgagc tgtgtcagcc 240 
tgatcacatc cacatctgtg acggctctga ggaggagaat gggcggcttc tgggccagat 300 
ggaggaagag ggcatcctca ggcggctgaa gaagtatgac aactgctggt tggctctcac 3 60 
tgaccccagg gatgtggcca ggatcgaaag caagacggtt atcgtcaccc aagagcaaag 420 
agacacagtg gcccttcccc agaacaggcc ttagccagct tcgttcgttg gatttcaaag 480 
gaggattttt agaagcgtcc aatgccaggt tccaggatgc attaaagtc 529 



<210> 300 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc — feature 

<223> Incyte ID No: 3727408CD1 



<400> 300 



Met 


Pro 


Pro 


Gin 


Leu 


Gin 


Asn 


Gly Leu Asn 


Leu 


Ser 


Ala 


Lys 


Val 


1 








5 








10 










15 


Val 


Gin 


Gly 


Ser 


Leu 
20 


Asp 


Ser 


Leu 


Pro Gin 
25 


Ala 


Val 


Arg 


Glu 


Phe 
30 


Leu 


Glu 


Asn 


Asn 


Ala 
35 


Glu 


Leu 


Cys 


Gin Pro 
40 


Asp 


His 


He 


His 


He 
45 


Cys 


Asp 


Gly 


Ser 


Glu 
50 


Glu 


Glu 


Asn 


Gly Arg 
55 


Leu 


Leu 


Gly 


Gin 


Met 
60 


Glu 


Glu 


Glu 


Gly 


He 
65 


Leu 


Arg 


Arg 


Leu Lys 
70 


Lys 


Tyr 


Asp 


Asn 


Cys 
75 


Trp 


Leu 


Ala 


Leu 


Thr 
80 


Asp 


Pro 


Arg 


Asp Val 
85 


Ala 


Arg 


He 


Glu 


Ser 
90 


Lys 


Thr 


Val 


He 


Val 
95 


Thr 


Gin 


Glu 


Gin Arg 
100 


Asp 


Thr 


Val 


Ala 


Leu 
105 


Pro 


Gin 


Asn 


Arg 


Pro 
110 





















<210> 301 
<211> 903 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 984236.1c 



<400> 301 

cggatggtga 

atgaggcttg 

ttcggggaga 

ttggctctga 

aggtggccag 

cccagctctc 

gggtgctcta 

ttcaaccaca 

gtgagagcag 

gcaaatcatc 



ccacagttct 
gtgccaggct 
actcctagaa 
gcagaatcgc 
agacacagac 
ctcatactgc 
ccacaatttc 
gatgctggtg 
agaccttctg 
ctcagcccag 



ctgatccagg 
cgaggtctga 
ctcatgcaac 
agagaccttc 
gggactggaa 
tgctaccgaa 
accatatcca 
gaattggccc 
aaccagctaa 
gagttcagag 



tgtatgaagc 
attgggcagc 
gaattgaact 
agaaagcact 
attaccttct 
gccgcagagc 
aagacaactg 
ctccatactt 
gggaaggaat 
atccctgtgt 



ctttatacaa 
attgtgccaa 
tcccttgtcc 
ggtgtcagga 
cctaacccat 
tcctgccaga 
cctttccatt 
cctgagtaac 
ggcagattct 
cctgcagtga 



agtggagcag 
gcccataaac 
ctaccagcct 
tactttctca 
aagcatgtgg 
cccccaccat 
gtttctgaga 
ttgcctccca 
acagcaggga 
cctgcctgcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 



299 



PA-0035 US 



tatggaatgg agctgggttc 
cacccagaca gatttagaag 
cccaagaaat ggtagactgg 
ggactctttc cttagccttc 
ttaactttgc caaacccatt 
gcc 



atctcatcac attagattat 
cccaaagttt agggtcaaat 
gaatggaaag aatggggtaa 
tcttattgat tggagaggga 
cttgtactcc cttgtgatct 



ccctcagggt gacaccaaag 6 60 
gtaaaccctg gaacctgagt 72 0 
accacagtct acatagggaa 780 
ctgacatgct cctcattctc 840 
ataaaagatt tttctatgat 900 

903 



<210> 302 
<211> 581 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 984236.2c 

<220> 

<221> unsure 
<222> 422 

<223> a 7 t, c, g, or other 



<400> 302 
cccctggctc 
cacacaccct 
ggcagaggca 

agggcttgca 

tggtgggaac 
caacacttgg 
aggccaagac 
tntcactcac 
agaaggagaa 
acacagcctg 



tgcaatctgt 
gggttgtggc 
ggatcctgag 
tgttggtgac 
cctcttgctc 
aattctgctc 
agatcagagt 
acttcggagc 
gtcagccagc 
aacggctcgt 



ctccttttta 
aatggtggag 
gggaaaaaga 
tcttgggttt 
gcaatcgtct 
ggatcctagg 
gggccatttc 
tccagtcctg 
cagtgagtga 
ccacagtctg 



gtagtaacac 
cttctagttc 
cctgggaaag 
tttatttcag 
tgcctctgcc 
attgtaaacc 
tgtctttact 
agtcgatgac 
ccacaacctt 
ggtgaagggg 



cagggagctc 
taagaaggac 
aagaccactg 
tgagggcaaa 
tgacacttgc 
tgttgcccgt 
accccaccgc 
atgttggatg 
tcgggcatcc 



agattctcct 60 
ttaggataca 120 
tagatttctc 180 
ggctcttacc 240 
tgattggcct 3 00 
cccccaacca 360 
tatctctctc 420 
gaagggaggg 480 
atgtcctcat 540 
581 



<210> 303 
<211> 881 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 348082.5 



<400> 303 

ggcagatgct ggtacttggg ccaaggctgc aatcagtgat tcagccgact gctctttgag 60 
tccagatgtt gatccagttc ttgcttttca acgagaagga tttggacgtc agagtatgtc 12 0 
agaaaaacgc acaaagcaat tttcagatgc cagtcaattg gatttcgtta aaacacgaaa 180 
atcaaaaagc atggatttag gtatagctga cgagactaaa ctcaatacag tggatgacca 2 40 
gaaagcaggt tctcccagca gagatgtggg tccttccctg ggtctgaaga agtcaagctc 3 00 
gttggagagt ctgcagaccg cagttgccga ggtgactttg aatggggata ttcctttcca 360 
tcgtccacgg ccgcggataa tcagaggcag gggatgcaat gagagcttca gagctgccat 42 0 
cgacaaatct tatgataaac ccgcggtaga tgatgatgat gaaggcatgg agaccttgga 480 
agaagacaca gaagaaagtt caagatcagg gagagagtct gtatccacag ccagtgatca 540 
gccttcccac tctctggaga gacaaatgaa tggaaaccaa gagaaaggtg ataagactga 600 
tagaaaaaag gataaaactg gaaaagaaaa gaagaaagat agagataagg agaaggataa 6 60 
aatgaaagcc aagaagggaa tgctgaaggg cttgggagac atgttcagga ttcaagccaa 720 
aactcgagaa tttagggaac gacaagctcg agagcgtgac tatgctgaaa ttcaagattt 7 80 



300 



PA-0035 US 



tcatcggaca tttggctgtg atgatgagtt aatgtatggg 
ttccatggct ctcaacgcta gacctcagag cccacgagaa 

<210> 304 

<211> 1380 

<212> DNA 

<213> Homo sapiens 



ggagtttctt cttatgaagg 840 
g 881 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



348082 .7 



<400> 304 

taaaacctgc 

tgttggacat 

aaagctcgta 

tgctcgaggc 

tgaacatgaa 

tcgaaataga 

catttggttc 

tgagaagaac 

gagtgtgaac 

tgagcagata 

atccgctcca 

caccaaaaaa 

attcagcatc 

cattctcccc 

agaggtaaat 

aagcaccaag 

cccaagggaa 

agatgaggat 

acttaatgat 

gaaccacgca 

agatggaagg 

caagacaaac 

acgaggaatg 



gacaggaagg 
gctgacacgg 
gaagtcccca 
ggcagaaccc 
aatctttttc 
agatttgaac 
catgtggttc 
aattactatt 
agtgcagggc 
gactctcact 
gcctcggcac 
ataggcaaga 
acttccagag 
cggggggcgg 
ggagtagatt 
atggaaggaa 
ctgaatgcag 
attgttctta 
tcaggatctg 
gatttgggaa 
cttcgggtga 
caagatgcca 
atccagctta 



atgaggatgg 
gtttggagca 
acgatggagg 
tggggttatt 
gtgagaatga 
aagcacaaca 
ctgcagcaaa 
caagccgttt 
ttcacacggt 
caagactacc 
ctcagaatgt 
ggcttaatat 
atgtaacaat 
ccattcagga 
tagtgggcaa 
ctgtgagcct 
agccaagcca 
cacctgatgg 
caggccttgg 
tctttgtcaa 
atgatcaact 
tggaaaccct 
ttgtgtgcaa 



gacagaagag 
tatacccaac 
gcctctggga 
agtaaaacga 
ttgcattgtc 
tatgtttcgc 
taaagagcag 
tagccctgac 
gcagagagca 
tcatagcgca 
atttagtacg 
ccagcttaag 
aggtggctca 
tggccgactt 
atcccaagag 
tctggtcttt 
gatgcagatt 
caccagggaa 
tgtcagtgtc 
gtccattatt 
gatagcagta 
aagaaggtct 
ggagaataag 



gataacagtc 
ttttctctgg 
atccatgtag 
ttggagaaag 
aggattaatg 
caagccatgc 
tatgaacaac 
agccagtata 
ccccgactga 
cacccctcgg 
actgtaagca 
aaaggtacag 
gctccaatct 
aaggcaggag 
gaagttgttt 
cgccaggaag 
ccaaaagaaa 
tttctgacat 
aaaggtaacc 
aatggaggag 
aatggagaat 
atgtctactg 
caagtgcaat 



gtgttgaacc 
atgatatggt 
tgcctttcag 
gtggtaaagc 
atggcgacct 
gtacacccat 
tatcccaaag 
ttgacaacag 
accacccgcc 
gaaaaccacc 
gtggttataa 
aaggtttggg 
atgtgaaaaa 
acagacttat 
cgctgttgag 
acgccttcca 
cgaaagcaga 
ttgaagtccc 
ggtcaaaaga 
cagcatctaa 
ccctgttggg 
aaggcaataa 
gagctgaagt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 



<210> 305 

<211> 1091 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1097910.1 



<400> 305 

ccggcgctat 

ggacctgaat 

ctttgagaag 

gcagctggat 

ggacctcttt 

tttggtgatg 

caggtcacgg 

cctggagacc 

agacacaagt 



gaccacaacc 
gagaagttct 
ggccacatcc 
gagaacgcca 
ggagctgggt 
aaccccaggg 
cggccccggc 
ttccgacact 
ttgaaaggct 



accaagaact 
acagcttcat 
gggacatcac 
atgtccagct 
ttgacacagt 
tacagagaaa 
tctctgacag 
cttccttcgt 
tttacatccc 



gcttagccta 
gcagaagatg 
agacagcctg 
gtcagatgag 
cacaactgct 
gatccaagag 
atcccatctg 
ccccttcacc 
caaggggcgt 



gtcaacctga 
gtcaaggagc 
attgagcact 
aagatcatta 
atctcctgga 
gagctagaca 
ccctatatgg 
atcccccaca 
tgtgtctttg 



atgccttcaa 60 
actacaaaac 120 
gtcaggagaa 180 
acatcgtctt 240 
gcctcatgta 300 
cagtgattgg 3 60 
aggccttcat 42 0 
gcacaacaag 480 
taaaccagtg 540 



301 



PA-003 5 US 



gcagatcaac 
tctcacccct 
gggcaagcgg 
tatcctgctg 
catctatggg 
ttaggtgctt 
accagcaggc 
ctgcagtttt 
gacttgcctc 
ggagccttcc 



catgaccaga 
gatggtgcta 
aagtgtatcg 
caacgggtgg 
ctaaccatga 
gagagccctg 
tggcctatgt 
gctatctggg 
tgcacaccct 
c 



agctatgggt 
tcgacaaggt 
gtgagaccgt 
aattcagcgt 
agcatgcctg 
aggcctagac 
ggtctaaggt 
ctgtgggcaa 
ccagagacaa 



caacccatct 
gttaagtgag 
tgcccgctgg 
gccactgggc 
ctgtgagcac 
tctgtctacc 
tcagcctgaa 
gcctaaggga 
caggtaaaac 



gagttcctac 
aaggtgatta 
gaggtctttc 
gtgaaggtgg 
ttccaaatgc 
tggtctggtt 
actcatagac 
tcctgcctgc 
agggccacat 



ctgaacggtt 600 
tctttggcat 660 
tcttcctggc 720 
acatgacccc 780 
agctgcgctc 840 
gggcagccag 900 
actgatctgg 960 
ccctaccctg 1020 
agatgctgat 1080 
1091 



<210> 306 

<211> 3189 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 246841.1 



<400> 306 

tttccttctc 

agagggagct 

tcattaggat 

attctagtta 

cttttttttc 

tttttttcta 

ctaaaaaaag 

ctctcagaaa 

gatgcagaaa 

caagacttag 

cttctgcaag 

tacttcaaag 

caacaaagca 

gtttctgtta 

aaaatatggt 

aaatagatgc 

gcccccaaag 

tttgaagact 

aagccactca 

ttcttttttt 

gaaatagtag 

tcctttttta 

cataccagta 

tttaacaagc 

catttttaaa 

ctctatgaaa 

ctgtaccata 

aatgtaacac 

aaaaatgata 

taagttcttt 

tttttggttt 

tgtcagtgtt 

gaatagattg 

tttcaacctg 

tatgttcatt 



ccacctcccg 
gcagaattat 
cctcacagat 
cctgtgtctg 
tttgtacccc 
tactaaagga 
tttttggtta 
aaaaaatttc 
aaagggaaag 
tttaataaaa 
cagagaggca 
ttttgtcctt 
gcagatagca 
atatccatat 
ctgaactttg 
tttgctgttt 
tgtgaaatcc 
gtgaatacag 
tcgactttgc 
cttttttagc 
atcctgaaat 
attgtttttt 
tccagttgta 
tatttccttt 
ttttaaagtt 
tatatattta 
tagaaaaaaa 
tagctttacc 
ttgcttggta 
tctttataat 
tttttttcat 
ttgttatgcc 
gctgagcaca 
gagtgggttg 
gaaaaaagta 



tcctataatc 
tttataaaac 
tatttttggt 
ttagctttgt 
ttcttttcct 
tttgtttcca 
gggatttggt 
atgctttaaa 
ggttcttgtt 
gaaagagaaa 
aatgttaatg 
gtgttaggca 
gtgtacagaa 
tcctgttaac 
aaaactttgt 
cactttcata 
ttcttccctt 
gttccattgg 
aaaagactgg 
cgggactatt 
gttgtacata 
ttaagtagaa 
gcataaggtg 
taacaagaaa 
gtacagtttt 
tatatttttt 
attgtttttg 
tgtcaaattc 
atagtgcaat 
tttgctgccc 
ggagctacta 
atgccttgag 
cttccaccca 
cacccttaat 
agaataattc 



tcccacttaa 
taaagaaaga 

tggggagttg 

gcatttattt 
ccttgtttgg 
tttgtgtaat 
ttttggtttt 
taaaatccaa 
acttgagaat 
aacaaaagat 
acaattccat 
gtctgagcag 
agcaaaaaag 
acacaccctt 
gctgctaaaa 
gctaaacatc 
cgttttcttc 
tcacctttcg 
agcattccaa 
ttatttttat 
tttctaacta 
atactaaaga 
tcaaaagcaa 
tcttgtattt 
ttgttttcca 
gccatttaac 
tttttggttc 
tgctaggtct 
ttctatcctt 
cctccctgat 
tgccatcctc 
ctgtgggtgt 
cctagtgttc 
gctttcctct 
tcagcactaa 



ggtagctgcc 
atttcaaggg 
aaacttttta 
tttatttatc 
taggagcttc 
tggctgtgta 
gtgtttgttt 
agacacaccc 
ttgtttctga 
tcccaggttg 
ataccaaaag 
cgagtgatcc 
gaactgtatg 
tctcatgtaa 
catagatttt 
aacagaaacc 
cttatgtttc 
ggcttctttc 
gatctgaaaa 
gaatttgttt 
ggctgatgca 
aagaatacca 
gtacgcaaaa 
cttcctgtgt 
ttattttatc 
tgttgtatgt 
tctatgtgat 
tctctgaaaa 
ttccctcccc 
ggtttgggtt 
cctctgtgag 
ttggcgacaa 
tcagaggggt 
gcaactaaac 
cccagaagta 



ttcatttctt 
attctagggg 
aaggcatata 
cttcttttgg 
aaatattctt 
cttttctttt 
tttctttcct 
tttcactgct 
tttaaacaaa 
ttatgtgctt 
acacattttt 
agagcgcagc 
tgaggcactt 
aaagaaaaat 
ggagacaaat 
atctcccctt 
aaaagggaac 
cccagtgctg 
tggatttttt 
ttagtttaat 
cagtgcaaat 
tctaactatt 
catttactgt 
ttgagatgaa 
ttgtttgtaa 
tactctgtgt 
atcagttaac 
cgttgttttt 
cctcaacttt 
tttgtttttg 
gcagagtgac 
taaggtggtt 
tatgtgattg 
cgcccacata 
gcaaagcagt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 



302 



PA-0035 US 



cagtgatggt gaacattaga ggtcaaacat gagttagatg tttgtgggct gacagccatc 2160 
gtggctatga ccagtactat ttacaaagca tgaattcact acaatgctca actgtttgtt 2220 
tagctttatc tcacttgggg aatttattcc tgtctgctgc attgtaggta gctgggtagg 2280 
atatatttcc acttgctttt taaattagtt cttcacctcc attgacactc gttttttggt 2340 
tttctcccta tagtgtgggt tggtgctaga caccagtctg acccacagaa tgggagttat 2400 
ttcatccatc tttcctccat ccttccaaaa accacatatc tacacaagga aaaatttaat 2460 
acatctagga attttttttt taattacaag ctatttaaag agatgaatgt ggccaaagtt 2520 
ttacacaatt gaaaataaag taaaacagac ggcatgtgtt taaacctgag tttatcaggc 258 0 
atggcaggaa gttgcaggag agagaggcag tgacccaagc cagtgcactt gatgttcatg 2 640 
gacatatatt ttttttaaat aataaattaa aacattttaa atagaagcat aaattgagtt 2700 
gtttgttggc gctgagatac tgcccactgt gaaacaaagc tttgactagt tttttgtttg 2760 
tttactttct tcagggggga ggggggcaag tttgggtagg aaagaaagca taaatgaacg 2 82 0 
tgaccctgag gtgaagaggt atatgaacag cctttgcaat gtacaaaaag aaaaaaaaac 2880 
aaaaaacaac aaaaaaaata gagcaagtga aaccaaaaat gatgttcttg gtgtttttct 2 94 0 
ataatgtagt cttgttagct tttttgttac tgtaacaatg ctgatctcga actgtaccaa 3000 
aatacatgga gactaacaaa cagaaccaca tggaactttc aaactgaaaa aaaaatttgt 3060 
cacaaaaact ttgttgtcat agttaagttg attgtagatg gtaattgaat atactccttt 3120 
gaaaatattt catcaagtat gtttcctgct cattgtgata cattaaaaaa aaaatatgag 3180 
caaaaacca 3189 

<210> 307 

<211> 757 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 351241.1 

<400> 307 

atgactcaaa ccccttaaag aacacagaac aaaggcacca ctcaccccat ttgggggtgt 60 
tctgttttct ttgtggagtt tcaagagtca tgggcagatt cttcttaggt ctaaagttct 120 
gctttcctgt attacattac ctcacctctt tggcttttgt gagtagcaga gattaccttg 180 
tactgtgaga ggattttacc ttgatgtgtg tactggcgga tgagagctac aaagttaaag 240 
ctgactgagg acagtttaca ggaagcagtc ttcactgttt tgttttttcc acctaggaag 3 00 
ttgtttagga tcctaattct aattcagagg tgcattctac agagtcttct ccattgcctt 3 60 
tcctctcaaa attaatcttg attggcttct ctgggcattt gcgtgaggaa ctgaaactca 42 0 
ttttcataga taaatgagag aatgagtttc ctcagctccc taaagggcat tttgcttctc 480 
ccagctgaaa ggctcccctg gattactagg ggctaagtgg gagtgtctag tgggttgacc 540 
cccagcaacg tgcagcagcc ctacagggaa tccccaacaa aattagtttt aaaaggcttg 600 
tccaagaaat gaatatagga gctggtcatt ccatgctttg agccctcctg gaggtgctag 660 
acctctggag acaaaaatga ctcagtggat aacacgctat ggagtcctgc caataaccca 72 0 
gcacacttca acccatccca ctaaacccta ggccttt 757 

<210> 308 

<211> 1079 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2790762CB1 

<400> 308 

ccggcatgaa gacagactcg cttagtcgcc agtcacttaa gctgagtgca ttgtgatttc 60 
caataattga ggcagtggtt ctaaaagctg tctacattaa tgaaaagagc aatgtggcca 120 
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gcttgactaa 
gcatgttagc 
ttaagcgctt 
ggagaagcgg 
ccaccacctc 
gatggacagt 
tccaaaggat 
ccgcgcaccg 
aaggatgtaa 
ctgtacacag 
agtggggacg 
ggtgagagtg 
tatgcagtgc 
gcaggcgggt 
aatttcccct 
agagagattt 



gccgccagcg 
tgtgtagatt 
ttaatatgga 
tgatggagag 
ccctgcaaac 
ccgaactccc 
ccttctctaa 
cccggcacgc 
agattagcgt 
gagcagagcg 
tgcatgcttg 
ctgataagaa 
tcgatgagtt 
tcacggctaa 
acgaggtatg 
gggaattgca 



cacagcgcgg 
tatgtgaggg 
gacagatgag 
ccgagctcgc 
gtccagtggt 
tgctgaggac 
gggccgcctc 
acctgcggtc 
gagctttacc 
cgacgtgcgg 
tccctttggc 
ggatgaggag 
agaagatttt 
agcaatcgtt 
ttggcagccc 
gcatcttttg 



caggacgcgc 
cttgtaaaac 
agcccctctc 
cccttccaag 
gcagaggtaa 
cccttcaact 
ctcatagacc 
cggaagttct 
gagagctgca 
gcggagtgcg 
gggagtgttg 
aatgagctgg 
actgacaatt 
cagagagaca 
ctcctctaga 
aaagcaggga 



ccgggtctca 
tctggtcttg 
cgctcccgtg 
cgctgccccg 
tggacgttgg 
tctacggagc 
cgaactgtag 
cccctgacct 
ggagtaagga 
gtctgctcct 
gtgacggggt 
atcaggaaaa 
tggagctaga 
gagtggatga 
gggctcttag 
aattaaaaaa 



gcggacttgt 
taaactagtc 
tgggcccgca 
tgagcagtct 
ctctggtggt 
ttctcttctc 
tggccacagc 
taagttgctt 
caggaaggtg 
tagccctgtc 
aggcataggg 
gagagtggag 
tgaagaagga 
agaggccttg 
caaaacccaa 
aaaaaaaaa 



180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1079 



<210> 309 
<211> 247 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<22 3> Incyte ID No: 

<400> 309 

Met Glu Thr Asp Glu 
1 5 
Gly Glu Ala Val Met 
20 

Pro Arg Glu Gin Ser 
35 

Ala Glu Val Met Asp 
50 

Leu Pro Ala Glu Asp 

65 

Ser Lys Gly Ser Phe 
80 

Cys Ser Gly His Ser 
95 

Arg Lys Phe Ser Pro 
110 

Ser Val Ser Phe Thr 
125 

Leu Tyr Thr Gly Ala 
140 

Leu Leu Ser Pro Val 
155 

Gly Ser Val Gly Asp 
170 

Lys Lys Asp Glu Glu 
185 

Tyr Ala Val Leu Asp 
200 

Leu Asp Glu Glu Gly 



2790762CD1 



Ser Pro 
Glu Ser 
Pro Pro 
Val Gly 
Pro Phe 
Ser Lys 
Pro Arg 
Asp Leu 
Glu Ser 
Glu Arg 
Ser Gly 
Gly Val 
Asn Glu 
Glu Leu 
Ala Gly 



Ser Pro 
Arg Ala 
Pro Pro 
Ser Gly 
Asn Phe 
Gly Arg 
Thr Ala 
Lys Leu 
Cys Arg 
Asp Val 
Asp Val 
Gly lie 
Leu Asp 
Glu Asp 
Gly Phe 



Leu 

10 
Arg 

25 
Leu 

40 
Gly 

55 
Tyr 

70 
Leu 

85 
Arg 
100 
Leu 
115 
Ser 
130 
Arg 
145 
His 
160 
Gly 
175 
Gin 
190 
Phe 
205 
Thr 



Pro 
Pro 
Gin 
Asp 
Gly 
Leu 
His 
Lys 
Lys 
Ala 
Ala 
Gly 
Glu 
Thr 
Ala 



Cys Gly 
Phe Gin 
Thr Ser 
Gly Gin 
Ala Ser 
lie Asp 
Ala Pro 
Asp Val 
Asp Arg 
Glu Cys 
Cys Pro 
Glu Ser 
Lys Arg 
Asp Asn 
Lys Ala 



Pro 
Ala 
Ser 
Ser 
Leu 
Pro 
Ala 
Lys 
Lys 
Gly 
Phe 
Ala 
Val 
Leu 
He 



Ala 

15 
Leu 

30 
Gly 

45 
Glu 

60 
Leu 

75 
Asn 

90 
Val 
105 
He 
120 
Val 
135 
Leu 
150 
Gly 
165 
Asp 
180 
Glu 
195 
Glu 
210 
Val 
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215 220 225 

Gin Arg Asp Arg Val Asp Glu Glu Ala Leu Asn Phe Pro Tyr Glu 

230 235 240 

Val Cys Trp Gin Pro Leu Leu 

245 

<210> 310 
<211> 713 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2253717CB1 



<400> 310 

gggcgccgcg 

gctccctgcc 

gctgctgctg 

tcccgtccgg 

cgctgctttt 

tattgacacc 

tccaggtctg 

tccttctcac 

ggtgcagtat 

gaagggcatt 

gtatcaccta 

gaaacgaaac 



ggaacgctgt 
ccgcgcccag 
ctgctcagtg 
accctccaag 
ggagacacgc 
tccctgacca 
gagcagagtc 
ttggcctatg 
gacgtggagc 
ttgcctctgg 
tacagaaagg 
aagagcaaaa 



cctggctgcc 
tcatgaccct 
cggcggtgtg 
tggagaccct 
ttcacataca 
gagaccctct 
ttctcgacat 
gaaaacgggg 
tgattgcact 
tagggatggc 
ccaatagacc 
agaaataata 



gccacccgaa 
gcgcccctca 
ccgggctgag 
ggtggagccc 
ctacacggga 
ggttatagaa 
gtgtgtggga 
atttccacca 
aatccgagcc 
catggtgcca 
caaagtctcc 
aataataaat 



cagcctgtcc 
ctcctcccgc 
gctgggctcg 
ccagaaccat 
agcttggtag 
cttggccaaa 
gagaagcgaa 
tctgtcccag 
aactactggc 
gccctcctgg 
aaaaagaagc 
tttaaaaaaa 



tggtgccccg 60 
tccatctgct 120 
aaaccgaaag 180 
gtgccgagcc 240 
atggacgtat 300 
agcaggtgat 3 60 
gggcaatcat 42 0 
cggatgcagt 480 
taaagctggt 540 
gcctcattgg 600 
tcaaggaaga 660 
aaa 713 



<210> 311 
<211> 201 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 311 

Met Thr Leu Arg Pro 
1 5 
Leu Leu Leu Ser Ala 
20 

Thr Glu Ser Pro Val 
35 

Pro Pro Glu Pro Cys 
50 

His lie His Tyr Thr 
65 

Thr Ser Leu Thr Arg 
80 

Gin Val lie Pro Gly 
95 

Gly Glu Lys Arg Arg 
110 

Lys Arg Gly Phe Pro 
125 



2253717CD1 

Ser Leu Leu 
Ala Val Cys 
Arg Thr Leu 
Ala Glu Pro 
Gly Ser Leu 
Asp Pro Leu 
Leu Glu Gin 
Ala He He 
Pro Ser Val 



Pro 
Arg 
Gin 
Ala 
Val 
Val 
Ser 
Pro 
Pro 



Leu 

10 
Ala 

25 
Val 

40 
Ala 

55 
Asp 

70 
He 

85 
Leu 
100 
Ser 
115 
Ala 
130 



His Leu 
Glu Ala 
Glu Thr 
Phe Gly 
Gly Arg 
Glu Leu 
Leu Asp 
His Leu 
Asp Ala 



Leu 
Gly 
Leu 
Asp 
He 
Gly 
Met 
Ala 
Val 



Leu 
Leu 

Val 
Thr 
He 
Gin 
Cys 
Tyr 
Val 



Leu 
15 
Glu 

30 
Glu 

45 
Leu 

60 
Asp 

75 
Lys 

90 
Val 
105 
Gly 
120 
Gin 
135 



305 



PA-0035 US 



Tyr Asp Val Glu Leu He Ala 
140 

Lys Leu Val Lys Gly He Leu 
155 

Pro Ala Leu Leu Gly Leu He 
170 

Asn Arg Pro Lys Val Ser Lys 
185 

Asn Lys Ser Lys Lys Lys 
200 

<210> 312 

<211> 1093 

<212> DNA 

<213> Homo sapiens 



Leu 


He 


Arg 


Ala Asn 


Tyr 


Trp 


Leu 






145 








150 


Pro 


Leu 


Val 


Gly Met 


Ala 


Met 


Val 






160 








165 


Gly 


Tyr 


His 


Leu Tyr 


Arg 


Lys 


Ala 






175 








180 


Lys 


Lys 


Leu 


Lys Glu 


Glu 


Lys 


Arg 






190 








195 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2655184CB1 



<400> 312 

gatggcttgt ttttcatttt ttttgtgctt 
cgttacagag tcaccatcat gtctcttctc 
actagccctt tcagcgtcat gtgaccagcg 
acatgaccca ggctggccag tcgtcaggtt 
tttctctcag ccttctctcc aaccttaacc 
acattcctgg ccaatcagct cagctgttta 
agcagccttc ggctaacaaa aaagcaggaa 
taaatccaac gcaacatctg gcaaaacctt 
gcagcctcac ctcaccattt ctagcttgtt 
agcttctctc gcagccggag caggtccctt 
tctcgggaga gaaatcacaa gccgtcccga 
tcaaatgaaa ggaaatagaa gacagtttgc 
tttgacagga gtatgtacag aaaattcaag 
tttttaagat gttttagctg ttcaaatctg 
taattctcta tggtttgaaa tggatcatac 
acaatgttcc cttaagcaaa attgaatttg 
aataaacctc taaacctgcc cagcggaagt 
ctggcaaaaa ttgaactaag atttactttt 
tctagagtcg acc 

<210> 313 

<211> 88 

<212> PRT 

<213> Homo sapiens 



tttggtccat ctattaataa aaatgaaccc 60 
accaccctct gaatctgcat tagccagtca 12 0 
cgccccattc agcttggctg gtgtcgtttc 180 
gcaccgccct ttggttcccg agcatgctgt 240 
aaatcggcag cagccacctc gaccgcccac 300 
tttaccaaat gtcttcacaa caactacagc 3 60 
aaatccacaa cacccccttc gccaaccaac 420 
ttcagcaaat tcttcctggc cgtcagtccg 480 
gaaacccaaa actaatctcc aagaaggaga 540 
tctagagata ggagaagaga gagatcgctg 60 0 
tccttctcta ggtctcgtag tcgatctagg 660 
aagagaagtg gtgtacagga aattacttca 72 0 
ttttgtttga gacttcataa gcttggtgca 780 
tttgtctctt gaaacagtga cacaaaggtg 840 
gaggcatgta ataccaagaa ttgttacttt 900 
ctttgaactt ttagttatgc acagactgat 960 
gtgttttttt taaatttaaa tacagaacca 1020 
ttttccatag ctgggatata ggggggatcc 1080 

1093 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2655184CD1 



<400> 313 

Met Ala Cys Phe Ser Phe Phe Leu Cys Phe Leu Val His Leu Leu 
2 5 10 15 

He Lys Met Asn Pro Val Thr Glu Ser Pro Ser Cys Leu Phe Ser 
20 25 30 

Pro Pro Ser Glu Ser Ala Leu Ala Ser Gin Leu Ala Leu Ser Ala 
35 40 45 
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Ser Cys Asp Gin Arg Ala Pro Phe Ser Leu Ala Gly Val Val Ser 
50 55 60 

His Asp Pro Gly Trp Pro Val Val Arg Leu His Arg Pro Leu Val 
65 70 75 

Pro Glu His Ala Val Phe Ser Gin Pro Ser Leu Gin Pro 
80 85 

<210> 314 

<211> 3026 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



363000 .9c 



<400> 314 

agtgtctttg 

tagtaacagt 

tgtgattcct 

tgttatttta 

caaagctttt 

ctcctggtta 

ggtgaagtta 

ctgtcctttt 

aaaaatgccc 

ttccgtaact 

agaatactaa 

aaagtgtctt 

caagatttgt 

catttagctt 

cataatccaa 

tatgatttaa 

aaggttatgc 

ttttacatca 

agcaattttt 

caacttactt 

tattatggac 

ttaggtgaca 

ttcttataaa 

agtgggttca 

caagaaaata 

acagatttga 

actttaatcc 

tgcacagtaa 

aatcacaaat 

aataaggaac 

aactaggcaa 

tgcagcattt 

tcaactatag 

tt tgccagtt 

gaggtttatt 

ggaacattgt 

tagagaatta 

atcttaaaaa 

tcctgtcaaa 

tttcatttga 



aaaacaatca 
gacttctagt 
ttcattttta 
ggaattacaa 
aacaatttcc 
aagtaactgc 
cttttatttc 
tacagaaacc 
acataagttg 
tcttagctat 
agacaaaatg 
tcttgaacat 
gtaaaaggtg 
gaactcttaa 
aactatctta 
tctaattgca 
atgcctccat 
tgatggatca 
agacctgtgg 
tgtgtttaag 
cctgaactgg 
tctatatttc 
ataagaatcg 
actgactata 
taagtatggc 
gtttgcaagg 
caaggattct 
ctcaaagttc 
ttgcacataa 
ttatgaccta 
cctctgccca 
cgttttccct 
ctgcagccta 
gtttctgtat 
atcagtctgt 
aaagtaacaa 
cacctttgtg 
tgcaccaagc 
tgaagtaatt 
cctagatcga 



aatataatcc 
gaacacctta 
cactcaaccc 
ctttaaaaat 
atgttctaaa 
caactgggac 
aggttctgta 
cttccaactt 
tccatttata 
cttggcttgt 
cccaatgcca 
gcttaacttt 
gaaataaata 
tgcaatgact 
agagcatatt 
caaaaatttg 
attcaattct 
gcttagaatt 
aaagttttca 
aaccaggttg 
cttctatgcc 
cttcacttca 
tgtaaccaac 
cacaattatg 
ttccaatagg 
aaaaacaggc 
cacaaaacat 
ggctctacaa 
agaatgtcac 
aagcaaaggt 
ggatgagagt 
gatggcctgt 
tatcccagct 
ttaaatttaa 
gcataactaa 
ttcttggtat 
tcactgtttc 
ttatgaagtc 
tcctgtacac 
ctacgagacc 



ttaatgtttc 
atccttaaac 
tgaatatgga 
tcctaatagc 
gtttctaaga 
tgtatgtcac 
ttatttctct 
aagagcctgc 
aaaagcaatg 
tcctaacagg 
gagctctcag 
aaggctgaac 
atttgtttag 
tatctttcat 
taaggaaact 
aaattacaac 
gcactgttac 
cccatgcaac 
tgctaaagat 
ctgctatact 
taaaaaaaaa 
gaagactaat 
tgcttcccat 
ctaatatttt 
aatgttatac 
tttcaagtta 
attacaaatg 
tgtaccctta 
gaacagccat 
aaactttctt 
tggatttttc 
gtttcacagc 
atggaaaaaa 
aaaaaaacac 
aagttcaaag 
tacatgcctc 
aagagacaaa 
tcaaacaaaa 
cacttctctt 
tagagaagga 



tttacattgt 
cacaggtcta 
caagaccggt 
cacaatctaa 
gtcttgaggt 
ctaagtcagg 
tagccatatt 
aaggaagtca 
taattgacat 
aacaggttgt 
taaataaaca 
cttcctgaca 
gaactgtatc 
atttaagaca 
aagccacaag 
acctgccatt 
atttgaacca 
acctcaaatt 
aaaagccatt 
ttaaaatgtt 
aaaaatgggt 
ccatagtgcc 
gggataagaa 
attaattcaa 
ctggacttgg 
aagaacaatt 
acagcatgaa 
aactggcagg 
gtatccatat 
gaaacttaac 
aaaaacctct 
agtttttaaa 
aagtaaatct 
acttccgctg 
caaattcaat 
gtatgatcca 
cagatttgaa 
cttgaatttt 
gcaaactgtc 
tcgggacggc 



catcaagtat 
agttcagttt 
tagtgtgacc 
atgtgcaatt 
tatgctaggg 
ataactccct 
atacccgtaa 
tatactgccc 
attgcatggc 
aggctatgtg 
ggctgtctga 
ccaattctcc 
ttaatgtatc 
gtcaataccg 
actgttgcat 
ttctaagagg 
tattgtgaac 
ataaaatgga 
tgttaatggg 
ggtcactaaa 
taactatcac 
tctcagctgt 
caatggtaac 
aagcacttta 
taccaagctc 
tgtaaccaaa 
aaaaaaatct 
acatttttga 
acagcaatca 
attctatacc 
aatttaatag 
gactgcttgt 
tagttcaatt 
ggcaggttta 
tttgcttaag 
tttcaaacca 
cagctaaaac 
ctgtacatac 
ttctatttcc 
ttgtgatttc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 
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tctcccgaga 
gagagaagct 
catctcgagg 
cattcgacag 
ctgcatcagc 
tagcaaccca 
tgttgccatt 
gatgcatttc 
gtcttcccgc 
aggacactgg 
tctacgataa 



cagcgatctc 
tctccttctt 
gcgacgaccc 
ttccactctt 
tgcatctcgg 
cacacttcgg 
gtttccaaga 
gagatctagg 
tttcctccgg 
ggtcctggtc 
ggaccctccg 



tctcttctcc 
ggagatctgc 
caagagggag 
acacggcagc 
ggatcttcaa 
agtggtccat 
ttgcctacat 
gttaaaaaat 
cccaacacca 
gaaggtgaac 
gatgcg 



tatctctaga 
gacgaggtgg 
gtgggccacg 
cacatagtgt 
attcaacaaa 
agtagccaaa 
aaaccttaca 
gcggcggctc 
accaactctc 
tgtgttcctt 



aagggacctg 
aggactcctc 
atttctactt 
tcttccatct 
agcaaagccg 
agcccgttcc 
gtccaatgga 
aaatccacac 
tcactcaccc 
gaccgtggtg 



ctccggctgc 
ctacgataat 
cttttttcac 
agctctcgga 
ggtgggtttc 
aattccgtct 
caggaatcac 
gctccgatga 
ggagaaatag 
cacatcccaa 



2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3026 



<210> 315 

<211> 1721 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 232818.15 

<220> 

<221> unsure 

<222> 119, 126 

<223> a, t, c, g, or other 



<400> 315 

cagaggagta 

tcctttcctc 

ggtcanctga 

agcaagcgca 

ggccgcttgc 

agcagctgct 

agaaccggag 

tgcagaggga 

gcagcactga 

ggcagaacag 

aaatccatga 

gcattttaga 

atggcattaa 

aaatctagct 

atttcttagg 

aacatgtata 

cataacaatt 

aaggtcaggg 

agcagccagc 

attgtttggg 

cttgttacat 

atttttcccc 

gatcatgcga 

cacaaatagc 

catgtgtcat 

ggttgtcttt 

tttccttcct 

tacaagttaa 

gtaaaaacag 



gagggcagta 
cttcagcccc 
tgctacgctg 
gattgtgggc 
cttgctctca 
gcaggccgag 
gctgaagcag 
gaaagaattc 
agtggagaag 
ggatgaagtc 
aaactaccgc 
tgccctcacg 
attatttcca 
tttttgtaca 
aatttaatgg 
tcagtgttga 
ctttgaagaa 
gctttatcta 
cttaaagtag 
ctgcttttag 
gtattacttg 
attctttttt 
aatgcacttt 
acacatatca 
gtgatttctt 
tctctagaga 
ggtgggctag 
atgtcctgtg 
ttgaaagaac 



ctgcgcagta 
gccccgcccc 
tgcggtacac 
ggctgtgtca 
gcaatcgctg 
aagcgggcag 
gccaaagaag 
aaggccaagg 
gagacccagg 
ttggacaacc 
ataaatggat 
aatatgaagc 
tatattatat 
gacttagaaa 
ttatatgttg 
ctttttcttt 
aggaagggat 
tgaaaaagta 
tccattcttg 
tttctcttaa 
gtgtatcgat 
ttttccctgt 
gacccagatg 
catacccatt 
ccaacaaatg 
tccttgtcct 
atgatgtgca 
gccatcttag 
attatgggat 



gactgcacag 
atttctgccg 
gtgacaacgg 
gctgacccaa 
ccgccatggc 
ccgagaaggt 
aagctcaggc 
aagctgcggc 
agaagatgac 
tcttggcttt 
agaagagaga 
ttagcacagc 
aataggtcct 
ttatctaaag 
tctttttttc 
cttagatcta 
taaataattt 
gtaaatagtt 
ctaatggtta 
tcaaaattac 
aatcatttaa 
ctccgtgaca 
gtctgcagaa 
tatatacata 
ttttggaaaa 
gggacagcct 
ttatacctgt 
ccgaaagtct 
ttccttgctt 



gcgcagtcga 
aatcacagaa 
gggcgaaggc 
ggggccttcg 
tagtcagtct 
gtccgaggcc 
tgaaattgaa 
attgggatcc 
catcctccag 
tgtctgtgac 
agcacctgtg 
tctagttaca 
tccacttttt 
atttcatctt 
ctatgtcttt 
gtttaaaaaa 
ttttccctaa 
ctttgtaacc 
gaacagtgaa 
tagatgatag 
aagtaaagac 
accagtggtt 
cttcacttag 
attagaaaat 
cagcaagcaa 
ggggcaagtt 
agtaccttca 
ttggttgcaa 

g 



ggagctccgc 
gttcaaganc 
aggcgcaagg 
aggtgcctta 
caggggattc 
cgcaaaagaa 
cagtaccgcc 
cgtggcagtt 
acatacttcc 
attcggccag 
ctgtggagtg 
ttcttatgat 
ggagagtagc 
tttacctcat 
tggctcaagc 
aaaaaaacca 
cactttcttg 
tgtgtgaagc 
tactagtgga 
aattcaagaa 
tctgtcatgc 
cttcattttt 
gacattagca 
gttcctgata 
ctagtctgta 
attaagcata 
tactagccct 
aatcttatag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1721 
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<210> 316 

<211> 1489 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 347781.10 

<220> 

<221> unsure 
<222> 524-538 

<223> a, t, c, g, or other 



<400> 316 

gaaggtcctt 

gaagaagact 

aggccctcta 

gaaagcagga 

tcacgcggcc 

gtatcttgga 

ttttgtgtgt 

ttcacttcca 

aaaagactga 

agccatttcc 

gaatatttct 

ttttgaaggc 

gtggagaaat 

tgaataaaag 

ctgtttttac 

gataggcttt 

ttgtaaaaaa 

gttgtgcctt 

atttgtttta 

tgtatgtctt 

atgcctttga 

atttttattc 

taatattgga 

catatggtaa 

ttacttggaa 



cgcaacaggc 
cgagctgcca 
tgtgggctgg 
tttggagtgg 
atacaaaccc 
gtatgacccc 
taatgatgtg 
attttgtgga 
atttccttgc 
ccaaaggaat 
tattttctac 
aggaaaaacc 
tgccattgga 
gaatagaatt 
cattgaaatt 
tcttgaactg 
acaaaaagca 
ctatttatct 
ttaggttcag 
ttgttaacat 
agacagatgc 
tggtatctaa 
ctttgctcat 
attttctatt 
atggccaatt 



ccatcatgtt 
gggaagggga 
gtggtggaat 
gaagaaggct 
tagctcctac 
agtttgttat 
tgctccttct 
atgatatttt 
ttactttgca 
gtcttgcata 
gtgtttgaaa 
caaattgttt 
aaatttgaca 
tttttttgat 
taaattgtga 
ttagtttttt 
aaaaaattcc 
ttgatttcag 
agtatgtggg 
atttgttatg 
ttctatagag 
tcagattcct 
gtgctcgtgt 
ttgttatggt 
tttattaaaa 



cagaggtgag 
ctgacgagat 
gagaggccct 
tgctccatgg 
agaatggtga 
aaactgctta 
ccctctcttc 
aggaataacg 
tatacagact 
ttactgacat 
agcctgtaag 
cttctttgag 
attttgattc 
aaaggatcac 
taataggttt 
tgaagtagtt 
caaaacccag 
tcttggcaat 
gaattataga 
ccttattcta 
gttctttgac 
aatcatagcc 
ccgcattttt 
tctcttttat 
tatttctgga 



gtctgtctga 
gatcgcctta 
cctcatggag 
cagtgaatct 
atttctttga 
agttagtata 
cctttcctga 
gacttttaaa 
ggannnnnnn 
ttggtatgtt 
aaatacagga 
agtcatgact 
tcactggtat 
aaaacaattc 
taaatgtcta 
ttttcatgtt 
ataacaacca 
tgtttaaaaa 
atccctcttt 
aaattgagtc 
ctaaatagtt 
cgtaagaagg 
ttttttctta 
tgatgggcat 
agaaaattt 



atgtggaaga 
ggggacctgg 
gcatggtgca 
tcatggatct 
ccagcctttg 
attttacttc 
cctttagtct 
gaagcaaaaa 
nnnnnnnnac 
tcattcattg 
tttgataata 
accttctggt 
gtttaaaaac 
taaaacctaa 
gaatgcaact 
taatttgtat 
gagcaaaact 
aaaaatctag 
catcactttg 
tcaaactgga 
cagcatttgt 
aatgttactt 
aaatcatagc 
gcagtgggtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1489 



<210> 317 

<211> 2833 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2477616CB1 



<400> 317 

tgagtggcag ttatatagac cggcggcgga 
gggtttgtac tatcctcggt gctgtggtgc 
aggtttggac atatttgact cttttccccc 
gagaagccta gtcccctgct ggtcgggcgg 
aaccaggccc cagacatgct gcatagattt 



cacgcgtgtg tgcggacgca gttgcgtgag 60 
agagctagtt cctctccagc tcagccgcgt 120 
caggttgaat tgaccaaagc aatggtgatg 180 
gaatttgtga gacagtatta cacactgctg 240 
tatggaaaga actcttctta tgtccatggg 3 00 
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ggattggatt 
aaagtgatgt 
gccacgctaa 
gctttgagga 
ttctatgttc 
gagcctcagg 
gaggtggtac 
gaagaacatt 
caagaacctg 
cctgaggatg 
gaagacttga 
gctgttccag 
ccagagtcta 
cgagaacaac 
gagcaaggtg 
attggcaacc 
ggaaacgtgg 
gtgtttgatg 
ggtgaggtcc 
cgagataatc 
ggccctcccc 
ccacggcagt 
tggtgaattt 
ttaagtttgt 
ttccctttcc 
acggactttt 
actggatttt 
acatttggta 
taagaaatac 
tgagagtcat 
at tctcactg 
tcacaaaaca 
gt tttaaatg 
agttttttca 
ccagataaca 
caattgttta 
tagaatccct 
tctaaaattg 
tgacctaaat 
agcccgtaag 
tttttttttt 
ttattgatgg 
tggaaaaaaa 



caaatggaaa 
cacaaaactt 
atgatggtgt 
gattcatgca 
acaatgatat 
aggagtctga 
ctgatgattc 
tagaggagcc 
tatctgaaat 
ctcagaagag 
ggacattttc 
ttactgggat 
agcctgaatc 
gaataaatat 
acattgaacc 
tgcctcatga 
tggagttgcg 
attctgagcc 
gtctgaatgt 
gccttcgggg 
gtggaggcat 
gaatcttcat 
tcgacagcct 
ataattttac 
tgacctttag 
aaagaagcaa 
tttttttttt 
tgtttcattc 
aggatttgat 
gactaccttc 
gtatgtttaa 
attctaaaac 
tctagaatgc 
tgtttaattt 
accagagcaa 
aaaaaaaaat 
ctttcatcac 
agtctcaaac 
agttcagcat 
aaggaatgtt 
cttaaaatca 
gcatgcagtg 
aaa 



gccagcagat 
caccaactgc 
ggtagtccag 
aacgtttgtc 
cttcagatac 
agaagaagta 
tggaactttc 
tgttgctgaa 
ccaagaggaa 
ttcttctcca 
ttgggcatct 
accacctcat 
tcagattcca 
tcctccccaa 
ccgaagaatg 
agtggacaaa 
cattaacagt 
tgttcagaaa 
cgaagagaag 
acctggaggc 
ggtgcagaaa 
ggatcttcat 
ttggtatctt 
tttttttgtg 
tctttcactt 
aaaaaaagac 
ttacagccat 
attggaatat 
aatattttga 
tggtgtggag 
aaactgaata 
ctaactgttt 
aactgatagg 
gtatttgtaa 
aactgttgtg 
ctagatttgt 
tttgtgtatg 
tggaatgcct 
ttgtattttt 
actttaatat 
tagccatatg 
ggtgttactt 



gcagtctacg 
cacaccaaga 
gtgatggggc 
cttgctcctg 
caagatgagg 
gaggaacctg 
tatgatcagg 
ccagagcctg 
aagcctgagc 
gcacctgcag 
gtgaccagta 
gttgttaaag 
ccacaaagac 
aggggaccca 
gtgagacacc 
tcagagctta 
ggtgggaaat 
gtccttagca 
aagactcgag 
cctcgaggtg 
ccaggatttg 
gcagccatac 
ggagtatgac 
tgttaatggt 
ccaattttgt 
tgaatttcct 
ttccccaaag 
ttcttatttt 
aggcaggaaa 
aaattgccat 
aaaggaatag 
ttaccattga 
cttttcttga 
aaaaacaaaa 
ccttctattt 
tttattaggt 
tcttttgtta 
ttgaagacag 
attctggtat 
tggactttgc 
gtaaattttc 
ggaaatggcc 



gacagaaaga 
ttcgccatgt 
ttctctctaa 
aggggtctgt 
tctttggtgg 
aagaaagaca 
cagttgtcag 
atcctgaacc 
cagtattaga 
acatagctca 
agaatcttcc 
taccagcttc 
ctcagcggga 
gaccaatccg 
ctgacagtca 
aagatttctt 
tacccaattt 
acaggcccat 
ctgccaggga 
ggctgggtgg 
gagtgggaag 
aaaccctggt 
cccagtctgt 
gtgtgctccc 
ggaatgatat 
tgcttacttt 
gaatgtcttg 
ctacgtgttt 
aacccaaatt 
tggaaaattt 
aatttttttt 
aatttaaatt 
actgttagtt 
agcaaaaaaa 
atctttgatt 
tcagagtatg 
acatatttgt 
atgcttctat 
ctaatcagat 
tcatgtgctc 
tattttgtta 
aatttttatt 



aatccacagg 
tgatgctcat 
caacaaccag 
tgcaaataaa 
gtttgtcact 
gcaaacacct 
taatgacatg 
agaaccagaa 
agaaactgcc 
gacagtacag 
acccagtgga 
acagccccgt 
tcaaagagtg 
tgaggctggt 
ccaactcttc 
tcaaagttat 
tggttttgtt 
catgttcaga 
aggcgaccga 
tggaatgaga 
ggggcttgcg 
tccaacagaa 
tataaactgc 
tctccctctc 
tttaggaata 
gcatatacag 
catattactg 
gaaaagcctg 
gtttcttctt 
gacaattttg 
tgataaagga 
gtgataatag 
tttttgaagt 
ttcccaaaac 
tcagtcttgg 
tggggaatta 
tatgccttat 
agaggttctt 
tcctaatcat 
gtgtccgcat 
tggttctctt 
aaaatatttc 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2833 



<210> 318 
<211> 466 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2477616CD1 



<400> 318 

Met Val Met Glu Lys Pro Ser Pro Leu Leu Val Gly Arg Glu Phe 
15 10 15 



310 



PA- 003 5 US 
Val Arg Gin 
His Arg Phe 
Asp Ser Asn 
lie His Arg 
Lys lie Arg 
Val Val Gin 
Arg Arg Phe 
Ala Asn Lys 
Glu Val Phe 
Glu Glu Val 
Val Pro Asp 
Asn Asp Met 
Pro Asp Pro 
Gin Glu Glu 
Asp Ala Gin 
Thr Val Gin 
Ser Lys Asn 
Pro Pro His 
Ser Lys Pro 
Gin Arg Val 
Pro Arg Pro 
Arg Arg Met 
Asn Leu Pro 
Gin Ser Tyr 
Lys Leu Pro 
Val Gin Lys 
Val Arg Leu 
Gly Asp Arg 



Tyr Tyr Thr 
20 

Tyr Gly Lys 
35 

Gly Lys Pro 
50 

Lys Val Met 
65 

His Val Asp 
80 

Val Met Gly 
95 

Met Gin Thr 

110 
Phe Tyr Val 

125 
Gly Gly Phe 

140 
Glu Glu Pro 

155 

Asp Ser Gly 

170 
Glu Glu His 

185 

Glu Pro Glu 

200 
Lys Pro Glu 

215 
Lys Ser Ser 

230 

Glu Asp Leu 

245 
Leu Pro Pro 

260 

Val Val Lys 

275 
Glu Ser Gin 

290 
Arg Glu Gin 

305 
lie Arg Glu 

320 
Val Arg His 

335 
His Glu Val 

350 
Gly Asn Val 

365 

Asn Phe Gly 
380 

Val Leu Ser 
395 

Asn Val Glu 

410 
Arg Asp Asn 

425 



Leu Leu Asn 
Asn Ser Ser 
Ala Asp Ala 
Ser Gin Asn 
Ala His Ala 
Leu Leu Ser 
Phe Val Leu 
His Asn Asp 
Val Thr Glu 
Glu Glu Arg 
Thr Phe Tyr 
Leu Glu Glu 
Pro Glu Gin 
Pro Val Leu 
Ser Pro Ala 
Arg Thr Phe 
Ser Gly Ala 
Val Pro Ala 
He Pro Pro 
Arg He Asn 
Ala Gly Glu 
Pro Asp Ser 
Asp Lys Ser 
Val Glu Leu 
Phe Val Val 
Asn Arg Pro 
Glu Lys Lys 
Arg Leu Arg 



Gin Ala Pro 
25 

Tyr Val His 
40 

Val Tyr Gly 
55 

Phe Thr Asn 
70 

Thr Leu Asn 
85 

Asn Asn Asn 
100 

Ala Pro Glu 
115 

He Phe Arg 
130 

Pro Gin Glu 
145 

Gin Gin Thr 
160 

Asp Gin Ala 
175 

Pro Val Ala 
190 

Glu Pro Val 
205 

Glu Glu Thr 
220 

Pro Ala Asp 
235 

Ser Trp Ala 
250 

Val Pro Val 
265 

Ser Gin Pro 
280 

Gin Arg Pro 
295 

He Pro Pro 
310 

Gin Gly Asp 
325 

His Gin Leu 
340 

Glu Leu Lys 
355 

Arg He Asn 
370 

Phe Asp Asp 
385 

He Met Phe 
400 

Thr Arg Ala 
415 

Gly Pro Gly 
430 



311 



Asp 


Met 


Leu 






30 


Gly 


Gly 


Leu 






45 


Gin 


Lys 


Glu 






60 


Cys 


His 


Thr 






75 


Asp 


Gly 


Val 






90 


Gin 


Ala 


Leu 






105 


Gly 


Ser 


Val 






120 


Tyr 


Gin 


Asp 






135 


Glu 


Ser 


Glu 






150 


Pro 


Glu 


Val 






165 


Val 


Val 


Ser 






180 


Glu 


Pro 


Glu 






195 


Ser 


Glu 


He 






210 


Ala 


Pro 


Glu 






225 


He 


Ala 


Gin 






240 


Ser 


Val 


Thr 






255 


Thr 


Gly 


He 






270 


Arg 


Pro 


Glu 






285 


Gin 


Arg 


Asp 






300 


Gin 


Arg 


Gly 






315 


He 


Glu 


Pro 






330 


Phe 


lie 


Gly 






345 


Asp 


Phe 


Phe 






360 


Ser 


Gly 


Gly 






375 


Ser 


Glu 


Pro 






390 


Arg 


Gly 


Glu 






405 


Ala 


Arg 


Glu 






420 


Gly 


Pro 


Arg 






435 



PA-0035 US 



Gly Gly Leu 
Val Gin Lys 
Gin 



Gly Gly Gly 

440 
Pro Gly Phe 

455 



Met Arg Gly 
Gly Val Gly 



Pro Pro Arg 
445 

Arg Gly Leu 
460 



Gly Gly Met 
450 

Ala Pro Arg 
465 



<210> 319 
<211> 846 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 360532.1 



<400> 319 

gggcagagga catggggact caggccagcc tgagatcact gggaccagag gaggggctgg 60 
aggatactac acgcaggggt gggctgggct gggctgggct gggccaggaa tgcagcgggg 120 
cagggctatt taagtcaagg gccggctggc aaccccagca agctgtcctg tgagcccgcc 180 
agcatggatg acatctacaa ggctgcggta gagcagctga cagaagagca gaaaaatgag 240 
ttcaaggcag ccttcgacat cttcgtgctg ggcgctgagg atggctgcat cagcaccaag 3 00 
gagctgggca aggtgatgag gatgctgggc cagaacccca cccctgagga gctgcaggag 360 
atgatcgatg aggtggacga ggacggcagc ggcacggtgg actttgatga gttcctggtc 420 
atgatggttc ggtgcatgaa ggacgacagc aaagggaaat ctgaggagga gctgtctgac 480 
ctcttccgca tgtttgacaa aaatgctgat ggctacatcg acctggatga gctgaagata 540 
atgctgcagg ctacaggcga gaccatcacg gaggacgaca tcgaggagct catgaaggac 6 00 
ggagacaaga acaacgacgg ccgcatcgac tatgatgagt tcctggagtt catgaagggt 6 60 
gtggagtaga tgctgacctt cacccagagc tgcctatgcc cagcctccaa ctccagctga 720 
gtcctggggt tggggagggg gtcggggtcc caggacctga gcctggccat gtcctcaacc 7 80 
ccaaatcccc cgactccctc cccagatctg tcctggggga tgcaaataaa gcctgctctc 840 
ccaagg 846 



<210> 320 

<211> 1158 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 360532.9 



<400> 320 

ggagaaacac 

atccctacaa 

gagcagcttg 

gggcgctgag 

ccagaacccc 

cggcacggtg 

caaagggaaa 

tggctacatc 

ggaggacgac 

ctatgatgag 

ctgcctatgc 

ccaggacctg 

gtcctggggg 

ccgaaatgct 



cttgatcttg 
aaatgcctgt 
acagaagagc 
gatggctgca 
acccctgagg 
gactttgatg 
tctgaggagg 
gacctggatg 
atcgaggagc 
ttcctggagt 
ccagcctcca 
agcctggcca 
atgcaaataa 
ggatcccaag 



gtttgcaagc 
gagcccgcca 
agaaaaatga 
tcagcaccaa 
agctgcagga 
agttcctggt 
agctgtctga 
agctgaagat 
tcatgaagga 
tcatgaaggg 
actccagctg 
tgtcctcaac 
agcctgctct 
agtgtggggg 



ccttctccgc 
gcattggatg 
gttcaaggca 
ggagctgggc 
gatgatcgat 
catgatggtt 
cctcttccgc 
aatgctgcag 
cggagacaag 
tgtggagtag 
agtcctgggg 
cccaaatccc 
cccaaaaaga 
gggtgtcaac 



taatactgac 
acatctacaa 
gccttcgaca 
aaggtgatga 
gaggtggacg 
cggtgcatga 
atgtttgaca 
gctacaggcg 
aacaacgacg 
atgctgacct 
ttggggaggg 
ccgactccct 
aagagaaggt 
ttgtctggga 



taccaagctg 60 
ggctgcggta 120 
tcttcgtgct 180 
ggatgctggg 240 
aggacggcag 300 
aggacgacag 3 60 
aaaatgctga 42 0 
agaccatcac 480 
gccgcatcga 540 
tcacccagag 600 
ggtcggggtc 660 
ccccagatct 720 
cccgttagag 780 
attcgatttc 840 



312 



PA-0035 US 



ccggaaccga gataggcggg atggcccaaa agggattacc tgactgtgta tgggtgggag 900 
ggtcggactt tcgaacgaga ggtatgctgg acccgctccg aattgggggg gaggtaatag 960 
atttaaaaaa agcccgcgag ggccctccgc catgggaaag aacccggggg tggggcatag 1020 
taggggggac caaaaaagaa ttttgatgtg gccccccccc aagtttcact tgggggaaaa 1080 
ggaggctgtg gcaaaggccc tatcccaatg gggaaaagcc cgtggggaaa aagaggtttt 1140 
ggcgaaaagg ccccccgc 1158 



<210> 321 
<211> 498 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 110245.1 



<400> 321 

cgcctggtta 

actcgtacca 

acagtgggac 

tctgtaatat 

cagcttttat 

ctggagttgg 

gcttcatctg 

gcccagggaa 

ataaaacgag 



aatatttttg 
agtatctatc 
agtttctagt 
ccacatgcag 
atggtagtga 
acagatttgg 
tttcctatgg 
gacctcagtg 
aagcacat 



gcaagagtac 
acaaggcagc 
gtattgtcat 
atgtagaatc 
tacattcagt 
ggttaagcct 
gaatttataa 
ttagtggact 



ttcataggcc 
atgtgtctac 
tgcgaccagg 
caaatcgtat 
ttcttacatt 
gatggctagc 
tagtagctac 
ctttaatgat 



accctcaaaa 
atctccaccc 
cttttaagat 
ttacagagaa 
ctagattatt 
tgtgtgacct 
ttcctagggc 
cgttagcagc 



tttcagcatc 60 
cagtgctgtt 120 
tcttagcata 180 
ctttgcatgg 240 
cagggaggtt 300 
tacacacctc 360 
acaggatctg 42 0 
tgttgtgatc 480 
498 



<210> 322 

<211> 1939 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 478620.53 



<400> 322 

atgctcagtc 

gtgcgcgcgt 

ggggcctacc 

cagcagagtt 

tattcttctt 

tatggctcga 

tcctcctatc 

agcagttctc 

agctatggtg 

tatggacagc 

gaggtaacta 

atggcaatca 

gaggccgcgg 

gcagcagtgg 

tgggcggaag 

gtcatgactc 

agaatgttac 

acaagaaaac 

agggagaggc 



ctccaggcgt 
gcgcggacat 
ccacccagcc 
acagtggtta 
atggccagag 
ctggcggcta 
ctggctatgg 
agagcagcag 
gacagcagca 
agaaccagta 
tggccaagat 
agaccagagt 
caggggtggc 
tggctatgaa 
tgaccgtggt 
cgaacaggat 
aattgagtct 
gggacagccc 
aacggtctct 



cggtgctcag 
ggcctcaaac 
cgggcagggc 
tagccagtcc 
ccagaacaca 
tggcagtagc 
ccagcagcca 
ctatgggcag 
aagctatgga 
caacagcagc 
caatcctcca 
ggtggaggtg 
agtggtggcg 
cccagaggtc 
ggcttcaata 
aattcagaca 
gtggctgatt 
atgattaatt 
tttgatgacc 



cggtgttgga 
gattataccc 
tattcccagc 
acggacactt 
ggctatggaa 
cagagctccc 
gctcccagca 
ccccagagtg 
cagcagcaaa 
agtggtggtg 
tgagtagtgg 
gcagcggtgg 
gcggcggcgg 
gtggaggtgg 
aatttggtgg 
acaacaccat 
acttcaagca 
tgtacacaga 
caccttcagc 



acttcgttgc 
aacaagcaac 
agagcagtca 
caggctatgg 
ctcagtcaac 
aatcgtctta 
gcacctcggg 
ggagctacag 
gctataatcc 
gagaggtgga 
tggtggcagt 
ctatggacag 
cggcggtggt 
ccgtggaggc 
ccctcgggac 
ctttgtgcaa 
gattggtatt 
cagggaaact 
taaagcagct 



ttgcttgcct 
ccaaagctat 
gccctacgga 
ccagagcagc 
tccccaggga 
cgggcagcag 
aagttacggt 
ccagcagcct 
ccctcagggc 
ggtggaggtg 
ggtggcggtt 
caggaccgtg 
ggttacaacc 
agaggtggca 
caaggatcac 
ggcctgggtg 
attaagacaa 
ggcaagctga 
attgactggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 



313 
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ttgatggtaa 
actttaatcg 
gtggaggcta 
gtggtggcgg 
agaatatgaa 
gcccaggagg 
gtggcagagg 
tccgaggggg 
ggggtgagca 
tctggaacag 
tcctgatcac 
cccattaaaa 
gaagatcgat 
caggaactgg 



agaattctcc 
gggtggtggc 
tggaggtggt 
tggaggacag 
cttctcttgg 
gggaccaggt 
aggctatgat 
ccggggtggt 
cagacaggat 
ctttttgtcc 
ccaagggttt 
gtgaccattt 
gtcccgatca 
aatacagtg 



ggaaatccta 
aatggtcgtg 
ggcagtggtg 
cagcgagctg 
aggaatgaat 
ggctctcaca 
cgaggcggct 

ggggacagag 
cgcagggaga 
tgtacccagt 
ttttgtgtcg 
tagttaaatt 
ggaaggtaga 



tcaaggtctc 
gaggccgagg 
gtggtggccg 
gtgactggaa 
gcaaccagtg 
tggggggtaa 
accggggccg 
gtggctttgg 
ggccgtatta 
gttaccctcg 
gactatgtaa 
ttgttcctct 
gagttttcct 



atttgctact 
gcgaggagga 
aggaggattt 
gtgtcctaat 
taaggcccct 
ctacggggat 
cggcggggac 
ccctggcaag 
attagcctgg 
ttattttgta 
ttgtaactat 
tccccctttt 
gttcagatta 



cgccgggcag 
cccatgggcc 
cccagtggag 
cccacctgtg 
aaaccagatg 
gatcgtcgtg 
cgtggaggct 
atggattcca 
ctccccaggt 
accttccaat 
acctctggtt 
cactttcctg 
ccgtgcccag 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1939 



<210> 323 

<211> 1684 

<212> DMA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



1813444CB1 



<400> 323 

caggcgtcgg 

cggacatggc 

cccagcccgg 

gtggttatag 

gccagagcca 

gcggctatgg 

gctatggcca 

gcagcagcta 

agcagcaaag 

accagtacaa 

aagatcaatc 

agagtggtgg 

gtggcagtgg 

atgaacccag 

gtggtggctt 

acctgaaagc 

tgcctttctc 

aagaggtcct 

aggaagaatc 

aggagccaga 

gtcagagctc 

aacagagtgg 

agaatgaaag 

agcgcctgac 

tgcaccaagc 

tcccagaagt 

catacgcagg 

ttgtacattt 

aaaa 



tgctcagcgg 
ctcaaacgat 
gcagggctat 
ccagtccacg 
gaacacaggc 
cagtagccag 
gcagccagct 
tgggcagccc 
ctatggacag 
cagcagcagt 
ctccatgagt 
aggtggcagc 
tggcggcggc 
aggtcgtgga 
caataaattt 
agatgtgctt 
cttcgggaca 
gtcttcagat 
aaaaatcttc 
accagcagag 
cctggctcag 
tcattcccca 
gaaagtggca 
cagggaagta 
atgaacaatt 
ggctactgac 
gggaaggctt 
atttattact 



tgttggaact 
tatacccaac 
tcccagcaga 
gacacttcag 
tatggaactc 
agctcccaat 
cccagcagca 
cagagtggga 
cagcaaagct 
ggtggtggag 
agtggtggtg 
ggtggctatg 
ggcggcggcg 
ggtggccgtg 
ggtgtgttca 
ttccagactg 
ctgtccagct 
gaaaatgggg 
accactcttg 
gtcacaagca 
gaggaagagg 
gcccgggctg 
cagctagctg 
gaggcgactc 
gggagcatca 
taccctctca 
ggagtagaca 
gtccctatct 



tcgttgcttg 
aagcaaccca 
gcagtcagcc 
gctatggcca 
agtcaactcc 
cgtcttacgg 
cctcgggaag 
gctacagcca 
ataatccccc 
gtggaggtgg 
gcagtggtgg 
gacagcagga 
gtggtggtta 
gaggcagagg 
agaaggaagt 
atccaactgc 
gggagctgga 
gtacctatgt 
accctgcttc 
cctcccagag 
aggaagacca 
gaaagcagcg 
aagagaatga 
gccgagctct 
gtcccccact 
c tagtgccaa 
aaaggaaagg 
attaaagtga 



cttgcctgtg 
aagctatggg 
ctacggacag 
gagcagctat 
ccagggatat 
gcagcagtcc 
ttacggtagc 
gcagcctagc 
tcagggctat 
aggtggaggt 
cggttatggc 
ccgtggacgc 
caaccgcagc 
tggcatgggc 
gtatcttcat 
agagatggca 
agcctggtat 
ttcacctcct 
tctggcttgg 
ccctcactct 
agggagaacc 
catgaaggag 
acggctcaag 
gattgaccga 
tgggccacac 
tgatgtgacc 
tctcagcttg 
ctttctatga 



cgcgcgtgcg 
gcctacccca 
cagagttaca 
tcttcttatg 
ggctcgactg 
tcctatcctg 
agttctcaga 
tatggtggac 
ggacagcaga 
aactatggcc 
aatcaagacc 
cgcggcaggg 
agtggtggct 
ggaagtgacc 
acatcaccac 
gctgagtcat 
gaggacctgc 
ggaaatgaag 
ctgactgagg 
ccagattcca 
aggaaacgga 
aaagaacagg 
caggaaatcg 
atggtgaatc 
tacccacctt 
ctcaatccca 
tatatagaga 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1684 



<210> 324 
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<211> 462 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1813444CD1 

<400> 324 





Met 


Ala 


Ser 


Asn 


Asp 


Tyr 


Thr 


Gin 


Gin 


Ala 


Thr 


Gin 


Ser 


Tyr 


Gly 




1 








5 










10 










15 




Ala 


Tyr 


Pro 


Thr 


Gin 


Pro 


Gly 


Gin 


Gly 


Tyr 


Ser 


Gin 


Gin 


Ser 


Ser 












20 










25 










30 




Gin 


Pro 


Tyr 


Gly 


Gin 


Gin 


Ser 


Tyr 


Ser 


Gly 


Tyr 


Ser 


Gin 


Ser 


Thr 












35 










40 










45 




Asp 


Thr 


Ser 


Gly 


Tyr 


Gly 


Gin 


Ser 


Ser 


Tyr 


Ser 


Ser 


Tyr 


Gly 


Gin 












50 










55 










60 




Ser 


Gin 


Asn 


Thr 


Gly 


Tyr 


Gly 


Thr 


Gin 


Ser 


Thr 


Pro 


Gin 


Gly 


Tyr 












65 










70 










75 




Gly 


Ser 


Thr 


Gly 


Gly 

80 


Tyr 


Gly 


Ser 


Ser 


Gin 
85 


Ser 


Ser 


Gin 


Ser 


Ser 
90 


if; 


Tyr 


Gly 


Gin 


Gin 


Ser 


Ser 


Tyr 


Pro 


Gly 


Tyr 


Gly 


Gin 


Gin 


Pro 


Ala 


iS 










95 










100 










105 




Pro 


Ser 


Ser 


Thr 


Ser 


Gly 


Ser 


Tyr 


Gly 


Ser 


Ser 


Ser 


Gin 


Ser 


Ser 












110 










115 










120 


iff 


Ser 


Tyr 


Gly 


Gin 


Pro 


Gin 


Ser 


Gly 


Ser 


Tyr 


Ser 


Gin 


Gin 


Pro 


Ser 












125 










130 










135 




Tyr 


Gly 


Gly 


Gin 


Gin 


Gin 


Ser 


Tyr 


Gly 


Gin 


Gin 


Gin 


Ser 


Tyr 


Asn 


^0 










140 










145 










150 




Pro 


Pro 


Gin 


Gly 


Tyr 


Gly 


Gin 


Gin 


Asn 


Gin 


Tyr 


Asn 


Ser 


Ser 


Ser 












155 










160 










165 




Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Asn 


Tyr 


Gly 


Gin 


Asp 












170 










175 










180 




Gin 


Ser 


Ser 


Met 


Ser 


Ser 


Gly 


Gly 


Gly 


Ser 


Gly 


Gly 


Gly 


Tyr 


Gly 












185 










190 










195 


p 


Asn 


Gin 


Asp 


Gin 


Ser 


Gly 


Gly 


Gly 


Gly 


Ser 


Gly 


Gly 


Tyr 


Gly 


Gin 












200 










205 










210 




Gin 


Asp 


Arg 


Gly 


Arg 


Arg 


Gly 


Arg 


Gly 


Gly 


Ser 


Gly 


Gly 


Gly 


Gly 












215 










220 










225 




Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Tyr 


Asn 


Arg 


Ser 


Ser 


Gly 


Gly 


Tyr 


Glu 












230 










235 










240 




Pro 


Arg 


Gly 


Arg 


Gly 


Gly 


Gly 


Arg 


Gly 


Gly 


Arg 


Gly 


Gly 


Met 


Gly 












245 










250 










255 




Gly 


Ser 


Asp 


Arg 


Gly 


Gly 


Phe 


Asn 


Lys 


Phe 


Gly 


Val 


Phe 


Lys 


Lys 












260 










265 










270 




Glu 


Val 


Tyr 


Leu 


His 


Thr 


Ser 


Pro 


His 


Leu 


Lys 


Ala 


Asp 


Val 


Leu 












275 










280 










285 




Phe 


Gin 


Thr 


Asp 


Pro 


Thr 


Ala 


Glu 


Met 


Ala 


Ala 


Glu 


Ser 


Leu 


Pro 












290 










295 










300 




Phe 


Ser 


Phe 


Gly 


Thr 


Leu 


Ser 


Ser 


Trp 


Glu 


Leu 


Glu 


Ala 


Trp 


Tyr 












305 










310 










315 




Glu 


Asp 


Leu 


Gin 


Glu 


Val 


Leu 


Ser 


Ser 


Asp 


Glu 


Asn 


Gly 


Gly 


Thr 












320 










325 










330 




Tyr 


Val 


Ser 


Pro 


Pro 


Gly 


Asn 


Glu 


Glu 


Glu 


Glu 


Ser 


Lys 


He 


Phe 












335 










340 










345 




Thr 


Thr 


Leu 


Asp 


Pro 


Ala 


Ser 


Leu 


Ala 


Trp 


Leu 


Thr 


Glu 


Glu 


Glu 
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350 










355 










360 


Pro 


Glu 


Pro Ala 


Glu 
365 


Val 


Thr 


Ser 


Thr 


Ser 
370 


Gin 


Ser 


Pro 


His 


Ser 
375 


Pro 


Asp 


Ser Ser 


Gin 


Ser 


Ser 


Leu 


Ala 


Gin 


Glu 


Glu 


Glu 


Glu 


Glu 






380 










385 










390 


Asp 


Gin 


Gly Arg 


Thr 


Arg 


Lys 


Arg 


Lys 


Gin 


Ser 


Gly 


His 


Ser 


Pro 






395 










400 










405 


Ala 


Arg 


Ala Gly 


Lys 
410 


Gin 


Arg 


Met 


Lys 


Glu 
415 


Lys 


Glu 


Gin 


Glu 


Asn 
420 


Glu 


Arg 


Lys Val 


Ala 


Gin 


Leu 


Ala 


Glu 


Glu 


Asn 


Glu 


Arg 


Leu 


Lys 




425 










430 










435 


Gin 


Glu 


He Glu 


Arg 
440 


Leu 


Thr 


Arg 


Glu 


Val 
445 


Glu 


Ala 


Thr 


Arg 


Arg 
450 


Ala 


Leu 


He Asp 


Arg 
455 


Met 


Val 


Asn 


Leu 


His 
460 


Gin 


Ala 









<210> 325 

<211> 2825 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 474588.21 

<220> 

<221> unsure 

<222> 1733, 2736, 2816 

<223> a, t, c, g, or other 

<400> 325 

aataattagc ttgctttcga atatctggac ttagacagtc ttagcctttg gcctctcaag 60 
ggctctaaat ctctatgcac aattttgtgt tttcattttg gtgtggaaaa tctttgtaaa 120 
ttttatccta ttgtcagagt agtcatagaa ccataaaagg ataaagaagc ctgatctaga 180 
tctttgctgc tgcttcagag aatcttttca gagagaaata aatgagttga atatttttca 240 
agactaacat tttctgaaac tttaagaaga aaaaattttc taacattgtg aacagattaa 300 
gtagctattt tattaaatgc tttgatttta attgaggtag tttttttgaa aacacgggaa 3 60 
ttttagtttg gaattaggca aagattgttt aacagttggt gagtttaagt taagtgacct 42 0 
tcagatttta gcaatttcat gatttacaaa tcgtgggtta tatttttttc tcttaaatat 480 
atttctgtgt catattttta gtctgtagat tttcttatgg tcccatgatt attggtgtat 540 
actttttttt tcttggtaag acctttaagt tttatgattt tcaattgaga taatgtataa 600 
tgtttgagtt ttaggctata taaggaatta gctttcctgc atttaaagga atcatttggc 660 
agtcagtagc atattttcct gattttttgt tgttgttaaa ggagataagt tgataactgt 720 
atgttgaagg gttctcatga tattctctaa aaagtgcaaa tatcagtgct tgatttatag 780 
atgtgtaata aacagtggtc tgtaaaagca tgtagtataa aaaatatggt attttccctt 840 
atatacagcc tataaactct tcctattcct tgagtttagg gtagactaac aaattacagc 900 
gtagaagaga gtcagctacc agattaaatg catgcgtacc atacagataa tttattaagt 960 
atttttgcat attgaacatt gacttacatt aattttccct tttcaccacc acgtctttgt 1020 
cattttgacc ctgaacactt aataaatcac tcagattgat ctaaaatatg cttatgtata 1080 
ctttaataga aaattacatt gcatggcttt ctgacttggg tttttgttat aaaagtgcct 1140 
gttttgttca tgtgtcctga gagagcaagc attgtgacat acctgactaa cttaaaagca 1200 
gattgcctgt gaagcacaat ttgagtccaa ttttttgagg tatggagttt tagctatcat 12 60 
ggctgggttt ttactcaatc tcaaataata gggctctggt tattttgcag agtgtctctg 1320 
aagaatggac agaattgccc tggctaacta caagctacgg ttcacagtgg ataaatgttg 13 80 
gcgtgctttt ttactttctg actttttaaa attttgcttt tatatcttgt agttccaatc 1440 
aattttatat gaatgctatt ataaaattca gtgtaaaatc ttttcttgtc tagcttaaaa 1500 
cttgtgtgtg tctagtattt ttcttcaatg atttaacatt tctgaaaatg tcaagttctc 1560 
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aaaatttaga 
ttagggaata 
ttaggtagaa 
taatgtcctg 
gcttaatatt 
aatatacata 
aatacatgat 
aggtgaaaca 
gcaaacctaa 
caacaggaaa 
acgccattca 
caacccgaaa 
aggaaatgtg 
agacttattg 
aaacagctat 
tgtggaggtg 
ggacaaataa 
tcccatgaaa 
gttgtgaaat 
aatcaaattg 
acaaattggc 
ggcat 



caaaaagggg 
tacaactttt 
tatagtgtca 
tgaactttat 
taaaagttta 
tatacttaag 
aaattttgta 
tgagaatgag 
acttctgatt 
gtctaaggga 
acagatgggt 
gcctcccgct 
gaattttgga 
cagaaataga 
catatgatga 
ttacttctgg 
tggaaattcg 
gtgcagcaca 
gctattgggg 
gatatcccca 
cagtatatgc 



ggtataaatt 
tcattctttt 
aataagttat 
aagtggttaa 
aaaagttttt 
ttattgattt 
gaataaaagg 
ttgtgtgtga 
gtttctgatt 
tatggctttg 
ggccagtggc 
ccaaagagta 
gaaaaatacg 
tgagaagcaa 
ggttgtaaat 
gctaacagaa 
agtctttcca 
tgcaattgtt 
caaagaaact 
accttatggc 
ctaatggttg 



gatctgaaaa 
ggtttccagt 
aaattgcatg 
gtagttcatg 
tgaagagaga 
gcatgtctat 
tgaatttgca 
aattcttatt 
tcagagatgc 
tctccttttt 
ttggtggaag 
catatgagtg 
ctagatttta 
atcaagacta 
cagtctagtc 
caactaatgc 
gataaaggat 
tctgttaatg 
cttgatatga 
ccagtngggc 
gcaagttcct 



aattaaatag 
tttctatttt 
gttaaagaaa 
tgagtagctg 
ggcaatttct 
aaaattaagc 
ttaaaggttc 
tgatatccag 
ccgagtggta 
caacaaatgg 
acaaatcaga 
taggtgtatt 
aatgttagag 
ctattcaaaa 
caagcaactg 
gtcagacttt 
attcatttgt 
gtactaccat 
taaatcccgt 
cagtggtatg 
gcatatggaa 



tttaattagt 
tttttaatga 
gcnattcatc 
ctttcaccat 
gtacaatata 
ctcatttcct 
actttaatga 
aggatagttt 
aaagacatgg 
gatgctgaaa 
actaactggg 
ggagaagaaa 
ctgttcccgg 
atcaaatacc 
tactgtatac 
ttcaccattt 
tcggttcaat 
tgaaggtcat 
gcaacagcag 
gaaatgcaca 
tgtatngcca 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2825 



<210> 326 
<211> 997 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 407838.1 

<220> 

<2 21> unsure 

<222> 740, 746, 819 

<223> a, t, c, g, or other 



<400> 326 

atttaatatc tcattcaaac acaataaata aataagaagg gaacaaatgc aattacataa 60 
aaatcacact gtcattataa ctaaaaaaaa tctaaatttt aaattatcta tgggtaaaaa 120 
aaaaatcaag caaacagaaa tattcaagaa caccaacaaa ctccagcaag ctacctccat 180 
ggaacagggg agagggcaac tagcaatgcc taaaattaat gctgaaccat cagccaagaa 240 
tggaagatta ttcaacttgt gaaaataaag attgcagggg tcaaattgat aaagtataag 3 00 
ggcgtgttgg atgaaaaggt agtctcctag gagtggagga acacagtgaa aggagttgat 360 
ggaaatggaa aagcattctt tcgaagcaca aggatgaatt gcaaaagagc aagtggaaaa 420 
aaacaagatt ttcaaggcaa aagaaaattt aaaaaattaa aagcgtacaa cctggtcccc 480 
acttcctcac tcctcctaag aaaaatctaa tacagaatta tatgctttgt tacagagaca 540 
gaagtgagtg atttttaaac caagatcctt ataaaaccac agattgtcag tcttgtcaat 600 
aaaaattcag aatatcaaac actcttttct gaaaatgttg acaaagttaa atgaaaaata 6 60 
taaagttata caatttagct ggcaaaaaag cccttccctc acccccccaa aaaccatggc 720 
acttggtcaa gcagaagaan actganatat agcagtataa attgaattgc aaatcttaaa 780 
ccagtgttta tggatctgaa aaatcatctt gaatcagana taaaaaatct aaaatataat 840 
gttaataaca ggaagaaata aaatttattg agtcaagaaa ataaatagaa gggatgttaa 900 
aatcatatta gaaataatta tgaagttaca aagtgaccta gagagaataa atttgaatga 960 
gaaaccttaa actaaggcta gatatagata gacaggc 997 
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<210> 327 
<211> 509 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 994387.19 



<400> 327 

agctcttgga 

agagccctgg 

acacagccac 

agggccgtgc 

tggccctgga 

ttcgcacatc 

gcttgttcaa 

cagcaagtaa 

gcagcagcag 



cttctgaggc 
cattccagca 
ttctggtggt 
atcctctact 
ttcaagctcc 
taaggaggag 
actcaaaaac 
aggagctgaa 
ccagaccagt 



tgtttcctaa 
ggagctaaca 
taccactcac 
accctggagg 
gcaataatca 
aagaagcatg 
cagacggaac 
gaagtcaggt 
agctggagc 



tttcaaaatt 
ggaaaaagaa 
ctggggattc 
atctggagag 
gtcaactcac 
agatacatct 
aacgagaaca 
ggagctgaag 



aaaagcatat 
aatcaatggc 
agcaacaggt 
ccagtaccaa 
tgaaaacatc 
ggtacagaag 
agagcacact 
agccaagagg 



tggcagagga 60 
agtagccctg 120 
atctacgggg 180 
gaactagcag 240 
aattcactgg 300 
cttgggagga 3 60 
gcagttggag 420 
ctccgagtct 480 
509 



<210> 328 

<211> 4227 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 347796.7 



<400> 328 

ccgtggcttc 

tctgacacga 

tagtttatga 

cttcctaagt 

agcttcttga 

ttccattaac 

cagctccctg 

tgtcgctcac 

ggatttctga 

acggaacaac 

tggtttccta 

aggatcagag 

gcccagacac 

ggagctcgtg 

ggtgagcagc 

gctgaatctg 

catgtttttg 

acagtaactt 

ttgaggtgtt 

tgtggaactg 

ttcaggcttt 

cttctgcttc 

atgcatatta 

tctttgttag 

gtttgagtta 

tataagggtc 



agccttggca 
gctccctctg 
attttaggtt 
tattgaaaaa 
agatttagaa 
attatgattt 
actggttcgc 
ctgtggctga 
catgctcagc 
tcttactttt 
tgttttcttt 
ctctcctggc 
actcactgcc 
tgctccttgg 
tgaagggcta 
tgtttcagcc 
tcacattaga 
ggaaatatga 
gtcctgcagt 
aatccctcct 
ccaagaagcc 
ctttagataa 
attccatctg 
gaattggtca 
ctcagttacc 
tatgagtagc 



gggagagtga 
cttgctttcc 
tcatgataag 
atgtcttttc 
gttatataaa 
aaccattgta 
ctttcattgt 
cacacccagc 
aggtagacca 
aaaaattact 
ccctgttttg 
atccgtgggg 
ccgtctgtcc 
ccgcttactg 
ggagggaagc 

tcagttggtt 
gaataaacag 
aaaggccaga 
tgtcattgtc 
ccctccactc 
aaccaccttg 
aaagcagctc 
agtgattgtc 
aaattcatct 
taagcttgct 
tgtgtatgaa 



tgctccaggc 
aggtcttgaa 
cctcaagtgt 
atggtgaatg 
aaattaattt 
tttaatttcc 
gtgaggtcgg 
cctggaaacg 
gaggccgtgt 
tgttccccca 
attttgctga 
aggatttgct 
aaggcctccc 
gaagggcgtt 
cggcccccgc 
gcaccgttag 
ccacacacac 
aggaggagca 
ttctccaccg 
cttgggagcc 
gagatttttt 
aagagacctt 
agtgtaaggc 
ctttctttaa 
attcatccaa 
taaatattac 



aacacggttc 
aatctgaatt 
agttggactt 
acaatattta 
aaaagcaaac 
caccttatga 
cacttggact 
gggccccaga 
gaccagctca 
aattgttgag 
agggagaggt 
ggtggtggct 
cttccccttt 
tttcagagct 
tctgcagaag 
cccctctcct 
attttttttt 
agggctgttt 
ggctgttccc 
caggtggtcc 
ttcttgaatt 
atcttaggga 
cttttaaaac 
gcccatcaac 
atcattttct 
ctgtctacct 



tgagtcacct 
cacttcagtt 
ttattgaatc 
tgttgccttt 
caaaagaggt 
aacacaacag 
cactcagaac 
cgccacgtcg 
gtgctggttt 
tgccgccgtt 
ggtggtggtt 
tcgggctcat 
gctggtggga 
gcagggacag 
ctgcatttca 
cccggatggt 
ttcctttaaa 
tctggagtgg 
atttatttcc 
ttggccacca 
tcgctgtttt 
tgagaaaaac 
aaaagcaagt 
tcccaggacg 
agagtcactg 
caaaatacac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 
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atactgctga 
tagaacttag 
caaattcaaa 
ataatatata 
aagctgatag 
gtggtgaccc 
atttttctag 
tgcctctcgt 
tctgtggagc 
ggctgaattt 
gttttttttt 
aaaacaaatg 
cggaatacgg 
atattgaatt 
tctattttaa 
ttatttacag 
gtagctttta 
taggttccaa 
taaattgaaa 
cgtttttcat 
agccagtgat 
cttggacccc 
acaagagcgg 
ccttgcttgt 
ttgggttgga 
gtgctctcaa 
ttctctgttt 
aatgtatttc 
attcaaatga 
ccccgcagga 
cgtctgagga 
atgtccactc 
gggttgggga 
agtcgaggtg 
acatttttta 
aaatcttttt 
gtgttttgcc 
gtgtttctgg 
tcatgggatg 
acacacatgc 
accagcccac 
cgatttgctt 
ggtccagcat 
tgcagaaaga 
gaacttactg 



agcattctgt 
gcattttcct 
taaaattaaa 
tttgtaactt 
atttaaatac 
tgcttttgta 
gagttcatcg 
ctgaccttgc 
ctctgggcgg 
cattttttcc 
taaacagatg 
ctgttaaatc 
tctcaccgat 
taagatttgg 
gccttctatc 
gcatataaaa 
atttgtatgt 
tatgcattta 
gggaacatag 
tgttattatt 
gcctcgggcc 
acgtgcttgt 
agctgccctg 
tttctctgaa 
cgttctgggt 
aacatggaaa 
cctcaggaag 
tctgccttga 
taccataatt 
acgcgccgag 
acgagctgca 
ccatggctta 
agacagtgca 
tggaggtgat 
tgctttgtgt 
tggaatattg 
aattaatatt 
ctggaaatgt 
agcaatgctg 
atgctacata 
ggctcccttc 
caggcggcat 
ttgctaccag 
ggttgctgca 
attcccatag 



acaaccgtgt 
gtgtggcgga 
tcacagttca 
tgtagctatc 
acagacgggc 
accgcgttaa 
tgcagacagt 
agccttagtc 
ccttctttcc 
agcatgaaag 
gagttactgt 
accttatgcg 
gcagttttca 
ggggttaaaa 
atattttccc 
tgaaattgtg 
ttttatgtgg 
ttagacatct 
atggaattcc 
gtgagaatgc 
acgctgtggg 
ggccaggctg 
gcccaagcac 
cagcaacaga 
acaagccaac 
ataagtttag 
tcattactgc 
catttaaata 
tgtacgggac 
gtctccctca 
gtttgagcgt 
attgcctatc 
gccacccagc 
cacgaagata 
tggtgtgtaa 
cttaaatgtt 
atatgcttgt 
attacataaa 
tgggtattgg 
tgtgtacgct 
ctcaccccag 
ttgtaaactg 
agtttaggcc 
gtttggagct 
gtgtgtc 



gttatcacag 
ataagaaagg 
gatgaaactg 
tttgaaatca 
gagtggcgcc 
cctgacaaaa 
cttcactaca 
gttggaggct 
tttctgtcaa 
ccaggatcgg 
gaagaagttt 
tcgttttcaa 
tggacataga 
aagaaaactt 
atccaattgt 
agatgttttg 
atgaagagca 
gtttaaatgg 
aaaatatgta 
tgttattggg 
gccacctcag 
cccctgggcg 
tgcagctgcc 
acagtgttca 
ctagtcccac 
tgcacatagc 
gccaccacat 
cataaattga 
agggtgcggg 
ccctccaggt 
tcccctgaga 
agacgcattt 
ctttaccagc 
catgtgtttg 
tttttgtact 
ttgattttat 
aataaaagca 
tcatttgtat 
atggaccact 
cagaccacat 
ccctccccac 
tcaccctgct 
acaaactttg 
ggttatgcca 



tgcagtttta 
attaaacagt 
aatatcattg 
cttgactttg 
cgtgtcgatg 
cctcagcagc 
ggactcggcc 
ggagcgcaat 
cctctcattt 
ttagtggttg 
tcacaactat 
cagcagtggg 
aaattcaaat 
aactttataa 
ttggtttcag 
caagcttctt 
ttttttatgc 
taatgtagca 
cattcagctg 
gttgtgtgtg 
tcctgcctgg 
gggccatgtg 
tgcacccccg 
cagcgattca 
gttgtacgtg 
taaatcacaa 
cacatgacct 
gataagtaga 
caatggccac 
gtccttcgca 
tgtgcgtagc 
tcccagacga 
agcgtacggc 
actgtttaat 
cttggtggct 
gatagtgaag 
aaagaaaagc 
gagcatgaga 
caggcagcct 
gcctgcacat 
tcccaggtta 
tgcaaaccct 
taaagctcag 
aggaaaatac 



agtgtaacgt 
tacaagcctc 
taataatctc 
caatggtgct 
tcttcagcca 
agaagtccct 
ctggggcctc 
ggccctgccg 
cacagaaaaa 
gattctattg 
ttatgctggt 
gctaattacc 
agaatatata 
aattatttat 
tggtccagct 
tttactttga 
ttttgtgcaa 
tttattttgc 
tttggttttt 
agtgcccgtc 
gtcctggtgc 
gcctcagacc 
ggcttcgcag 
aagggtggca 
aatgtttaat 
aacatccaat 
taacatgatc 
ttagaaaatc 
gtggccaagg 
cccaacagtg 
ctccgtgtaa 
aagcaatgtt 
agacgaaggc 
ttgaaagttt 
agtttttgtc 
cttgtattca 
ttaagtgaaa 
gatgacttgc 
ggccgcacac 
atgtccacac 
accaatgtct 
catttaaatg 
tttgtctcct 
ggctaaaaaa 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4227 



<210> 329 
<211> 525 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 406498.4c 



<400> 329 
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gccagtgtaa cgctctgggt tcagcaatag 
atcatcaagt tcacaaaagt gatcccgtga 
ttctttgctt tgattactta atgtgctgtt 
atcttctaat tctttggtat tgtttgccat 
tattccaacc ggaattttac tctctggaca 
gtggccatct tctgcccaga aaggacaagg 
atagtctctc tcttgcaatt tttttatttt 
gatgctgtca atatcacaca agcaatcatc 
gctccgcagg aagctcaggg tgaccagcag 



gtctacatac tgagcagctg gagatctctc 60 
atcatcatat cttgcccagt caatgaaagc 12 0 
aattgctccc agtttattag cttgctcaca 180 
tttcaagtac ttattagaat gcccagcttt 240 
gggctccaca tgacagtctt ttattgaaca 300 
tcgcttcaga ttaaccttgt aataacgaaa 3 60 
ggggaagatt ttgtaggtat tgaagttatc 42 0 
cagaactcca gtgacctgcg cctcgacgac 480 
ctgcaccgcg gccgc 525 



<210> 330 
<211> 1744 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3346307CB1 



<400> 330 

ccaaggggga ggtgcgagcg tggacctggg 
cgggttcgca cacccattca agcggcagga 
cgctagctgc ggcttctacg ctccggcact 
gtcctcacca tgcctagcct ttgggaccgc 
tcgtccttgc cccgaactcc caccccagat 
acccgggagg aggggtttga ccgctccacg 
gacagcagca acagtggctt cgggccggag 
ttgcccgact tcgagctgct cagtgaccct 
cagctgctgc aggagagcct ggcccaggcg 
ctgatgccta gccagttggt aagccaggtg 
gagccgtgcg gcctgcgggg ggcgctgctg 
cacagcgtgg gccagctggc actcgacccc 
gtgctgcgcc tggactcacg actctggccc 
tctcccttcc tccctggctt cagccagtcc 
aagaagaagc tgtacagctc ggaacagctg 
gggggccgac agtgccctcc aagacagaga 
caggagctga gggactgatt ccagtggttg 
tgggggaata gtgtttccca ggaagctcat 
gacacatacc cctcagtact gtagcatgaa 
gctggatgtg tgtgtagcat gtaccttatt 
gacatccaga gagcagctgg gctgctcccg 
cacgtgctcc tcagagcagc cggagggagg 
tgtatcttac tggtctgaag ggaccaagtg 
ctgatcggag catcactact gacctgttgt 
agagtaggaa ggggtgggtg tcagggatca 
cctggcagct gcgtttaagc cttcccccat 
ggggctgaga gggtgggggc tggaacccct 
tctagaactg tttacatgaa gataagatac 
gtattaagac ctatgcaata ttttttactt 
aaaa 



acgggtctgg gcggctctcg gtggttggca 60 
cgcacttgtc ttagcagttc tcgctgaccg 120 
ctgagttcat cagcaaacgc cctggcgtct 180 
ttctcgtcgt cgtccacctc ctcttcgccc 240 
cggccgccgc gctcagcctg ggggtcggcg 3 00 
agcctggaga gctcggactg cgagtccctg 3 60 
gaagacacgg cttacctgga tggggtgtcg 42 0 
gaggatgaac acttgtgtgc caacctgatg 480 
cggctgggct ctcgacgccc tgcgcgcctg 540 
ggcaaagaac tactgcgcct ggcctacagc 600 
gacgtctgcg tggagcaggg caagagctgc 660 
agcctggtgc ccaccttcca gctgaccctc 720 
aagatccagg ggctgtttag ctccgccaac 780 
ctgacgctga gcactggctt ccgagtcatc 840 
ctcattgagg agtgttgaac ttcaacctga 900 
cgactgaact tttggggtgg agactagagg 960 
gaaaactgag gcagccacct aaggtggagg 1020 
tgagttgtgt gcgggtggct gtgcattggg 1080 
acaaaggctt aggggccaac aaggcttcca 1140 
atttttgtta ctgacagtta acagtggtgt 12 00 
ccccagcccg gcccagggtg aaggaagagg 12 6 0 
ggggaggtcg gaggtcgtgg aggtggtttg 1320 
tgtttgttgt ttgttttgta tcttgttttt 1380 
aggcagctat cttacagacg catgaatgta 1440 
cttgggatct ttgacacttg aaaaattaca 1500 
cgtgtactgc agagttgagc tggcagggga 1560 
ccccgggagg agtgccatct gggtcttcca 1620 
tcactgttca tgaatacact tgatgttcaa 1680 
ttctaataaa catgtttgtt aaaacaaaaa 1740 

1744 



<210> 331 
<211> 232 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 3346307CD1 



<400> 331 





Met 


Pro 


Ser 


Leu 


Trp 


Asp 


Arg 


Phe 


Ser 


Ser 


Ser 


Ser 


Thr 


Ser 


Ser 




1 








5 










10 










15 




Ser 


Pro 


Ser 


Ser 


Leu 


Pro 


Arg 


Thr 


Pro 


Thr 


Pro 


Asp 


Arg 


Pro 


Pro 












20 










25 










30 




Arg 


Ser 


Ala 


Trp Gly 


Ser 


Ala 


Thr 


Arg 


Glu 


Glu 


Gly 


Phe 


Asp 


Arg 












35 










40 










45 




Ser 


Thr 


Ser 


Leu 


Glu 


Ser 


Ser 


Asp 


Cys 


Glu 


Ser 


Leu 


Asp 


Ser 


Ser 












50 










55 










60 




Asn 


Ser 


Gly 


Phe 


Glv 


Pro 


Glu 


Glu 


Asp 


Thr 


Ala 


Tyr 


Leu 


Asp 


Gly 












65 










70 










75 




Val 


Ser 


Leu 


Pro 


Asp 


Phe 


Glu 


Leu 


Leu 


Ser 


Asp 


Pro 


Glu 


Asp 


Glu 












80 










85 










90 




His 


Leu 


Cys 


Ala 


Asn 


Leu 


Met 


Gin 


Leu 


Leu 


Gin 


Glu 


Ser 


Leu 


Ala 












95 










100 










105 




Gin 


Ala 


Arg 


Leu 


Gly 


Ser 


Arg 


Arg 


Pro 


Ala 


Arg 


Leu 


Leu 


Met 


Pro 












110 










115 










120 




Ser 


Gin 


Leu 


Val 


Ser 


Gin 


Val 


Gly Lys 


Glu 


Leu 


Leu 


Arg 


Leu 


Ala 












125 










130 










135 




Tyr 


Ser 


Glu 


Pro 


Cys 


Gly 


Leu 


Arg Gly Ala 


Leu 


Leu 


Asp 


Val 


Cys 












140 










145 










150 




Val 


Glu 


Gin 


Gly 


Lys 


Ser 


Cys 


His 


Ser 


Val 


Gly 


Gin 


Leu 


Ala 


Leu 












155 










160 










165 




Asp 


Pro 


Ser 


Leu 


Val 


Pro 


Thr 


Phe 


Gin 


Leu 


Thr 


Leu 


Val 


Leu 


Arg 










170 










175 










180 




Leu 


Asp 


Ser 


Arg 


Leu 


Trp 


Pro 


Lys 


He 


Gin 


Gly Leu 


Phe 


Ser 


Ser 


si 










185 










190 










195 


V~li 


Ala 


Asn 


Ser 


Pro 


Phe 


Leu 


Pro 


Gly 


Phe 


Ser 


Gin 


Ser 


Leu 


Thr 


Leu 












200 










205 










210 




Ser 


Thr 


Gly 


Phe 


Arg 


Val 


He 


Lys 


Lys 


Lys 


Leu 


Tyr 


Ser 


Ser 


Glu 












215 










220 










225 




Gin 


Leu 


Leu 


He 


Glu 


Glu 


Cys 




























230 























<210> 332 
<211> 947 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 4005778CB1 



<400> 332 

ctagttctag 

ctcgagcggc 

acagatccgg 

cctccgggac 

ggttagctcc 

acgtggaggc 

tctctctggg 

tccgcgaatt 

agcgtggcgg 



atcgcgggcg 
tcgaggcggt 
ggactctctt 
catcttctcg 
ttcttgccaa 
agccgtcaac 
cttctatttc 
ggccgaggag 
ccgcgctctc 



gccgctcgcg 
cccgcgggtc 
ccagcctccg 
gccatctcct 
ccaaccatga 
agcctggtca 
gaccgcgatg 
aagcgcgagg 
ttccaggaca 



atctagaact 
tgtctcttgc 
accgccctcc 
gcttctggga 
gctcccagat 
atttgtacct 
atgtggctct 
gctacgagcg 
tcaagaagcc 



agtcctcgag 
ttcaacagtg 
gatttcctct 
cctgccagca 
tcgtcagaat 
gcaggcctcc 
ggaaggcgtg 
tctcctgaag 
agctgaagat 



ccgaattcgg 60 
tttggacgga 12 0 
ccgcttgcaa 180 
ccgtttttgt 240 
tattccaccg 300 
tacacctacc 3 60 
agccacttct 420 
atgcaaaacc 480 
gagtggggta 540 
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aaaccccaga 
tggatcttca 
ctcacttcct 
tccacaggct 
tcaagcacga 
tagggcttct 
aagccttgga 



cgccatgaaa 
tgccctgggt 
agatgaggaa 
gggtggcccg 
ctaagagcct 
gcctaagcct 
ccaaatggaa 



gctgccatgg 
tctgcccgca 
gtgaagctta 
gaggctgggc 
tctgagccca 
ctccctccag 
ataaagcttt 



ccctggagaa 
cggaccccca 
tcaagaagat 
tgggcgagta 
gcgacttctg 
ccaataggca 
ttgatgcaaa 



aaagctgaac 
tctctgtgac 
gggtgaccac 
tctcttcgaa 
aagggcccct 
gctttcttaa 
aaaaaaa 



caggcccttt 600 
ttcctggaga 660 
ctgaccaacc 720 
aggctcactc 780 
tgcaaagtaa 840 
ctatcctaac 900 
947 



<210> 333 
<211> 175 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 4005778CD1 



<400> 333 





Met 


Ser 


Ser 


Gin 


lie 


Arg 


Gin 


Asn 


Tyr 


Ser 


Thr 


Asp 


Val 


Glu Ala 




1 








5 










10 








15 




Ala 


Val 


Asn 


Ser 


Leu 


Val 


Asn 


Leu 


Tyr 


Leu 


Gin 


Ala 


Ser 


Tyr Thr 












20 










25 








30 




Tyr 


Leu 


Ser 


Leu 


Gly 


Phe 


Tyr 


Phe 


Asp 


Arg 


Asp 


Asp 


Val 


Ala Leu 












35 










40 








45 




Glu 


Gly Val 


Ser 


His 


Phe 


Phe 


Arg 


Glu 


Leu 


Ala 


Glu 


Glu 


Lys Arg 












50 










55 








60 


Glu 


Gly 


Tyr 


Glu 


Arg 


Leu 


Leu 


Lys 


Met 


Gin 


Asn 


Gin 


Arg 


Gly Gly 












65 










70 








75 




Arg 


Ala 


Leu 


Phe 


Gin 


Asp 


Tie 


Lys 


Lys 


Pro 


Ala 


Glu 


Asp 


Glu Trp 












80 










85 








90 




Gly 


Lys 


Thr 


Pro 


Asp 


Ala 


Met 


Lys 


Ala 


Ala 


Met 


Ala 


Leu 


Glu Lys 












95 










100 








105 




Lys 


Leu 


Asn 


Gin 


Ala 


Leu 


Leu 


Asp 


Leu 


His 


Ala 


Leu Gly Ser Ala 


*^ 










110 










115 








120 




Arg 


Thr 


Asp 


Pro 


His 


Leu 


Cys 


Asp 


Phe 


Leu 


Glu 


Thr 


His 


Phe Leu 












125 










130 








135 




Asp 


Glu 


Glu 


Val 


Lys 


Leu 


He 


Lys 


Lys 


Met 


Gly Asp 


His 


Leu Thr 












140 










145 








150 




Asn 


Leu 


His 


Arg 


Leu 


Gly Gly 


Pro 


Glu 


Ala 


Gly Leu Gly Glu Tyr 












155 










160 








165 




Leu 


Phe 


Glu 


Arg 


Leu 
170 


Thr 


Leu 


Lys 


His 


Asp 
175 











<210> 334 

<211> 4252 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 995575.17 



<220> 

<221> unsure 

<222> 1730, 1747, 1751, 1763, 1769, 1771-1772, 1778 
<223> a, t, c, g, or other 
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<400> 334 

ccgccttccc cacaactgat ggggttgaaa tttcctttcc ggctcagcag ggagaaaaga 60 
tatggtgggg tgcttaacag aggagcgcca tctgctcgcg gcgccgcctg cctggctcct 120 
gcccgctggc tgctgccgct gccgccctga gtcactgcct gcgcagctcc ggccgcctgg 180 
ctccccatac tagtcgccga tatttggagt tcttacaaca tggcagacat tgacaacaaa 240 
gaacagtctg aacttgatca agatttggat gatgttgaag aagtagaaga agaggaaact 3 00 
ggtgaagaaa caaaactcaa agcacgtcag ctaactgttc agatgatgca aaatcctcag 360 
attcttgcag cccttcaaga aagacttgat ggtctggtag aaacaccaac aggatacatt 420 
gaaagcctgc ctagggtagt taaaagacga gtgaatgctc tcaaaaacct gcaagttaaa 480 
tgtgcacaga tagaagccaa attctatgag gaagttcacg atcttgaaag gaagtatgct 540 
gttctctatc agcctctatt tgataagcga tttgaaatta ttaatgcaat ttatgaacct 600 
acggaagaag aatgtgaatg gaaaccagat gaagaagatg agatttcgga ggaattgaaa 660 
gaaaaggcca agattgaaga tgagaaaaag gatgaagaaa aagaagaccc caaaggaatt 72 0 
cctgaatttt ggttaactgt ttttaagaat gttgacttgc tcagtgatat ggttcaggaa 780 
cacgatgaac ctattctgaa gcacttgaaa gatattaaag tgaagttctc agatgctggc 840 
cagcctatga gttttgtctt agaatttcac tttgaaccca atgaatattt tacaaatgaa 900 
gtgctgacaa agacatacag gatgaggtca gaaccagatg attctgatcc cttttctttt 960 
gatggaccag aaattatggg ttgtacaggg tgccagatag attggaaaaa aggaaagaat 102 0 
gtcactttga aaactattaa gaagaagcag aaacacaagg gacgtgggac agttcgtact 10 80 
gtgactaaaa cagtttccaa tgactctttc tttaactttt ttgcccctcc tgaagttcct 1140 
gagagtggag atctggatga tgatgctgaa gctatccttg ctgcagactt cgaaattggt 1200 
cactttttac gtgagcgtat aatcccaaga tcagtgttat attttactgg agaagctatt 12 60 
gaagatgatg atgatgatta tgatgaagaa ggtgaagaag cggatgagga aggggaagaa 1320 
gaaggagatg aggaaaatga tccagactat gacccaaaga aggatcaaaa cccagcagag 13 80 
tgcaagcagc agtgaagcag gatgtatgtg gccttgagga taacctgcac tggtctacct 1440 
tctgcttccc tggaaaggat gaatttacat catttgacaa gcctattttc aagttatttg 1500 
ttgtttgttt gcttgttttt gtttttgcag ctaaaataaa aatttcaaat acaattttag 1560 
ttcttacaag ataatgtctt aattttgtac caattcaggt agaagtagag gcctaccttg 1620 
aattaagggt tatactcagt ttttaacaca ttgttgaaga aaaggtacca gctttggaac 16 80 
gagatgctat actaataagc aagtgtaaaa aaaaaaaaaa aagaggaagn aaatcttaag 1740 
tgattgntgc ngttttcttt tanaaaaana nnaatagnat tcattttctt tgggttagag 1800 
ctagagagaa ggccccaagc ttctatggtt tcttctaatt cttattgctt aaagtatgag 18 60 
tatgtcactt acccgtgctt ctgtttactg tgtaattaaa atgggtagta ctgtttacct 1920 
aactacctca tggatgtgtt aaggcatatt gagttaaatc tcatataatg tttctcaatc 1980 
ttgttaaaag ctcaaaattt tgggcctatt tgtaatgcca gtgtgacact aagcattttg 2040 
ttcacaccac gctttgataa ctaaactgga aaacaaaggt gttaagtacc tctgttctgg 2100 
atctggggca gtcagcactc tttttagatc tttgtgtggc tcctattttt atagaagtgg 2160 
agggatgcac tatttcacaa ggtccaagat ttgttttcag atatttttga tgactgtatt 2220 
gtaaatacta cagggatagc actatagtat tgtagtcatg agacttaaag tggaaataag 22 80 
actatttttg acaaaagatg ccattaaatt tcagactgta gagccacatt tacaatacct 2340 
caggctaatt actgttaatt ttggggttga actttttttt gacagtgagg gtggattatt 2400 
ggattgtcat tagaggaagg tctagatttc ctgctcttaa taaaattaca ttgaattgat 2460 
ttttagaggt aatgaaaact tcctttctga gaagttagtg ttaaggtctt ggaatgtgaa 252 0 
cacattgttt gtagtgctat ccattcctct cctgagattt taacttacta ctggaaatcc 2580 
ttaaccaatt ataatagctt tttttcttta ttttcaaaat gatttccttt gctttgatta 2640 
gacactatgt gctttttttt tttaaccata gttcatcgaa atgcagcttt ttctgaactt 2700 
caaagataga atcccatttt taatgaactg aagtagcaaa atcatctttt tcattcttta 27 60 
ggaaatagct attgccaaag tgaaggtgta gataatacct agtcttgtta cataaagggg 282 0 
atgtggtttg cagaagaatt ttctttataa aattgaagtt ttaagggacg tcagtgttta 2880 
tgccattttt ccagttccaa aatgattcca ttccattcta gaaatttgaa gtatgtaacc 2940 
tgaaatcctt aataaaattt ggatttaatt ttataaaatg tactggtgat attttgggtg 3000 
ttttttttta aatgaatgta tatacttttt ttttgaagag tggagagtag tgatgtctag 3060 
agggagctat tttgtgctga ggccactatg ttctgtaaat atataatttt aagagcaacc 3120 
tcacaatccc tgctaagtgg agtttattat ttgaagacta aaatggaatt ccatagttcc 3180 
tgataggtta tattctgggt tattattctg agttatctac aaacattttt gagatttgtc 3240 
tttacactct gattgtagtt tccagcagcc cacgcacact gccaagtaag tctcattttt 3300 
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tcctgttaga 
ttttagagtt 
gttgatagtt 
tagtaaatct 
taattgtgtg 
tctgttttag 
gtgtgaatag 
aattgtaggc 
atcgtgctat 
attggtttaa 
atttttgact 
agaagagtgt 
ttttttaatc 
aatatgtgtt 
aagtacatgt 
gtgatttttg 



aatggtgaaa 
gtttgcttta 
taacatggat 
agcttactga 
gaactggctt 
cacacttaat 
gttaatgata 
cattcccatt 
gtagaaatat 
aattggagtc 
ttaaatcaaa 
aagttcttca 
tgcactgtac 
cataatttag 
aaatggtgat 
tatgctggat 



tatcatataa 
tggtcactca 
gtctgaaagc 
agcagtatta 
gtagagtggt 
caggaaagga 
tggtaaggcc 
attaaaaata 
tgaactaata 
cttttttatg 
acaaatgtta 
taggagcttt 
atatatactt 
gtaatttgct 
ggtgaaataa 
taaaactcca 



tcacttataa 
agtagggtaa 
cacatatata 
gcatcactat 
acttaagaaa 
tatattaact 
cctaaaataa 
aagacaaaac 
ttcaaatatt 
ggttagtctt 
ttttaaatgt 
agaaaagaga 
ggtaattatg 
acttaaagca 
tactgcagtt 
gatattaaaa 



agaaaactga 
gtgttccaca 
atttcttagg 
tttagattgc 
aatgggattc 
ttcataaaaa 
ctgaattaat 
ttgaagtaac 
tgaatgcttt 
acaaaaattt 
acagaataga 
aatatgtgct 
agcttgattt 
ctaagtctct 
aacttaatag 
tataacctgg 



tatgaaaaaa 
aattccacaa 
attcttaaat 
aaaaatacct 
tacctctatt 
tatttttgtt 
tgtttattgt 
tgaaaatctt 
ggtttcaggg 
aagcctttat 
ttggtagtgc 
aattcagttt 
tgtttttgga 
gatacctgaa 
atgtatactg 
at 



3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4252 



<210> 335 
<211> 4303 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 863406CB1 



<400> 335 

taacactgac 

actacacaga 

cttcaattaa 

agatttctgc 

agattcatca 

gatgctggca 

atagaactta 

tatttagggc 

ttctcttgat 

ttttaagcat 

aagaaactaa 

ctgaatatct 

acttagatca 

aacacttaac 

aagatttgtc 

tgcagcagtg 

aagataaaac 

atatctgctt 

tcattaacaa 

ttcgtgcagg 

tgatcatatt 

tagccaagcg 

ccaaacttaa 

acatggaact 

ttccgggaaa 

tgcctatgga 

tttacctagg 

tgttaaaagc 

tggtgctgct 



aatcggtatg 
tgaaacctgg 
gtacaattta 
aaacttgtac 
attcagagag 
aaaccattgc 
cgttcttcag 
tcatattata 
tgagagggaa 
gctgtctgat 
ccggctctat 
acatcatgtt 
gaccacccag 
agcaattctt 
tcttctgtat 
gatcgaatat 
catggttcaa 
tctgaagaat 
aagaccaaat 
caacaaagaa 
tagatttatc 
cctgttagtc 
acatgaatgc 
ttctaaagac 
tattgagtta 
agttcattta 
caaacatagt 
agaatttaaa 
aatgtttaat 



attgatccgg 
caaaaactga 
gaagaactct 
aaacagctga 
gattcattgg 
agacaaatga 
aattcaatgc 
agtgatcaga 
aggaatggtg 
ttgcaaattt 
gcagctgaag 
aacaaacgtc 
aagtcattaa 
cagaaaggtt 
cagctcttca 
atcaaggcat 
gaattgctgg 
gagaaattta 
aaaccagctg 
gctacagatg 
tatggcaagg 
ggaaagagtg 
ggagctgctt 
atcatgattc 
actgtgaata 
ccaccagaga 
ggcaggaaac 
gagggtaaaa 
gagggagagg 



attttgcaga 
aagaagcagt 
accaggctgt 
gacagatctg 
atagcgttct 
tcatgatcag 
taccctccat 
aagtgcagaa 
aagcaattga 
atcaagattc 
gccaaaaatt 
tagaagaaga 
ttgctactgt 
taaataacct 
gtagagttcg 
ttggcagcac 
attttaaaga 
tcaatgccat 
aacttatagc 
aagaacttga 
atgtttttga 
catctgtaga 
tcaccagcaa 
agttcaaaca 
tcctgacaat 
tggtaaaact 
ttcagtggca 
aggaactcca 
agttcagttt 



taagcctaaa 
ggaagctatt 
agaaaatctc 
cgaagatcac 
ttttttaaag 
gagcattttt 
ttgggacatg 
taagacaatt 
tagaagttta 
ttttgaacaa 
aatgcaagaa 
agcagacaga 
agaaaaacaa 
ccttgatgaa 
aggtggagtt 
tattgtaatt 
taaggttgac 
gaaagaagca 
taagtatgta 
gaaaatgttg 
ggccttctat 
tgctgaaaaa 
acttgaagga 
gtatatgcag 
gggctattgg 
tcaggagatt 
gtcaacccta 
ggtctctctt 
agaagagatc 



ttaccagaaa 
cagaatagta 
tgttcttaca 
atcaaagcac 
aagattgata 
ttgtttctgg 
ggactggagt 
gatggcattc 
cttcgaagcc 
cgatttttgg 
agagaggttc 
cttattactt 
cttctaggtg 
aaccgaattc 
caggttcttt 
aatcctgaaa 
catataattg 
tttgaaacgt 
gattcaaaac 
gataaaatta 
aagaaagatt 
tcaatgctgt 
atgtttaaag 
aatcagaatg 
ccgacatatg 
ttcaagacat 
ggacactgtg 
tttcaaacac 
aagcaggcaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 
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ctggaataga ggatggagag ttaaggagaa cactgcagtc attagcctgt ggcaaagcta 1800 
gagttctggc gaaaaatcca aagggcaaag acattgaaga tggtgacaag ttcatttgta 18 60 
atgatgattt caaacataaa cttttcagga taaagatcaa tcaaatccag atgaaagaaa 1920 
cggttgaaga acaagcaagc actacagaaa gagtatttca agacagacag tatcaaattg 1980 
atgctgcaat tgttcgaatt atgaagatga gaaagacact tagccacaat ctccttgttt 2040 
cagaagtgta caaccagttg aaatttccag taaagcctgc tgatcttaag aagagaatag 2100 
aatctttaat tgaccgggac tacatggaaa gagataaaga aaatccaaac cagtacaact 2160 
atattgcata gaatgttggc cttgcagcat ttggtgtcat atgcagtagc cagtggataa 2220 
actaacctgt tgattcaata ttatttgact ccttttttac taccgatgac caaatgaagc 2280 
agtgtaatta atggaaatag ttgagtggac tttttctcag tggttaacat gcccatttta 2 340 
aagagtaata cttaccttta agaagaatgt tgttgaactc tttgcatgtt atttagtatg 2400 
atgtgcagaa aacacttaag aacgtacctg gtcttcatga attcctcttt ggaactggga 2460 
aagagatccc tgtggctatt aaaaaggggg gagggttctt acacaccatt aattatgaag 2 520 
caaaaggttt atttgcttaa aatgtcattt aaagatactt aaactgcatg caaactttat 2580 
ttactgtaca gagttctgga tgtatttatc aaatagaaaa accacccttg acttggttgt 2 640 
tcacccgttt tgtgatttcc cttgaaaaga gaaatgaatt gtcatagcta ttgatatttt 2700 
actaggtgat gttctgttac actgaaaggg atgtttttta aaaaaaatta tttggaaaca 2 7 60 
agttttcaag tagggggaca gttgcttaca taatatcttg tatattcaca tcctaaaaat 2 820 
tttcatttat gagtatggga tgtgtgtata tggcttagcc ccaagttaac tgtgctgatt 2 880 
aacaagtact tataaaaata gctaaagtag aaaattaatg atcagttgta ctagaggaac 2940 
atcatagaag agaaaaatcc aactctttat attaaaaatg aatacaataa gaaaattgca 3000 
aaagagacca aaatgaacgt gttttgtaaa ttgttacagg agcaaaaact ttgcaactag 3060 
ttttcaacat actttagact ttaaatgttg tttggacagt tttgtcttca acttggacca 3120 
attgtagatt gttacaggct tcctaggatt tagcattcct attttctcta ccaaagtttt 3180 
ttttagaagc atcccaactc ttctctttgt tgataaataa gcctttcctg tcatcttcat 3240 
tttaacttgc taaaacccta gatacaaagg tcctccctca tttttcccac agagcccctg 3300 
tttgggaatt tgagattctg tgtcatgctg gttttccttt cagaattgct tgaaatcgag 33 60 
ttctcttagc cactggacac ctagttttca ggagaatgtc ccaagattgt ttatatatac 3420 
aaaatggcaa aagtactgtt tttcgaattg ataattcaag caaaggcttc tctttactgt 3480 
cactgatttt tttttgtttt tattttgttt ccttgtttct atttccttga agctttgaag 3540 
ggaggagaag cagaaaattt tgtttatgtt tgttaaaaat cagaactact taatgctttt 3 600 
tgccacagca tatttccttg cctgttggag ccgttaggaa gattacctat gtcctaatct 3 660 
tcaacctgag aagatttttg actcttgtgt ctactgttga ttgtttgctt gagttctcaa 3720 
agacctgtgg ccaggtattt taaaaagtcg tctatttctt tctagttgca tcaacttgca 3780 
cactggtgtc taactatatg tggtattcgg aacttgtaat tcttattgag cagccattgc 3840 
ctatattttc tcagctcctc actgatttct ttatatgagc tcagctgaca agcaaatgca 3900 
gctattttgt ttaccctctc ttcataccgg accatcaaca acagtgttct aactcatccc 3960 
tgatggtctg tgagatgtag actattacac aagattcaag ttactcgtaa gcaactttta 4020 
gatagagttg gtcctgttag gaggagactc ttgatgtcac cttcagtatc ttgaaagcgg 4080 
gtcccctccc cgaggctctt aattctttga aaacttgatg ctgtttcagc tgaaaaatta 4140 
gcaagactgt taaaaaaaaa aagttgaggg gagctgttta agaaactgaa aagtaattgc 42 00 
aaactacatt ggataattgt gactttcagt tgttgttctg tatcagttga atttttgtgc 42 60 
tcttttccct gtgtacgtgg tggttctatt ttctccaata gaa 4303 

<210> 336 
<211> 717 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 863406CD1 

<400> 336 

Met lie Asp Pro Asp Phe Ala Asp Lys Pro Lys Leu Pro Glu Asn 
15 10 15 
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Tyr 


Thr 


Asp 


Glu 


Thr 


Trp 


Gin 


Lys 


Leu 


Lys 


Glu 


Ala 


Val 


Glu 


Ala 












20 










25 










30 




He 


Gin 


Asn 


Ser 


Thr 


Ser 


He 


Lys 


Tyr 


Asn 


Leu 


Glu 


Glu 


Leu 


Tyr 












35 










40 










45 




Gin 


Ala 


Val 


Glu 


Asn 


Leu 


Cys 


Ser 


Tyr 


Lys 


He 


Ser 


Ala 


Asn 


Leu 












50 










55 










60 




Tyr 


Lys 


Gin 


Leu 


Arg 


Gin 


He 


Cys 


Glu 


Asp 


His 


He 


Lys 


Ala 


Gin 












65 










70 










75 




He 


His 


Gin 


Phe 


Arg 


Glu 


Asp 


Ser 


Leu 


Asp 


Ser 


Val 


Leu 


Phe 


Leu 












80 










85 










90 




Lys 


Lys 


He 


Asp 


Arg 


Cys 


Trp 


Gin 


Asn 


His 


Cys 


Arg 


Gin 


Met 


He 












95 










100 










105 




Met 


He 


Arg 


Ser 


He 


Phe 


Leu 


Phe 


Leu 


Asp 


Arg 


Thr 


Tyr 


Val 


Leu 












110 










115 










120 




Gin 


Asn 


Ser 


Met 


Leu 


Pro 


Ser 


He 


Trp 


Asp 


Met 


Gly 


Leu 


Glu 


Leu 












125 










130 










135 




Phe 


Arg 


Ala 


His 


He 


He 


Ser 


Asp 


Gin 


Lys 


Val 


Gin 


Asn 


Lys 


Thr 












140 










145 










150 




He 


Asp 


Gly 


He 


Leu 


Leu 


Leu 


He 


Glu 


Arg 


Glu 


Arg 


Asn 


Gly Glu 












155 










160 










165 




Ala 


He 


Asp 


Arg 


Ser 


Leu 


Leu 


Arg 


Ser 


Leu 


Leu 


Ser 


Met 


Leu 


Ser 












170 










175 










180 




Asp 


Leu 


Gin 


He 


Tyr 


Gin 


Asp 


Ser 


Phe 


Glu 


Gin 


Arg 


Phe 


Leu 


Glu 












185 










190 










195 




Glu 


Thr 


Asn 


Arg 


Leu 


Tyr 


Ala 


Ala 


Glu 


Gly 


Gin 


Lys 


Leu 


Met 


Gin 












200 










205 










210 




Glu 


Arg 


Glu 


Val 


Pro 


Glu 


Tyr 


Leu 


His 


His 


Val 


Asn 


Lys 


Arg 


Leu 


s 










215 










220 










225 


3 „ 


Glu 


Glu 


Glu 


Ala 


Asp 


Arg 


Leu 


He 


Thr 


Tyr 


Leu 


Asp 


Gin 


Thr 


Thr 


■ f| 










230 










235 










240 




Gin 


Lys 


Ser 


Leu 


He 


Ala 


Thr 


Val 


Glu 


Lys 


Gin 


Leu 


Leu 


Gly 


Glu 












245 










250 










255 


H 


His 


Leu 


Thr 


Ala 


He 


Leu 


Gin 


Lys 


Gly 


Leu 


Asn 


Asn 


Leu 


Leu 


Asp 












260 










265 










270 




Glu 


Asn 


Arg 


He 


Gin 


Asp 


Leu 


Ser 


Leu 


Leu 


Tyr 


Gin 


Leu 


Phe 


Ser 












275 










280 










285 




Arg 


Val 


Arg 


Gly 


Gly 


Val 


Gin 


Val 


Leu 


Leu 


Gin 


Gin 


Trp 


He 


Glu 


IT 










290 










295 










300 




Tyr 


He 


Lys 


Ala 


Phe 


Gly 


Ser 


Thr 


He 


Val 


He 


Asn 


Pro 


Glu 


Lys 












305 










310 










315 




Asp 


Lys 


Thr 


Met 


Val 


Gin 


Glu 


Leu 


Leu 


Asp 


Phe 


Lys 


Asp 


Lys 


Val 












320 










325 










330 




Asp 


His 


He 


He 


Asp 


He 


Cys 


Phe 


Leu 


Lys 


Asn 


Glu 


Lys 


Phe 


He 












335 










340 










345 




Asn 


Ala 


Met 


Lys 


Glu 


Ala 


Phe 


Glu 


Thr 


Phe 


He 


Asn 


Lys 


Arg 


Pro 












350 










355 










360 




Asn 


Lys 


Pro 


Ala 


Glu 


Leu 


He 


Ala 


Lys 


Tyr 


Val 


Asp 


Ser 


L ys 


Leu 












365 










370 










375 




Arg 


Ala 


Gly 


Asn 


Lys 


Glu 


Ala 


Thr 


Asp 


Glu 


Glu 


Leu 


Glu 


Lys 


Met 












380 










385 










390 




Leu 


Asp 


Lys 


He 


Met 


He 


He 


Phe 


Arg 


Phe 


He 


Tyr 


Gly 


Lys 


Asp 












395 










400 










405 




Val 


Phe 


Glu 


Ala 


Phe 


Tyr 


Lys 


Lys 


Asp 


Leu 


Ala 


Lys 


Arg 


Leu 


Leu 












410 










415 










420 




Val 


Gly 


Lys 


Ser 


Ala 


Ser 


Val 


Asp 


Ala 


Glu 


Lys 


Ser 


Met 


Leu 


Ser 












425 










430 










435 
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Lys 


Leu 


Lys 


His 


Glu 
440 


Cys 


Gly 


Ala 


Ala 


Phe 
445 


Thr 


Ser 


Lys 


Leu 


Glu 
450 


Gly 


Met 


Phe 


Lys 


Asp 
455 


Met 


Glu 


Leu 


Ser 


Lys 
460 


Asp 


He 


Met 


He 


Gin 
465 


Phe 


Lys 


Gin 


Tyr 


Met 
470 


Gin 


Asn 


Gin 


Asn 


Val 
475 


Pro 


Gly 


Asn 


He 


Glu 
480 


Leu 


Thr 


Val 


Asn 


He 


Leu 


Thr 


Met 


Gly Tyr 


Trp 


Pro 


Thr 


Tyr 


Val 










485 










490 










495 


Pro 


Met 


Glu 


Val 


His 
500 


Leu 


Pro 


Pro 


Glu 


Met 
505 


Val 


Lys 


Leu 


Gin 


Glu 
510 


lie 


Phe 


Lys 


Thr 


Phe 
515 


Tyr 


Leu 


Gly 


Lys 


His 
520 


Ser 


Gly 


Arg 


Lys 


Leu 
525 


Gin 


Trp 


Gin 


Ser 


Thr 
530 


Leu 


Gly 


His 


Cys 


Val 
535 


Leu 


Lys 


Ala 


Glu 


Phe 
540 


Lys 


Glu 


Gly 


Lys 


Lys 
545 


Glu 


Leu 


Gin 


Val 


Ser 
550 


Leu 


Phe 


Gin 


Thr 


Leu 
555 


Val 


Leu 


Leu 


Met 


Phe 
560 


Asn 


Glu 


Gly 


Glu 


Glu 
565 


Phe 


Ser 


Leu 


Glu 


Glu 
570 


He 


Lys 


Gin 


Ala 


Thr 
575 


Gly 


He 


Glu 


Asp 


Gly 
580 


Glu 


Leu 


Arg 


Arg 


Thr 
585 


Leu 


Gin 


Ser 


Leu 


Ala 

590 


Cys 


Gly 


Lys 


Ala 


Arg 
595 


Val 


Leu 


Ala 


Lys 


Asn 
600 


Pro 


Lys 


Gly 


Lys 


Asp 


He 


Glu 


Asp 


Gly Asp 


Lys 


Phe 


He 


Cys 


Asn 










605 










610 










615 


Asp 


Asp 


Phe 


Lys 


His 
620 


Lys 


Leu 


Phe 


Arg 


He 
625 


Lys 


He 


Asn 


Gin 


He 
630 


Gin 


Met 


Lys 


Glu 


Thr 
635 


Val 


Glu 


Glu 


Gin 


Ala 
640 


Ser 


Thr 


Thr 


Glu 


Arg 
645 


Val 


Phe 


Gin 


Asp 


Arg 
650 


Gin 


Tyr 


Gin 


He 


Asp 
655 


Ala 


Ala 


He 


Val 


Arg 
660 


He 


Met 


Lys 


Met 


Arg 
665 


Lys 


Thr 


Leu 


Ser 


His 
670 


Asn 


Leu 


Leu 


Val 


Ser 
675 


Glu 


Val 


Tyr 


Asn 


Gin 
680 


Leu 


Lys 


Phe 


Pro 


Val 
685 


Lys 


Pro 


Ala 


Asp 


Leu 
690 


Lys 


Lys 


Arg 


He 


Glu 
695 


Ser 


Leu 


He 


Asp 


Arg 
700 


Asp 


Tyr 


Met 


Glu 


Arg 
705 


Asp 


Lys 


Glu 


Asn 


Pro 
710 


Asn 


Gin 


Tyr 


Asn 


Tyr 
715 


He 


Ala 









<210> 337 

<211> 1646 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 413864.17 

<400> 337 

attatgtcat gtctggtagt ttatacttta agtaatatgc tatctgaacc cggctatgta 60 
cattgaggca tattttaata cactcagact acaaattaca acaacatgca ataaatagga 120 
caccaacaaa aagtcagcac aaagtgaact ttactgagta ttataatcag ctctttggaa 180 
tgccagtttt tcatagtgat attaagatat ggttgttaaa ttagatcaca aaaattgctt 240 
ttcttttaaa tagaaaatgt tatcaatcac acggatgaag aaggatttac tcctctgatg 300 
tgggctgcag cacacgggca aatagctgtg gtagagttcc tacttcagaa tgtaaggaaa 3 60 
atgcctcaga aaatgtatat gtatagttac ttaagttaag tctttagtag agtttttata 42 0 
tatccagcca gctagatata atggtagagg ctaccaaaaa aagtttaatg cttttcatat 480 
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tcttgtggaa 
ataatttaac 
ggagaaggct 
atacaggacg 
gtttccatta 
attgttgaca 
ttcccatacc 
ttggcctgta 
gtaaatgaat 
gtgaaatgtg 
ggatataatt 
gagtcacatt 
gtctgccctt 
tttacctcag 
aattcactgg 
aaaattataa 
agtctttgta 
tcactcgtgt 
ttgttcttat 
aataaataaa 



cttggatcta 
gcccagaccc 
tcatggagga 
gaggaaggaa 
tttctttatt 
ggaataacaa 
agggtgctga 
gtaaaggcta 
atgattggaa 
taaagatgct 
ctatggatct 
tgttgaagct 
ttgtttactt 
ttgcaatatt 
tttataataa 
attaatgttt 
tcaagtgctg 
attaagtcat 
tgttgaatta 
atacttcctc 



gttgggaagg 
ctctacatcc 
gctgtgactt 
ggcatccagg 
aagcccagaa 
tattcttgtt 
tccccaactt 
cacagatatt 
tggaggaaca 
cttagaaagt 
agctgtagcc 
gcttcaaaat 
cttggtcctt 
tactggtttt 
atgtaatact 
tcgtggcatg 
taatttgaca 
tcactttata 
aaaagtgcac 
tggtcc 



caagactaat 
cacgggaaca 
gactccagag 
caatctcaat 
cattaccagg 
taaactaatt 
ttaggaaaag 
gtcaaaatgc 
cctctgcttt 
ggggctgatc 
ctaggctata 
atcaaggagt 
ataaatgata 
tagtaggttt 
ctttttataa 
taaattttta 
ttttcagaaa 
tagggtttgc 
agtgtgattg 



catacatgca 
gaagtactgt 
tgaaaggata 
aaaagcatcc 
cctagtgttg 
gagaagtctt 
gtcgagaaag 
tgcttgattg 
atgctgtaca 
caacaattga 
gaagtgttca 
agacacagtc 
gttttgttta 
taataaatat 
ctatgtttta 
tggtacagat 
ttattctacc 
tataaatccc 
tttacaaaat 



acagtgagaa 
cagctttgaa 
attaggattg 
atgagtaaaa 
aactataatt 
ttatctctac 
tgcactgtcg 
tggagttgat 
tggaaatcat 
aactgactct 
acaggttatt 
atcagaaaat 
cttataaatt 
ttctctgagt 
ctgtatattt 
agttatcatc 
ctagtcatct 
tagaaaaaaa 
gatattataa 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1646 



<210> 338 

<211> 3203 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



350106.16 



<400> 338 

gcgctgccgc 

ggcgccctgt 

cagccgggca 

tagtcgcggg 

cttgtggcca 

gccctgggct 

gccgccgccc 

gccgaccgcg 

gccagcatcg 

aagcggaacc 

ctctccttcc 

cagcacagcc 

gtagatgaag 

ccgtttgggg 

ttggaaaaga 

ggcattgatg 

gatacctatg 

aaacccatca 

catgggattg 

gggtttggag 

agatatttac 

tggaatccag 

tccattctgg 

gacatactga 

aaagccaaga 



agcgaggccc 
ccccgaagtc 
agcaggaagc 
gagtctgaga 
tgtaccgcta 
cggcgtccgc 
cgcagccggg 
aggacgaccc 
tggaggacaa 
gggtgcgcgg 
ccatccggcg 
agcaccgcac 
taaaagcttt 
gtgctaaagc 
tcacaaggag 
tgcctgctcc 
ccagcaccat 
gccaaggggg 
aaaatttcat 
ataaaacatt 
atcgttttgg 
atggtattga 
gcttccccaa 
tcccagctgc 
tcattgctga 



ggggaggccg 
cgtcctcccc 
tgcggcttaa 
aagcgcgcct 
cctgggcgaa 
cgactcggcc 
gctggcattg 
caacttcttc 
gctggtggag 
catcctgcgg 
cgacgacggc 
gccctgcaag 
ggcttctctg 
tggtgttaag 
gttcaccatg 
agacatgagc 
agggcactat 
aatccatgga 
caatgaagct 
tgttgttcag 
tgctaaatgt 
cccaaaggaa 
ggcaaagccc 
cagtgagaag 
aggtgccaat 



cggcggaggc 
gttaggtggc 
aagggcaacc 
gtttcgcgac 
gcgctgttgc 
gcgttgctgg 
gccgcccggc 
aagatggtgg 
gacctgagga 
atcatcaagc 
tcctgggagg 
ggaggtatcc 
atgacataca 
atcaatccca 
gagctagcaa 
acaggtgagc 
gatattaatg 
cgcatctctg 
tcttacatga 
ggatttggta 
attgctgttg 
ctggaagact 
tatgaaggaa 
cagttgacca 
gggccaacaa 



ggaggcccgg 
gagcgcccga 
cgcgcgggac 
catcacgcac 
tgtcccgggc 
gctgggcccg 
gccactacag 
agggcttctt 
cccgggagag 
cctgcaacca 
tcatcgaagg 
gttacagcac 
agtgtgcagt 
agaactatac 
aaaagggctt 
gggagatgtc 
cacacgcctg 
ctactggccg 
gcattttagg 
atgtgggcct 
gtgagtctga 
tcaaattgca 
gcatcttgga 
aatccaacgc 
ctccagaagc 



cgccctgggc 
ggggagggga 
ccttcctccc 
ctcccctccg 
cgggcccgct 
gggacagccc 
cgaggcggtg 
cgatcgcggc 
cgaggagcag 
tgtgctgagt 
ctaccgggcc 
tgatgtgagt 
ggttgatgtg 
tgataatgaa 
tattggtcct 
ctggatcgct 
tgttactggt 
tggtgtcttc 
aatgacacca 
acactctatg 
tgggagtata 
gcaacatggg 
ggccgactgt 
acccagagtc 
tgacaagatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 
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ttcctggaga 
gtatcttact 
aaatatgaaa 
aaatttggaa 
atatcgggtg 
tctgccaggc 
gctgcctatg 
ttcacataga 
acctatcaca 
ggataccatt 
agcggatcat 
ggtattttgc 
ttttcccaac 
gcttattttt 
tgtgtggcct 
caaaataatt 
ttattctttt 
acaagcctaa 
gtatttttat 
acattaaaag 
tttcattaaa 
cactttttat 
aataattcaa 
tggctctgag 
gctttgcatt 
tttcatttgg 
gataatatat 
tttctaacta 
tacgttttcc 



gaaacattat 
ttgagtggct 
gggattctaa 
agcatggtgg 
catctgagaa 
aaattatgcg 
ttaatgccat 
tggatcatgg 
agtttacatg 
ctcaacaagt 
gtacaagctg 
ctttaaataa 
acaatcagtg 
tctggatgag 
tttcagaagg 
caattttgca 
agaatagaat 
ccttgactca 
atcataaaac 
ccctgtggat 
actgtcagaa 
catgttaact 
gtagagtgtc 
cattgccaat 
ctgcacccag 
gagttatttg 
gtgtaagagt 
ctttgtaact 
aaaacttaaa 



ggttattcca 
gaagaatcta 
ctaccacttg 
aactattccc 
agacatcgtg 
cacagccatg 
tgagaaagtc 
ctgacttcct 
taaccacaga 
caatccaagt 
agtgtgaaag 
aaagcctcct 
ctagtgctgg 
tctgggacac 
tggcatggtc 
ggttgcaaac 
aagtacatgc 
aacagtgaat 
aatgtcattt 
aattaagtta 
tttgcttact 
aattgttctc 
ccagaaaaaa 
ggcccctact 
cttcactaac 
gccagggcct 
cagctttttt 
gcatggctta 
aaa 



gatctctact 
aatcatgtca 
ctcatgtctg 
attgtaccca 
cactctggct 
aagtataacc 
ttcaaagtgt 
cactatcctc 
aatccctttc 
cagcccgtta 
tagaaatcac 
ttatctggct 
ggaggaacag 
actgtaactt 
ctcaagtgag 
aaatataaaa 
tgctgtaata 
gcctatagaa 
atagcttatc 
tcttcatacc 
ataattatga 
ttttgaagat 
accacttggg 
cacctgactt 
agtgggctga 
tttgaacagt 
ttttttttta 
acctggtgat 



tgaatgctgg 
gctatggccg 
ttcaagagag 
cggcagagtt 
tggcatacac 
tgggattgga 
acaatgaagc 
ttcacatgta 
tctcctgact 
aggagaaaga 
ctacaccaga 
gtgcagcctt 
tcaagagcag 
taacacattt 
ttcttagtat 
cctgtttctg 
aaattgcctt 
ataataaatg 
attcatgtat 
tgcaaaatgg 
tacagtccaa 
ctatggttga 
ctccctgttt 
tgtatcctct 
aaacatcctt 
agtgtcccca 
actctaacac 
aaaagcagtt 



aggagtgaca 
tttgaccttc 
tttagaaaga 
ccaagacagg 
aatggagcgt 
cctgagaaca 
tggtgtgacc 
acttctgcag 
cattaataat 
aattaaggtt 
gagccatttt 
gctctgtggc 
tcagttgctt 
aagaagtagg 
tttatatcag 
tttatgaata 
taatcactta 
aaaaaaacta 
tgtccagcag 
tggaggctat 
agaatgcagt 
ctaattaaac 
ggagtctggc 
ccttttagag 
gggttgagtg 
tgaagtgcta 
ccttcagaaa 
attaaaagtc 



1560 
1620 
1680 
1740 
1300 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3203 



<210> 339 
<211> 866 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 399785.1 



<220> 

<221> unsure 
<222> 18 
<223> a, t, c, 



g, or other 



<400> 339 

acgagacgag 

gtcgtggctc 

ccttttcagc 

cacgacagct 

caccccttcg 

cctgccttgg 

ccgcgcaaaa 

gcttagggag 

tgccaacgca 

cccaacacag 

ttgccatgga 



cacccgtngg 
ggcccctgct 
caggcgcgcg 
ggaggagcgt 
ccttcatcgc 
caggcacatg 
tgtcactttg 
ggaagacagt 
ggctgccttg 
ctacaaaagg 
aacccctatc 



gggctggagc 
cagacaaagg 
ctgataccag 
cctttttaat 
tgcacttgag 
ccctccctgc 
cggaatcgtt 
agtcgggtcg 
cttggcgtgt 
cagggaacaa 
ctaatctggc 



accccgcgcg 
ctgggaggcg 
gcccacgtca 
tttccccttt 
gctccatcct 
ctggctcact 
cccacggctt 
taataagcaa 
gggcatcggc 
tgtaggtccc 
caggagcccc 



ctcccctggc 
ggagacatgc 
gctatttttg 
tgtttggccg 
ggggcctctc 

cgccgcagag 
ctgggtaccc 
gacttagccc 
ctgccccctc 
ttggccctgc 
ttgcagtgag 



ga gagggagg 60 
acttcccctt 120 
gagcctttta 180 
cccccacccc 240 
cttgacttga 300 
acctggcagc 3 60 
ttagttccct 420 
gagcctccgt 480 
accctggcta 540 
ctaatgcctg 600 
ccaggagagt 660 
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gaggaagagg ggatggggcc cgctggcctg aacctggcca gaggaggtaa tggttaaccg 72 0 
gattgtggga gcagctgact agagccgggg gggtagggag gcttgggccc cagtcctacc 780 
ttccctgcca aggagaaagg ggcatgtctg cttttgtacc tctgggaatc tacctcaggg 840 
atctgcccaa caactcccag gttcca 866 



<210> 340 

<211> 4609 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 010498.19 

<220> 

<221> unsure 

<222> 3013, 4582 

<223> a, t, c, g, or other 



<400> 340 

ggaaatctgg gaatgtgcag ctagccccgc 
gggagctttc acgtacacag cctctattcc 
agaagtccac ctgcgaaaga caccatgttg 
ggttttcatt gttgtggttt acagtcatga 
tcctttccct cattcctggc cccaatcagt 
atcgggaaga gcagcctggg gaaagttaaa 
gcaagtggcc agctaggatc ccggggggca 
tgcattagca gctgtgactt ggaaggtttt 
cttggggttt tggtgagcag tagatatttg 
caatgaagat ccaggagcat cccagcctat 
ccggtgacca ggaggagagc tttgtctccg 
gtgatgaaaa gaactgggaa gagcctatcc 
gtgactctga tgaagcccac ctctcgccgc 
acgaagacag cgaccccatg ctctctcctc 
acctggatga cacagaagtg cctccttccc 
gaagctcctc tctggggtcc tatgatgatg 
cacgaaggat tcagagcctt aaaaagaaga 
agaagaagta cagaccttcc cacagtgaca 
caaatgacct tgccaaattc cggagacaac 
aggacctaac tcccaggatg cggcagcgaa 
aacttgagaa agaagatgag aagaagcaag 
ttgaagccac attggaatct attcagagga 
gccctgagga cattaaggat atgaccaaag 
agaaagctct gttatattat gaaagcattc 
aggtgatgaa gccactatac gacaggtacc 
acaccatacc catcattggt tccccctcca 
ttatcgaggg cgaaactgct tccttcttca 
aagacgatag caatgtgaag ccagacttca 
gatgctttct ggaccaattc gaagatgacg 
aaataccatc aaaatgcagc caggacacag 
ctgaactcct ggaacacctc caggaaatga 
ttcgggattt tgaagacaac tttttcagac 
gcactcctat ggctgaagaa tacagtgaat 
tggaggtgct catcagcaag agagacactg 
gcacaggggg ccggcagctg cggtgagagt 
aaggcagcct tggggctggc cctgcaaagc 



ttaattgatc taagcagcca gggccggcag 60 
tggcttgcag gactgttacc taaggggcaa 12 0 
ctactacagc cttagcaaca gcagtagccc 180 
gagccatact cctttaagaa aacaccaaac 240 
aatcaccaag actgtcagct gcctgcagtt 300 
ggagcacaga tggacagttg ctttctgcat 3 60 
tcaagccatg atttttattt ctgtgctgga 420 
atcctgaagg agtggaattg ctgcagacgt 480 
gggacattgt gctgttattg cagagcccca 540 
ctgacaccaa acagcagaga aatcaagatg 600 
aagtgcccca gtcggacctg actgcattgt 660 
ctgctttctc ctcctggcag cgggagaaca 72 0 
aggctgggcg cctgatccgt cagctgctgg 780 
ggttctacgc ttatgggcag agcaggcaat 840 
caccaaactc ccattctttc atgaggcggc 900 
agcaagagga cc tgacacct gcccagctca 960 
tccggaagtt tgaagataga ttcgaagaag 1020 
aagcagccaa tccagaggtt ctgaaatgga 1080 
ttaaagaatc aaaactaaag atatctgaag 1140 
gcaacacact ccccaagagt tttggttccc 1200 
agctggtgga taaagcaata aagcccagtg 12 60 
agctccagga gaagcgagcg gaaagcagcc 132 0 
accagattgc taatgagaaa gtggctctgc 13 80 
atggacggcc ggtaacaaag aacgaacggc 1440 
ggctggtcaa acagatcctc tcccgagcta 1500 
gcaagcggag aagccctttg ctgcagccaa 1560 
aggagataaa ggaagaagag gaggggtcag 162 0 
tggtcactct gaaaaccgat ttcagtgcac 1680 
ctgatggatt tatttcccca atggatgata 1740 
ggctttcaaa tctccatgct gcctcaatac 1800 
gagaagaaaa gaaaaggatt cgaaagaaac 1860 
agaatggaag aaatgtccag aaggaagacc 192 0 
ataagcacat aaaggcgaaa ctgaggctcc 1980 
attccaagtc catgtgaggg gcatggccaa 2040 
ttactgtccc cagagaaagt gcagctctgg 2100 
atgcagccct tctgcctcta gaccatttgg 2160 
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catcggctcc tgtttccatt gcctgcctta 
gacttaggca ttttgtaatt ggaaagtcaa 
tgcacgcaca cacacacaca gtagtggagc 
cattagacaa cactcatcta cagagaatat 
aagagaccat tctctgtcta actgtgataa 
aaacttgctg tggagggcca tgctctcctt 
gccctatttg ctgccgctgc cattctagtg 
tgtgtgaaag gttttcccct tcagccctca 
gcagtgcagt catcatcttc aggatgtttc 
tggtccctgc ctaggaccgg gtcatctgca 
aatgctgatt ttaaaaccag gtcatgggag 
actgcactta ccagtctgat tttatcgtca 
aatctgtttg gggctgtttt gttgtggcac 
tgcatacaga ggatcgggga gagaaggggc 
gagtttaatt ttnttaaaaa aaatctgcac 
ccctcagagc tcagcccaag gcagaatcta 
aagaaaaaaa agaagtcatg ctgtgtggcc 
aaaactgtct atattagaca ttttggaggg 
tctcttcagt gtgcctgatg tcacctcatg 
aaggacagtg ggttctgtgt ccacctttgt 
cgcctgccac ggctgaccag agaaggtgct 
agtatgaaca cacagcagag gcaccctcgt 
cagttttaag gaaaagaaaa agaatgtaaa 
gtcgtgagaa actggctggt ccaatgggat 
ggtagcagct ctcttctgtc agctgaatgt 
ttgctcttaa tcgtatggaa gcttgagcta 
acacaaagac ggtacataat cctacaggtt 
ctttgctcta ctgtttacat tgcagattgc 
aatgatgcac tttaggatgt ttcctatttt 
caaaaattgt gtttttttaa aaatacatgt 
aagctatgat attaatcaga tcattaccag 
atgtttttgg aaaaatacgc tacagaattt 
ctaattgttt tggaatctgt tgtttctgcc 
aatccccatt tgaatttgta tgattcaata 
aaattgtgta tgagatgttg tgttttcctt 
atattcttca tggaatggag cccagaagaa 
tatttgaaga aatgtttgtt agtcagtcag 
gtgttcccca gcaaccattt ctgcagccca 
attaattggc ttcacaaaga caaaatgctc 
gaatatgtgt ttattaatta gcacatgcca 
gtgtaagtaa acttaagaat cnaagagtgc 

<210> 341 

<211> 1542 

<212> DNA 

<213> Homo sapiens 



gaaactggct ggaagaagac aatgtgaccc 222 0 
gactgcagta tgtgcacatg cgcacgcgca 2280 
tttcctaaca ctagcagaga ttaatcacta 2340 
acactgttct tccctggata actgagaaac 2400 
aaacaagctc aggactttat tctatagagc 2460 
ggacccagtt aactgcaaac gtgcattgga 252 0 
acctttccac agagctgcgc cttcctcacg 2580 
ggtagatgga agctgcatct gcccacgatg 2 640 
ttcaggactt cctcagctga caaggaattt 2700 
gaggacagag agatggtaag cagctgtatg 2760 
aagagcctgg agattctttc ctgaacactg 2 820 
aacaccaagc caggctagca tgctcatggc 2880 
tagccaaaca taaaggggct taagtcagcc 2940 
ctgtgttctc agcctcctga gtacttacca 3000 
taaaatcccc aaactgacag gtaaatgtag 3 060 
aatcacacta ttttcgagat catgtataaa 312 0 
aattataatt tttttcaaag actttgtcac 3180 
accaggaaat gtaagacacc aaatcctcca 3240 
atttgctgtt acttttttaa ctcctgcgcc 3300 
gctttgcgag gccgagccca ggcatctgct 3360 
tcaggagctc tgccttagac gacgtgttac 3420 
atgttttgaa agttgccttc tgaaagggca 3480 
actatactga cccgttttca gttttaaagg 3 540 
ttacagcaac attttccatt gctgaagtga 3600 
taaggatggg gaaaaagaat gcctttaagt 3 660 
tgtgttggaa gtgccctggt tttaatccat 3720 
taaatgtaca taaaaatata gtttggaatt 3780 
tataatttca aggagtgaga ttataaataa 3 840 
tgaaatctga acatgaatca ttcacatgac 3900 
ctagtctgtc ctttaatagc tctcttaaat 3960 
ttagctttta aagcacattt gtttaagact 4020 
ttttttaagc tacaaataaa tgagatgcta 4080 
aaaggtaaat taactaaaga tttattcagg 4140 
aaagaaaaca ccaagtaagt tatataaaat 4200 
tgtaatttcc actaactaac taactaactt 42 60 
atgagaggaa gcccttttca cactagatct 432 0 
tcagtggttt ctggctctgc cgagggagat 43 8 0 
gaatctcaag gcactagagg cggtgtctta 4440 
tggactggga tttttccttt gctgtgttgg 4500 
acaaaataaa tgtcaagagt tatttcataa 4560 
agacttataa ttttcaaaa 4609 



<220> 

<221> misc_feature 

<223> Incyte ID No: 255824.39 



<400> 341 

ggcggagggc ggagtggtgc ctttaaaagg 
tgcgccgccc cttccgaggc taaatcggct 
gtcctggtga cgagtcccgc gttctctcct 
ccgccgcacc ctgcacaccc gcccctctcc 



ccgggcgccg ccttccgcct gcccgcctcc 60 
gcgttcctct cggaacgcgc cgcagaaggg 120 
tgaatccact cgccagcccg ccgccctctg 180 
tgtgccagga acttgctact accagcacca 240 
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tgccctacca atatccagca ctgaccccgg 
accgcatcgt ggcacctggc aagggcatcc 
ccaagcggct gcagtccatt ggcaccgaga 
agctgctgct gacagctgac gaccgcgtga 
atgagacact ctaccagaag gcggatgatg 
agggcggtgt tgtgggcatc aaggtagaca 
ggcgagacta ccacccaagg gttggatggg 
gacggagctg acttcgccaa gtggcgttgt 
gccctcgcca tcatggaaaa tgccaatgtt 
aatggcattg tgcccatcgt ggagcctgag 
cgctgccagt atgtgaccga gaaggtgctg 
cacatctacc tggaaggcac cttgctgaag 
actcagaagt tttctcatga ggagattgcc 
gtgccccccg ctgtcactgg gatcaccttc 
tccatcaacc tcaatgccat taacaagtgc 
tcctacggcc gagccctgca ggcctctgcc 
ctgaaggctg cgcaggagga gtatgtcaag 
ggaaagtaca ctccgagcgg tcaggctggg 
aaccacgcct attaagcgga ggtgttccca 
ctcccactct tgaagaggag gccgcctcct 
ttcttccctc gtgacagtgg tgtgtggtgt 
ccggcacact gccaaataaa cagctattta 



agcagaagaa ggagctgtct gacatcgctc 300 
tggctgcaga tgagtccact gggagcattg 3 60 
acaccgagga gaaccggcgc ttctaccgcc 420 
acccctgcat tgggggtgtc atcctcttcc 480 
ggcgtccctt cccccaagtt atcaaatcca 540 
agggcgtggt ccccctgggc agggacaaat 600 
ctgtctgagc gctgtgccca gtacaagaag 660 
gtgctgaaga ttggggaaca caccccctca 720 
ctggcccgtt atgccagtat ctgccagcag 780 
atcctccctg atggggacca tgacttgaag 840 
gctgctgtct acaaggctct gagtgaccac 900 
cccaacatgg tcaccccagg ccatgcttgc 960 
atggcgaccg tcacagcgct gcgccgcaca 1020 
ctgtctggag gccagagtga ggaggaggcg 1080 
cccctgctga agccctgggc cctgaccttc 1140 
ctgaaggcct ggggcgggaa gaaggagaac 1200 
cgagccctgg ccaacagcct tgcctgtcaa 12 60 
gctgctgcca gcgagtccct cttcgtctct 1320 
ggctgccccc aacactccag gccctgcccc 13 80 
cggggctcca ggctggcttg cccgcgctct 1440 
cgtctgtgaa tgctaagtcc atcacccttt 1500 
agggggaaaa aa 1542 



<210> 342 

<211> 1520 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2706606CB1 



<400> 342 

cccacgcgtc cggaacagcc accatcaccg 
aaggagccag ggagggtggc agggaggcca 
cccacaggtc cctggccaaa gatttatttc 
tccaaggaag aatttcctct gaagcaccgg 
aatatccagc actgaccccg gagcagaaga 
tggcacctgg caagggcatc ctggctgcag 
tgcagtccat tggcaccgag aacaccgagg 
tgacagctga cgaccgcgtg aacccctgca 
tctaccagaa ggcggatgat gggcgtccct 
ttgtgggcat caaggtagac aagggcgtgg 
ccacccaagg gttggatggg ctgtctgagc 
acttcgccaa gtggcgttgt gtgctgaaga 
tcatggaaaa tgccaatgtt ctggcccgtt 
tgcccatcgt ggagcctgag atcctccctg 
atgtgaccga gaaggtgctg gctgctgtct 
tggaaggcac cttgctgaag cccaacatgg 
tttctcatga ggagattgcc atggcgaccg 
ctgtcactgg gatcaccttc ctgtctggag 
tcaatgccat taacaagtgc cccctgctga 
gagccctgca ggcctctgcc ctgaaggcct 
cgcaggagga gtatgtcaag cgagccctgg 
ctccgagcgg tcaggctggg gctgctgcca 
attaagcgga ggtgttccca ggctgccccc 



cagggagtca agggaggagg gagattagag 60 
cgtgatccga gtcccctcac ccctttcctt 120 
tcttgacaac caagggcctc cgtctggatt 180 
aacttgctac taccagcacc atgccctacc 240 
aggagctgtc tgacatcgct caccgcatcg 300 
atgagtccac tgggagcatt gccaagcggc 3 60 
agaaccggcg cttctaccgc cagctgctgc 420 
ttgggggtgt catcctcttc catgagacac 480 
tcccccaagt tatcaaatcc aagggcggtg 540 
tccccctggc agggacaaat ggcgagacta 600 
gctgtgccca gtacaagaag gacggagctg 660 
ttggggaaca caccccctca gccctcgcca 720 
atgccagtat ctgccagcag aatggcattg 780 
atggggacca tgacttgaag cgctgccagt 840 
acaaggctct gagtgaccac cacatctacc 900 
tcaccccagg ccatgcttgc actcagaagt 960 
tcacagcgct gcgccgcaca gtgccccccg 1020 
gccagagtga ggaggaggcg tccatcaacc 1080 
agccctgggc cctgaccttc tcctacggcc 1140 
ggggcgggaa gaaggagaac ctgaaggctg 12 00 
ccaacagcct tgcctgtcaa ggaaagtaca 1260 
gcgagtccct cttcgtctct aaccacgcct 1320 
aacactccag gccctgcccc ctcccactct 1380 



PA-0035 US 



tgaagaggag gccgcctcct cggggctcca ggctggcttg cccgcgctct ttcttccctc 144 
gtgacagtgg tgtgtggtgt cgtctgtgaa tgctaagtcc atcacccttt tcgggacact 150 
gccaaataaa cacgtatttc 152 



<210> 343 
<211> 364 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2706606CD1 





<400> 343 












lie L- r ± u 


Tyr 


Gin 


Tyr 


Pro 


Ala 




1 
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T ,pi 1 CJpr 


Asp 


He 


Ala 


His 


Arg 
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JjfciU. rlJ. CI 
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Asp 


Glu 


Ser 


Thr 










35 








Cor Tl P 
ot=X lie 


Gly Thr Glu Asn 


Thr 


ssl 








50 








P 1 "1 n T .oi i 
J_itrU. 


Leu 


Leu 


Thr 


Ala 


Asp 


n 








65 








Hi v Val 


He 


Leu 


Phe 
80 


His 


Glu 


if 

sal 


Vjr_L _y ri-L y 


Pro 


Phe 


Pro 


Gin 


Val 










95 






JJ 


Gly He 


Lys 


Val 


Asp 


Lys 


Gly 










110 








Gly Glu 


Thr 


Thr 


Thr 


Gin 


Gly 


■™ 






125 






'"■is 


Ala Gin 


Tyr 


Lys 


Lys 


Asp Gly 










140 








Val Leu 


Lys 


He 


Gly Glu 


His 










155 








Glu Asn 


Ala 


Asn 


Val 


Leu 


Ala 










170 








Asn Gly 


He 


Val 


Pro 


He 


Val 










185 








Asp His 


Asp 


Leu 


Lys 


Arg 


Cys 










200 








Ala Ala 


Val 


Tyr 


Lys 


Ala 


Leu 










215 








Gly Thr 


Leu 


Leu 


Lys 


Pro 


Asn 










230 








Thr Gin 


Lys 


Phe 


Ser 


His 


Glu 










245 








Ala Leu 


Arg 


Arg 


Thr 


Val 


Pro 










260 








Leu Ser Gly Gly 


Gin 


Ser 


Glu 










275 








Ala He 


Asn 


Lys 


Cys 


Pro 


Leu 










290 








Ser Tyr 


Gly Arg 


Ala 


Leu 


Gin 










305 







Leu 


Thr 


Pro 
10 


Glu 


Gin 


Lys 


Lys 


Glu 
15 


He 


Val 


Ala 
25 


Pro 


Gly 


Lys 


Gly 


He 
30 


Gly 


Ser 


He 
40 


Ala 


Lys 


Arg 


Leu 


Gin 
45 


Glu 


Glu 


Asn 
55 


Arg 


Arg 


Phe 


Tyr 


Arg 
60 


Asp 


Arg 


Val 
70 


Asn 


Pro 


Cys 


He 


Gly 
75 


Thr 


Leu 


Tyr 

85 


Gin 


Lys 


Ala 


Asp 


Asp 
90 


He 


Lys 


Ser 


Lys Gly Gly Val Val 






100 










105 


Val 


Val 


Pro 
115 


Leu 


Ala 


Gly 


Thr 


Asn 
120 


Leu 


Asp 


Gly 
130 


Leu 


Ser 


Glu 


Arg 


Cys 
135 


Ala 


Asp 


Phe 
145 


Ala 


Lys 


Trp 


Arg 


Cys 
150 


Thr 


Pro 


Ser 
160 


Ala 


Leu 


Ala 


He 


Met 
165 


Arg 


Tyr 


Ala 
175 


Ser 


He 


Cys 


Gin 


Gin 
180 


Glu 


Pro 


Glu 
190 


He 


Leu 


Pro 


Asp 


Gly 
195 


Gin 


Tyr 


Val 


Thr 


Glu 


Lys 


Val 


Leu 




205 
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Ser 


Asp 


His 
220 


His 


He 


Tyr 


Leu 


Glu 
225 


Met 


Val 


Thr 


Pro 


Gly His 


Ala 


Cys 






235 










240 


Glu 


He 


Ala 
250 


Met 


Ala 


Thr 


Val 


Thr 
255 


Pro 


Ala 


Val 
265 


Thr 


Gly 


He 


Thr 


Phe 
270 


Glu 


Glu 


Ala 
280 


Ser 


He 


Asn 


Leu 


Asn 
285 


Leu 


Lys 


Pro 
295 


Trp 


Ala 


Leu 


Thr 


Phe 
300 


Ala 


Ser 


Ala 
310 


Leu 


Lys 


Ala 


Trp 


Gly 
315 
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Glv Lys Lys Glu Asn Leu Lys Ala Ala Gin Glu Glu Tyr Val Lys 

320 325 330 

Arg Ala Leu Ala Asn Ser Leu Ala Cys Gin Gly Lys Tyr Thr Pro 

335 340 345 

Ser Gly Gin Ala Gly Ala Ala Ala Ser Glu Ser Leu Phe Val Ser 

350 355 360 

Asn His Ala Tyr 

<210> 344 

<211> 162 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__feature 

<223> Incyte ID No: 118006.1 



<400> 344 

gtcttgaata agataattta tttttctgaa 
tcagttaatc tgatcagggc catatgcctg 
gacatacaaa tatgaaaagt gtttgtaagt 

<210> 345 

<211> 4143 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1039889.26 



gaactcaaaa ggctttgcat atacatcatg 60 
aaatgaacaa aacaggataa ccattggaaa 120 
ggaccagcaa cc 162 



<400> 345 

gcgggcgcgc cgcttccgct taaataacgg 
gctgccaact ctcgcactct gttcttccgc 
caatggaaga agagatcgcc gcgctggtca 
gttttgctgg ggacgacgct ccccgagccg 
accagggcgt catggtgggc atgggccaga 
gcaagcgtgg catcctgacc ctgaagtacc 
acgacatgga gaagatctgg caccacacct 
agcacccagt gctgctgacc gaggcccccc 
ctcaggctct gttcctctcc cggcatttcc 
cttcaacacc ccggccatgt acgtggccat 
gcgcaccact ggcattgtca tggactctgg 
cgagggctac gccctccccc acgccatcct 
cgactacctc atgaagatcc tcactgagcg 
ggaaatcgtg cgcgacatca aggagaagct 
gatggccacc gccgcatcct cctcttctct 
ggtcatcacc attggcaatg agcggttccg 
cctgggtatg gaatcttgcg gcatccacga 
cgtggacatc cgcaaagacc tgtacgccaa 
cccgggcatt gccgacagga tgcagaagga 
gatcaagatc atcgcacccc cagagcgcaa 
ggcctcactg tccaccttcc agcagatgtg 
cccctccatc gtccaccgca aatgcttcta 
gcatgggtta attgagaata gaaatttgcc 
tcacgaaact ggaataagcc ttcgaaaaga 



ggggggaggc cgcggtcggt ctcagtcgcc 60 
cgctccgccg tcgcgtttct ctgccggtcg 120 
ttgacaatgg ctccggcatg tgcaaagctg 180 
tgtttccttc catcgtcggg cgccccagac 240 
aggactccta cgtgggcgac gaggcccaga 300 
ccattgagca tggcatcgtc accaactggg 3 60 
tctacaacga gctgcgcgtg gccccggagg 420 
tgaaccccaa ggccaacaga gagaagatga 48 0 
tccctgaagc ctccagatta tgtttgagac 540 
ccaggccgtg ctgtccctct acgcctctgg 600 
agacggggtc acccacacgg tgcccatcta 660 
gcgtctggac ctggctggcc gggacctgac 72 0 
aggctacagc ttcaccacca cggccgagcg 780 
gtgctacgtc gccctggact tcgagcagga 840 
ggagaagagc tacgagctgc ccgatggcca 900 
gtgtccggag gcgctgttcc agccttcctt 960 
gaccaccttc aactccatca tgaagtgtga 1020 
cacggtgctg tcgggcggca ccaccatgta 1080 
gatcaccgcc ctggcgccca gcaccatgaa 1140 
gtactcggtg tggatcggtg gctccatcct 1200 
gattagcaag caggagtacg acgagtcggg 12 60 
aacggactca gcagatgcgt agcatttgct 1320 
cctggcaaat gcacacacct catgctagcc 1380 
aattgtcctt gaagcttgta tctgatatca 1440 



334 



PA-0035 US 



gcactggatt 
tggtatttgt 
gtcacttcgt 
ctgtgtggcc 
gggatttctc 
gaaagtccaa 
gtgggctgtt 
ttcttaattt 
caaaaaaaac 
tccaactcaa 
aaactgggtc 
gttcttgcca 
ggaacagtta 
tatcagatac 
tagcatgagg 
aaatgctacg 
gactcgtcgt 
atggagccac 
atggtgctgg 
catggtggtg 
acacttcatg 
ggaaggctgg 
gccatcgggc 
aagggacagc 
gcgaggctac 
gaagctgtgc 
ttctctggag 
gttccggtgt 
ccacgagacc 
cgccaacacg 
gaaggagatc 
gcgcaagtac 
gatgtggatt 
cttctaaacg 
atttgcccct 
gaaaagaaat 
ctgattttga 
catatctttg 
acgtgcttgt 
ctgtgcaggg 
gaaccagttg 
agtttccttt 
gttggaagcg 
tttttgtacg 
tatgtgagaa 
cgt 



gtagaacttg 
ttaataccct 
ggctaaggta 
agcagcctct 
tagaggctgg 
gccgtaggac 
acttgctttg 
atgtaaggtt 
cttacataaa 
agcaagtaac 
ctacggcttg 
gcctctagag 
acttcaatac 
aagcttcaag 
tgtgtgcatt 
catctgctga 
actcctgctt 
cgatccacac 
gcgccagggc 
ccgcccgaica. 
atggagttga 
aacagcgcct 
agctcgtagc 
acggcctgga 
aggtttaaca 
tacgtcgccc 
aagagctacg 
ccggaggcgc 
accttcaact 
gtgctgtcgg 
accgccctgg 
tcggtgtgga 
agcaagcagg 
gactacagca 
ggcaaatgca 
tgtccttgaa 
ccttgtattc 
agttcaacct 
ggaagacaag 
tattaacatg 
tttttgtctt 
cttagctgat 
gtttgcattt 
caattctcga 
cattaggccc 



ttgctgattt 
gtacatatct 
agaacgtgct 
gatctgtgca 
caagaaccag 
ccagtttcct 
agttggaagc 
ttttttgtac 
ttaagaatga 
agcccacggt 
gactttccaa 
aaatcccaga 
aaggtcaaaa 
gacaatttct 
tgccaggggc 
gtccgtttag 
gctaatccac 
cgagtacttg 
ggtgatctcc 
gcaccgtgtt 
aggtggtctc 
ccggacaccg 
tcttctccat 
tggccacgta 
aca&cgggcc 
tggacttcga 
agctgcccga 
tgttccagcc 
ccatcatgaa 
gcggcaccac 
cgcccagcac 
tcggtggctc 
agtacgacga 
gatgcgtagc 
cacacctcat 
gcttgtattt 
aagttaactg 
ttagtacgtg 
tctgtggctt 
tcagggctga 
gcgggtctgt 
gtctttggcc 
acgcctgtaa 
ttctttaaag 
cagcaacacg 



tgaccttgta 
ttgagttcaa 
tgtggaagac 
gggtattaac 
ttgttttgtc 
ttcttagctg 
ggtttgcatt 
gcaattctcg 
atacatttac 
gttctggcca 
ccctgacaga 
acactcagcc 
tcagcaacaa 
tttcgaaggc 
aaatttctat 
aagcatttgc 
atctgctgga 
cgctctgggg 
ttctgcatcc 
ggcgtacagg 
gtggatgccg 
gaaccgctca 
gacaatgcca 
catggccggg 
gagcggggaa 
gcaggagatg 
tggccaggtc 
ttccttcctg 
gtgtgacgtg 
catgtatccg 
catgaagatc 
catcctggcc 
gtcgggcccc 
tttgctggca 
gctagcctca 
gatatcagca 
ttccccttgg 
tggcttggtc 
ggtgagtctg 
gtgttctggg 
cagggttgga 
agaacaccgt 
atgtattcat 
agatgacaac 
tcattgtgta 



ttgaagttaa 
cctttagtac 
aagtctgtgg 
gtgtcagggc 
ttgcgggtct 
atgtctttgg 
tacgcctgta 
attctttgaa 
aggcgtaaat 
aagacatcag 
cccgcaagac 
ctgacacgtt 
gttctacaat 
ttattccagt 
tctcaattaa 
ggtggacgat 
aggtggacag 
gtgcgatgat 
tgtcagcaat 
tctttgcgga 
caagattcca 
ttgccaatgg 
gtggtgcgcc 
gtgttgaagg 
atcgtgcgcg 
gccaccgccg 
atcaccattg 
ggtatggaat 
gacatccgca 
ggcattgccg 
aagatcatcg 
tcactgtcca 
tccatcgtcc 
tgggttaatt 
cgaaactgga 
ctggattgta 
tatttgttta 
acttcgtggc 
tgtggccagc 
atttctctag 
aagtccaagc 
gggctgttaa 
tcttaattta 
aaattttggt 
aggaaaaata 



ctgttcccct 
gtgtggcttg 
cttggtgagt 
tgagtgttct 
gtcagggttg 
ccagaacacc 
aatgtattca 
gagatgacaa 
gcaaaccgct 
ctaagaaagg 
aaaacaactg 
aataccaagg 
ccagtgctga 
ttcgtgaggc 
cccatgcagc 
ggaggggccc 
tgaggccagg 
cttgatcttc 
gccccggata 
tgtccacgtc 
tacccaggaa 
tgatgacctg 
cagaggcgta 
tcctcactga 
acatcaagga 
catcctcctc 
gcaatgagcg 
cttgcggcat 
aagacctgta 
acaggatgca 
cacccccaga 
ccttccagca 
accgcaaatg 
gagaatagaa 
ataagccttc 
gaacttgttg 
ataccctgta 
tgaggtaaga 
agcctctgat 
aggctggcaa 
cgtaggaccc 
cttgccttga 
tgtaaggttt 
tttctactgt 
aaagtgctgc 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4143 



<210> 346 
<211> 392 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 481480.7 
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<220> 

<221> unsure 

<222> 311, 324, 353, 382, 389 
<223> a, t, c, g, or other 



<400> 346 

cttattagtc atacaaataa gacttatgta agtttatgct tatttttgcc tttatgacta 60 
cataataatt tatagaatca actaaaatca gctatccatg gtattttgct tgtattttgc 120 
cttttaggtt attattcttg gcgaaattca aaggatggct cctggttcat ccagtcgctt 180 
tgtgccatgc tgaaacagta tgccgacaag cttgaattta tgcacattct tacccgggtt 240 
aaccgaaagg tggcaacaga atttgagtcc ttttcctttg acgctacttt tcatgcaaag 300 
aaacagattc natgtattgt ttcnatgctc ccaaaagaac tctattttta tcnctaaaga 3 60 
atggttggtt gggggttttt tnagtttgna tg 392 



<210> 347 

<211> 1860 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 662575CB1 



<400> 347 

ctcgactccg 

catgggggcg 

ccgcgccgac 

ccagcaggcc 

tttcatcgct 

caagatcccc 

cggctgcact 

ccagctcagc 

gttggagacg 

ggtgctcgag 

ggctgcggcc 

gcaggtggct 

gctgctcctg 

gtggctggtg 

catgggcctg 

ttatgttctg 

tctcctctgc 

agctctggcc 

cccttcagcg 

tttccaccag 

cctgcggggc 

gctgtctgca 

cccacccagt 

caagcgcttt 

ctggctcccc 

ctgggctctg 

tcttggccac 

agggagtagg 

ctgccggtcc 

cccctgccac 

aaagggttga 



gaggctcccg 
cccccgggct 
ttccagctcc 
ttgttgctgg 
gtctacctca 
tcgcccgggg 
ggcattggca 
tctgcgctgc 
gtggagaggc 
ccgcgcacgg 
cagcagctgc 
gaaaatgtgt 
gagctgctgg 
atcgtgatga 
gaggcagcca 
aacctgaccc 
aaccgggccg 
aacatccact 
cagaagcctc 
ttggtggcac 
ctgtgcgaag 
ggagcgctgg 
gacgactacg 
gtgcagtggc 
tcttcgttcc 
accactaaca 
tgtgctccca 
gctggcaggg 
catccttgga 
atcccagtgg 
tttaaaataa 



cagccccggc 
accggccctc 
gcccggtgcc 
tggcggcctt 
tccgcttctg 
gaggctgcgt 
tcggtttcta 
tgcacgccaa 
tgggcgaggc 
agctggtggc 
aggggctggc 
cctttgtgga 
tctgcctctt 
cagtcatgag 
cggccgtggg 
aggaggagac 
tctccaaccc 
cccagctgct 
tgctgtcctt 
tgctacactg 
acgccctgga 
ccactgccct 
atgacacaga 
agtcgtctat 
ttccctggct 
ctcttggcca 
tttctgtcct 
gagggggcag 
gggactaagc 
gctctgaccc 
aagggaagac 



gtccgccccg 
agcttgggtg 
cagcgttttc 
ggcgggcctg 
ctgctgccgg 
cacctggagc 
tggcaacagt 
ccacacactc 
ggtgaggaca 
tgccgcccga 
cttctggcag 
ggagtacagg 
caccctcctg 
tctcctggtt 
cctcagtgac 
agggctcagc 
cttccaacag 
gggcctggag 
ggaggagact 
ccgcagcctg 
aggcctgctc 
ctgcagcctg 
cgatgacgac 
ctgagcccct 
gccggaggag 
tggacagcct 
tggccttggg 
acagcctcgc 
tgggggtggg 
cctgatctca 
tattttacaa 



ctggcccctc 
catctcctcc 
gcgccccaag 
ggcttgggcc 
ccccccgagc 
tgcattgtcg 
gagaccagtg 
agcaccattg 
gagctgacca 

ggggctcgac 
ggagtgcccc 
tggctggcct 
ggcctggcga 
ctcgtcctga 
ttctgctcca 
tcagacatcc 
aggctgactc 
cgagaagctg 
ctgaatgtga 
cacaaggact 
ttcctgctac 
ccccgagcct 
cctttcaacc 
cctcccggct 
accccactaa 
gcacaggacc 
agtagctgag 
ctcgcaccct 
ggacatgagt 
actcgtggca 
aaaaaaaaaa 



ccccgggggc 
accagctgcc 
agcaggaata 
tgagcctcat 
cccccgggtc 
cccttctcgc 
atggggtgtc 
accacctggt 
ccctggagga 
ggcaggcgga 
tgagccccct 
acgtcctcct 
agcagagcaa 
gctggggctc 
atccagaccc 
tgagctatta 
tgtcccagcg 
tgcctcagtt 
cagaaggaaa 
atggtgcagc 
tcttctccct 
gggccctctt 
ctcaggaatc 
ggactggagc 
cccagcctgc 
gcctccctgc 
ggggcagact 
tcatccctgg 
ccccctgctg 
ctaacttgga 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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<210> 348 
<211> 450 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 662575CD1 

<400> 348 



Met 


P 1 -t r 

Giy 


Aia 


Pro 


Pro 


biy 


Tyr 


Arg 


Pro 


Ser 


Aia 


Trp 


vai 


HI s 


Leu 


1 








5 










10 










15 


Leu 


His 


p 1 -i-i 

bin 


Leu 


Pro 
20 


Arg 


A 1 r=i 

Aia 


Asp 


Fne 


P 1 -y-, 

bin 

25 


Leu 


Arg 


Pro 


vai 


Pro 
30 


Ser 


vai 


rue 


Aia 


Pro 
35 


bin 


p 1 n 
blU 


Pi Ti 

bin 


Pin 

blU 


Tyr 
40 


bin 


bin 


Aia 


Leu 


Leu 
45 


Leu 


Val 


Ala 


Aia 


Leu 
50 


]\i , 
Aia 


pi , r 

Giy 


Leu 


biy 


Leu 
55 


P 1 1 T 

biy 


Leu 


Ser 


Leu 


Tl o 

lie 
60 


Phe 


lie 


Ala 


vai 


Tyr 
65 


Leu 


lie 


Arg 


Fne 


Cys 
70 


Cys 


Cys 


Arg 


Pro 


Pro 
75 


p 1 -i i 


Pro 


Pro 


P 1 t r 

Giy 


Ser 
80 


Lys 


Ti- 
ne 


Pro 


Ser 


Pro 
85 


Giy 


biy 


p1,T 

biy 


Cys 


vai 
90 


Thr 


Trp 


Ser 


Cys 


lie 
95 


T 7— 1 

Val 


Ala 


Leu 


Leu 


Ala 
100 


Gly 


Cys 


Thr 


Gly 


Tl ^ 

lie 
105 


Gly 


Tl - 

lie 


p 1 -. t 

Gly 


Phe 


Tyr 
110 


Gly 


Asn 


Ser 


Glu 


Thr 
115 


Ser 


Asp 


Gly 


Vai 


Ser 
120 


Gin 


Leu 


Ser 


Ser 


T\1 

Aia 
125 


Leu 


Leu 


HIS 


A 1 -3 

Ala 


Asn 
130 


rllS 


Thr 


Leu 


Ser 


Thr 
135 


lie 


Asp 


HIS 


Leu 


vai 
140 


Leu 


pi in 

blU 


Thr 


7 7~ 1 

vai 


Pin 

blU 

145 


Arg 


Leu 


Pl,T 

b_i_y 


P]n 
blU 


Jl a 

A±a 
150 


vai 


Arg 


Thr 


Pin 
blU 


Leu 
155 


Thr 


Thr 


Leu 


blU 


Pin 
bl U 

160 


Val 


Leu 


Pi n 
blU 


rrjL O 


Arg 
165 


Thr 


G1U 


Leu 


vai 


Aia 
170 


A 1 

Aia 


Aia 


Arg 


biy 


Ala 

Aia 
175 


Arg 


Arg 


P 1 -in 

bin 


Aia 


Pin 
b-LU 

180 


A 1 — v 

Ala 


A 1 => 

Ala 


Ala 


p 1 -n 

Gin 


P 1 T-l 

Gin 
185 


Leu 


bin 


pi, r 
biy 


Leu 


Aia 
190 


Fne 


Trp 


bin 


P 1 17 

biy 


vai 
195 


Pro 


Leu 


Ser 


Pro 


Leu 

200 


pi n 

Gin 


vai 


Ala 

Aia 


Pi 

blU 


Asn 
205 


vai 


Ser 


Fne 


vai 


Pin 

blU 

210 


Glu 


Tyr 


Arg 


Trp 


Leu 
215 


Ala 


Tyr 


Val 


Leu 


Leu 
220 


Leu 


Leu 


Leu 


Glu 


Leu 
225 


Leu 


Val 


Cys 


Leu 


Phe 
230 


Thr 


Leu 


Leu 


Gly 


Leu 
235 


Ala 


Lys 


Gin 


Ser 


Lys 
240 


Trp 


Leu 


Val 


He 


Val 
245 


Met 


Thr 


Val 


Met 


Ser 
250 


Leu 


Leu 


Val 


Leu 


Val 
255 


Leu 


Ser 


Trp 


Gly 


Ser 
260 


Met 


Gly 


Leu 


Glu 


Ala 
265 


Ala 


Thr 


Ala 


Val 


Gly 
270 


Leu 


Ser 


Asp 


Phe 


Cys 
275 


Ser 


Asn 


Pro 


Asp 


Pro 
280 


Tyr 


Val 


Leu 


Asn 


Leu 
285 


Thr 


Gin 


Glu 


Glu 


Thr 
290 


Gly 


Leu 


Ser 


Ser 


Asp 
295 


He 


Leu 


Ser 


Tyr 


Tyr 
300 


Leu 


Leu 


Cys 


Asn 


Arg 
305 


Ala 


Val 


Ser 


Asn 


Pro 
310 


Phe 


Gin 


Gin 


Arg 


Leu 
315 


Thr 


Leu 


Ser 


Gin 


Arg 
320 


Ala 


Leu 


Ala 


Asn 


He 
325 


His 


Ser 


Gin 


Leu 


Leu 
330 


Gly 


Leu 


Glu 


Arg 


Glu 
335 


Ala 


Val 


Pro 


Gin 


Phe 

340 


Pro 


Ser 


Ala 


Gin 


Lys 
345 
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Pro Leu Leu Ser Leu Glu Glu Thr Leu Asn Val Thr Glu Gly Asn 

350 355 360 

Phe His Gin Leu Val Ala Leu Leu His Cys Arg Ser Leu His Lys 

365 370 375 

Asp Tyr Gly Ala Ala Leu Arg Gly Leu Cys Glu Asp Ala Leu Glu 

380 385 390 

Gly Leu Leu Phe Leu Leu Leu Phe Ser Leu Leu Ser Ala Gly Ala 

395 400 405 

Leu Ala Thr Ala Leu Cys Ser Leu Pro Arg Ala Trp Ala Leu Phe 

410 415 420 

Pro Pro Ser Asp Asp Tyr Asp Asp Thr Asp Asp Asp Asp Pro Phe 

425 430 435 

Asn Pro Gin Glu Ser Lys Arg Phe Val Gin Trp Gin Ser Ser He 

440 445 450 



<210> 349 
<211> 875 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 027619.3 

<220> 

<221> unsure 

<222> 844, 847 

<223> a, t, c, g, or other 



<400> 349 

ctcagtcatg ccagtgcctg ctctgtgcct gctctgggcc ctgggcaatg gtgacccggc 60 
ctgcctcagc ggcccccatg ggcggcccag aactggcaca gcatgaggag ctgaccctgc 120 
tcttccatgg gaccctgcag ctgggccagg ccctcaacgg tgtgtacagg accacggagg 180 
gacggctgac aaaggccagg aacagcctgg gtctctatgg ccgcacaata gaactcctgg 2 40 
ggcaggaggt cagccggggc cgggatgcag cccaggaact tcgggcaagc ctgttggaga 3 00 
ctcagatgga ggaggatatt ctgcagctgc aggcagaggc cacagctgag gtgctggggg 3 60 
aggtggcccc aggcacagaa ggtgctacgg gacagcgtgc agcggctaga agtccagctg 420 
aggagcgcct ggctgggccc tgcctaccga gaatttgagg tcttaaaggc tcacgctgac 480 
aagcagagcc acatcctatg ggccctcaca ggccacgtgc agcggcagag gcgggagatg 540 
gtggcacagc agcatcggct gcgacagatc caggagagac tccacacagc ggcgctccca 600 
gcctgaatct gcctggatgg aactgaggac caatcatgct gcaaggaaca cttccacgcc 660 
ccgtgaggcc cctgtgcagg gaggagctgc ctgttcactg ggatcagcca gggcgccggg 720 
ccccacttct gagcacagag cagagacaga cgcaggcggg gacaaaggca gaggatgtag 780 
ccccattggg gaggggtgga ggaaggacat gtaccctttc atgcctacac acccctcatt 840 
aaancanagt cgtggcatct caaaaaaaaa aaaaa 875 

<210> 350 

<211> 8731 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 235447.5 



<400> 350 
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ggcggctcgg gacggaggac gcgctagtgt gagtgcgggc ttctagaact acaccgaccc 60 
tcgtgtcctc ccttcatcct gcggggctgg ctggagcggc cgctccggtg ctgtccagca 120 
gccataggga gccgcacggg gagcgggaaa gcggtcgcgg ccccaggcgg ggcggccggg 180 
atggagcggg gccgcgagcc tgtggggaag gggctgtggc ggcgcctcga gcggctgcag 240 
gttcttctgt gtggcagttc agaatgatgg atcaagctag atcagcattc tctaacttgt 300 
ttggtggaga accattgtca tatacccggt tcagcctggc tcggcaagta gatggcgata 3 60 
acagtcatgt ggagatgaaa cttgctgtag atgaagaaga aaatgctgac aataacacaa 420 
aggccaatgt cacaaaacca aaaaggtgta gtggaagtat ctgctatggg actattgctg 480 
tgatcgtctt tttcttgatt ggatttatga ttggctactt gggctattgt aaaggggtag 540 
aaccaaaaac tgagtgtgag agactggcag gaaccgagtc tccagtgagg gaggagccag 600 
gagaggactt ccctgcagca cgtcgcttat attgggatga cctgaagaga aagttgtcgg 660 
agaaactgga cagcacagac ttcaccggca ccatcaagct gctgaatgaa aattcatatg 720 
tccctcgtga ggctggatct caaaaagatg aaaatcttgc gttgtatgtt gaaaatcaat 7 80 
ttcgtgaatt taaactcagc aaagtctggc gtgatcaaca ttttgttaag attcaggtca 840 
aagacagcgc tcaaaactcg gtgatcatag ttgataagaa cggtagactt gtttacctgg 9 00 
tggagaatcc tgggggttat gtggcgtata gtaaggctgc aacagttact ggtaaactgg 960 
tccatgctaa ttttggtact aaaaaagatt ttgaggattt atacactcct gtgaatggat 102 0 
ctatagtgat tgtcagagca gggaaaatca cctttgcaga aaaggttgca aatgctgaaa 1080 
gcttaaatgc aattggtgtg ttgatataca tggaccagac taaatttccc attgttaacg 1140 
cagaactttc attctttgga catgctcatc tggggacagg tgacccttac acacctggat 1200 
tcccttcctt caatcacact cagtttccac catctcggtc atcaggattg cctaatatac 1260 
ctgtccagac aatctccaga gctgctgcag aaaagctgtt tgggaatatg gaaggagact 132 0 
gtccctctga ctggaaaaca gactctacat gtaggacggt aacctcagaa agcaagaatg 13 80 
tgaagctcac tgtgagcaat gtgctgaaag agataaaaat tcttaacatc tttggagtta 1440 
ttaaaggctt tgtagaacca gatcactatg ttgtagttgg ggcccagaga gatgcatggg 1500 
gccctggcag ctgcaaaatc cggtgtaggc acagctctcc tattgaaact tgcccagatg 15 60 
ttctcagata tggtcttaaa agatgggttt cagcccagca gaagcattat ctttgccagt 162 0 
tggagtgctg gagactttgg atcggttggt gccactgaat ggctagaggg atacctttcg 1680 
tccctgcatt taaaggcttt cacttatatt aatctggata aagcggttct tggtaccagc 1740 
aacttcaagg tttctgccag cccactgttg tatacgctta ttgagaaaac aatgcaaaat 1800 
gtgaagcatc cggttactgg gcaatttcta tatcaggaca gcaactgggc cagcaaagtt 18 60 
gagaaactca ctttagacaa tgctgctttc cctttccttg catattctgg aatcccagca 1920 
gtttctttct gtttttgcga ggacacagat tatccttatt tgggtaccac catggacacc 1980 
tataaggaac tgattgagag gattcctgag ttgaacaaag tggcacgagc agctgcagag 2040 
gtcgctggtc agttcgtgat taaactaacc catgatgttg aattgaacct ggactatgag 2100 
aggtacaaca gccaactgct ttcatttgtg agggatctga accaatacag agcagacata 2160 
aaggaaatgg gcctgagttt acagtggctg tattctgctc gtggagactt cttccgtgct 2220 
acttccagac taacaacaga tttcgggaat gctgagaaaa cagacagatt tgtcatgaag 22 80 
aaactcaatg atcgtgtcat gagagtggag tatcacttcc tctctcccta cgtatctcca 2340 
aaagagtctc ctttccgaca tgtcttctgg ggctccggct ctcacacgct gccagcttta 2400 
ctggagaact tgaaactgcg taaacaaaat aacggtgctt ttaatgaaac gctgttcaga 24 60 
aaccagttgg ctctagctac ttggactatt cagggagctg caaatgccct ctctggtgac 2520 
gtttgggaca ttgacaatga gttttaaatg tgatacccat agcttccatg agaacagcag 2580 
ggtagtctgg tttctagact tgtgctgatc gtgctaaatt ttcagtaggg ctacaaaacc 2640 
tgatgttaaa attccatccc atcatcttgg tactactaga tgtctttagg cagcagcttt 2700 
taatacaggg tagataacct gtacttcaag ttaaagtgaa taaccactta aaaaatgtcc 2760 
atgatggaat attcccctat ctctagaatt ttaagtgctt tgtaatggga actgcctctt 2820 
tcctgttgtt gttaatgaaa atgtcagaaa ccagttatgt gaatgatctc tctgaatcct 2880 
aagggctggt ctctgctgaa ggttgtaagt ggtcgcttac tttgagtgat cctccaactt 2940 
catttgatgc taaataggag ataccaggtt gaaagacctt ctccaaatga gatctaagcc 3000 
tttccataag gaatgtagct ggtttcctca ttcctgaaag aaacagttaa ctttcagaag 3060 
agatgggctt gttttcttgc caatgaggtc tgaaatggag gtccttctgc tggataaaat 3120 
gaggttcaac tgttgattgc aggaataagg ccttaatatg ttaacctcag tgtcatttat 3180 
gaaaagaggg gaccagaagc caaagactta gtatattttc ttttcctctg tcccttcccc 3240 
cataagcctc catttagttc tttgttattt ttgtttcttc caaagcacat tgaaagagaa 33 00 
ccagtttcag gtgtttagtt gcagactcag tttgtcagac tttaaagaat aatatgctgc 33 60 
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caaattttgg 
atttattgtt 
taattatcgg 
taaaagcagc 
cacttaaggg 
gatttagaga 
gaatgctggt 
aggctgtggt 
ttcccatttt 
tgtcttccat 
gacagtgatc 
ataattttct 
tcccaactcc 
aagcattggg 
agcttgggtt 
atacatttat 
tacctcctat 
cagagggact 
gacacgtctg 
ctccgtgagt 
aaacggcctc 
gatttacagc 
tttaatctcc 
tgagattcct 
tcgtataaca 
cccttttcta 
aatattcctg 
ttaaggagat 
tattctagaa 
actttctttg 
gtgtggagat 
acagtacatg 
tctaacacac 
gtctttgttg 
aatattttac 
tatttacatg 
ttaaactaca 
attaatgttt 
agaaatattt 
gcacaacact 
tactacctta 
tgacttacaa 
caaaaattaa 
agttttagac 
gtaccatgcg 
ccctctcaga 
ggaagtagct 
gctttggacc 
taaaaagata 
ttcaagctga 
tcctcctctt 
gagacttaca 
atgtgtggaa 
agctacaaaa 
tacttattct 
cttccattct 



ccaaagtgtt 
tatttatcag 
aagcagtgcc 
atctgctaat 
ttttagaaaa 
tgaattaaat 
tttcctaaat 
agtactcctg 
gcaaaatttc 
aatgtataaa 
tccatatgtt 
tcatgcaatg 
tataattccc 
tgggtaaatt 
tttgttacct 
aatgtttgct 
aaacttagtg 
ttgtatagaa 
cctacccatt 
gaaccatcat 
ctagggaaaa 
ctcacttgaa 
tcttttatct 
ggttcgggtg 
caatatgaat 
cagttagggt 
aatgaaatat 
gggccttttg 
cttgcatgac 
taaacaaatg 
tccttgtctg 
aatttagaaa 
tgatattagt 
tagctgttga 
agcagacatg 
ttaacaggtg 
gagggttttc 
tataaaagat 
aaggacaaca 
gaaatattgc 
cataccgttc 
ttagaactat 
cgtttaagtt 
acattcattg 
tgaaaaagca 
ggcctgcgtg 
gaccagtcat 
tctagcgtaa 
aagtatatct 
ttaaagtcat 
tcctatcatg 
ttttataaac 
aagtatgcct 
ataattttgc 
gcaacagcta 
gcaagctgaa 



aatcttaggg 
tgacagagtt 
ttccataatt 
aaaacccaac 
cagccgtcag 
ttaattaggg 
gcagtgaatt 
caaaatttta 
cagtaccttt 
gaacaaggta 
acactaaggg 
acatcttcaa 
tatcttttag 
caaccactgt 
ttatggtttc 
attgacaagt 
cggacaagtt 
ggtttggggg 
cgtggtgatc 
tataaacgtg 
gttcataggg 
tgtgtcacta 
tggactgaca 
ttacgcacac 
acagggcatg 
tgagttactt 
cagactagtg 
gaggtaaagg 
ctttactgtg 
atatgtcctt 
atttaataaa 
taaaatcgtc 
ccattcccta 
cattaagttc 
aactaagttt 
gctatattta 
cagctattat 
agtgatgaaa 
taaggtatta 
agcagtgttt 
taatatttaa 
gcacagtttc 
ggtccttgat 
atagccaaca 
gctgttaccc 
tctcaatgag 
gggcatcttc 
gagatagact 
gaattctctc 
gaggcagccc 
aagtcacaga 
acagttagct 
gctaatagtg 
tgttttaaat 
attaaattga 
ttcaggttat 



gagagctttc 
cactataaat 
atgacagtta 
agatactgga 
ccaaatgtaa 
gttgctaaga 
gtgaccaagt 
tagctcagtt 
gtcacaatcc 
gtttttacct 
tgtaagtaat 
agcttgaaga 
ttttagttgc 
aaaatgaaat 
tccaggtcct 
cattttaact 
ttaatccaga 
ctgtggggaa 
aattaaatgt 
atgatcagct 
tctcttcagg 
ctcacagtct 
tttagcgtag 
gtacttaaat 
cattttgcag 
cctatcaagc 
acaagctcct 
ataaaatgaa 
ttagctcttt 
atcattgtat 
atacgacatt 
gcaggattct 
caaagcagcc 
tttaagtgaa 
caatattcca 
cttaccctat 
ttcctttagt 
aaaaggtaat 
atattggaaa 
aactgaattg 
atctcttaat 
cgaagcatat 
ttggagtact 
aaatccttga 
tccaagtgca 
tgaccctcaa 
cacattggga 
ttacattctt 
atcacaccta 
accagagact 
ctgtctcatc 
tattactgaa 
accgcttcta 
aatgaaagga 
caatcaatag 
attttaatta 



tgtccttttg 
ggtgtttttt 
tactgtcggt 
agttttgcat 
ttgaataaag 
agcgagcact 
tataaatcaa 
tatccaaggt 
taacacatta 
accacagtgt 
tatcgggaac 
tcgttagtat 
agaaacattt 
tactacaaaa 
ctacttaatg 
ttatcacatt 
attgaccttt 
ggagagtccc 
aggtatgaat 
gtttgtcata 
ttcttagtgt 
ctttaatctt 
ctaagtgaaa 
gaaagcatgt 
cagtgagtct 
cagtacgtgc 
ggtcttgaga 
tgagttctgt 
gaatgttctt 
aaaagctgtt 
ttattttcac 
gaaatactga 
acattagcag 
atgcccagca 
tctttggaac 
tgtgagttta 
ttctaaaagt 
gctgaaataa 
aaaactgtac 
ttttaaaata 
tacaatttga 
ttttcaggtt 
ataactacct 
cagagtgaaa 
atatgaaatc 
agaaaccaaa 
taatctttaa 
tgattttatt 
aactgctggt 
ttaaagaacc 
aaactacttg 
cttttaagaa 
caatgacaat 
gctaggtttt 
aatacaatga 
cagaatagct 



gcactgagat 
taatagaata 
tttttttaaa 
ttatggtcaa 
ttgaagctaa 
gaccagataa 
tgtcacttaa 
gtaactctaa 
tcgggagcag 
ctgtatcgga 
agtgtttccc 
ctaacatgta 
tgtggtcatt 
tttgaaattt 
agatagtagc 
atttgcatgt 
tgacttaaag 
ctgaaggtct 
aagttcgaag 
gggcagttgg 
cacttaccta 
cagttttatc 
aggtcatagc 
ggcatgttca 
cttcagaaaa 
taacaggctc 
tgtcttctcg 
catgattcac 
gaaattttag 
atgtgcaaca 
ttatggacat 
taccttaaga 
ttcagatttg 
gcatttaaat 
aaattatgct 
atgactgatt 
aacgacttat 
aggcgctttt 
atattttcaa 
gtggtaatta 
atatacaatc 
tgtttttgca 
ggaagcacta 
aacatcaaga 
tagaacaaga 
atgtatagga 
aacagaggca 
tacacttttt 
gcactggcag 
ccagacctca 
atgtctgtaa 
aagtccaaag 
aatgaaactg 
taaaatatat 
acagattcag 
tcaaattata 



3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
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aatctaactg tcccaatagt aaagagacca 
atcatcctgc atggagcaca agatgtgctt 
tgatgtggaa agcgggtcag taaagactcc 
gccgctttcc acaaatacaa attcagtcta 
cgacaaaatc tttgccattg taaagaatga 
agaagagcac ataggccagt gtttctgtcc 
tgcacattga aaaggcaaca accatgataa 
gaacacttaa aggactatga gattctaatt 
ctatggaatc ttgtctaaat ccatcggaaa 
tccagccatc cattataagt cccaaatgag 
tcaaggcacc agttcccgca tattgcttgg 
ttttgaaaat cttctcaaat tcatcttgtt 
ctagtctctg aagttgggcc tgaagtgaac 
ttctatctag acaaacatgc aattgcttcg 
gccagcagag tccactagaa aataacttaa 
taaaatactt agtcgatccc atctcatatt 
gtatctcatc attccacttc ccaaggaaga 
cttctccgag cccttctggt taatcagatt 
ttgggaatca aaatgccttt ggaaaccgtc 
cagtggtttg tacttgaggt ttggtctttg 
ctgtacaaac gaagctttgc tcccattgta 
agctgcatgg ccttccgaat caattcctct 
gctcctcctc gagatgagaa tccaatcaaa 
ggtaataaag ccatgtaaca ctggaagggc 
ttctcttaga agatgaccat tccatacaaa 
ttcttggaat tcaggactag tgttggatag 
tgttgaaaag taaaatccat ccacattcaa 
attatcttgt aactgaatat cagttaagtg 
aaaatctgtt gctttccaga ctacatgact 
aatgactata agataattac ctgccaccag 
tcttgtgaca gctgaaggag gaacatcttt 
acggtcaatg gtaagtacgt catctgctcc 
aggtgtgata tgccagatat tcccaggctg 
ctgctcgtag gccgccgtcg ccatcctgca 

<210> 351 

<211> 3786 

<212> DNA 

<213> Homo sapiens 



tcaaggcagt aacatcagat caattctgtc 6780 
ttggataaag gcattaaaaa gaccttgggc 6 840 
agttctgcac aatggaatct tccaagccaa 6900 
tcttttcttt ctggaccagt ctgggagcat 6960 
taaaaaatgt tccaatgctt gcaactcccc 7 02 0 
aagtgtcacc agccataagc aaacagataa 7080 
taggcaaagc caggaatttc cagtcccttg 7140 
catccactga atagtttcca agaaataagt 7200 
agttgttctt ataatatcgt atcattgagt 7260 
ttctctttcc agttctggta aagtcagtct 7320 
cacaagcatt tgcgttgtca gcccaggcat 73 80 
cttcaagctt ttgtcccaca tgcaaaactc 7440 
gacgagctaa caaactctgg atcacattgg 7500 
gaacacgcct tcctggtttg ccaccacctg 7560 
ttcatcttgc atttctgcta cctgatccaa 7620 
tttacattcc ttatggaagt caaaggcaat 7 680 
caccattgtt gcaaatgtct gctcaagtgg 7740 
gattataact tgttttccat aaataattac 7800 
catgtgattt gctactttgc tgatctgtgg 7860 
ggaccagaaa acaggtattg atcctcgagt 7920 
gtgcacaatt tgttctgttt ctacaaagtt 7980 
tacataatag cgcacaccag ctctgaaaca 804 0 
gtattttcca ttaatagaac atgaatgcat 8100 
aaaccgatga acctctggct gtgcagaaag 8160 
ccgctgatct gccctttcca agagactcat 8220 
ccgctgcaaa gtatgggtca aatcatatgt 8280 
gacatggttt agcatcgcta ggaaggtttt 8340 
caacattgtc ttcttataag aaaggacatc 8400 
gaaaaattca cctactttta tctttttggt 8460 
atggattgtg cccagtatac caaatattgg 8520 
cttgactgca agggtaacct ctgtggacac 8580 
atcatcacaa gcttccacat aaaatttttc 8640 
tggccaccag attttcaaac acagcttcag 8700 
n 8731 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 331104.2 



<220> 

<221> unsure 
<222> 2577 

<223> a, t, c, g, or other 



<400> 351 

agcagcaggt aggtgccatc agggacaaga 
cctttctggc agcaggtctg gatggaaagt 
gctcctgccc ctgctcggct acaaaaacca 
ccactcctgc ataaagctct cccctcctgt 
gccatgccca gatacacggt gcacgtacgt 
gcgcagctca ctgtgggctg gctgggccgg 



acagcacctc ccagggtggg agaccccagg 60 
ggacaggagg ctcacccgtc tgcatcccct 120 
aagggacagc agctgaccac accccggtag 180 
gaccagctga ggacctcagg ctgcagcgga 240 
ggggaatggc tggcagtgcc ctgccaggac 3 00 
gaggccgtga ggcgctatat caagaataag 3 60 
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cccgacaatg gtggcttcac ctccgtggat 
ggcctgggcc tgctggacaa cgaggaccgg 
gtggaagtgg ttatagaggg tgatgccatg 
ggagtttatc tatacagcaa gtaccgggag 
cgtctgacca cggaggatct ggtcaacttg 
ccaacagctg agaagagggt gcagaaatcc 
aaaacagttg tttacggtat tactacaggt 
atcaataagc tacaggagct tcaggtcaac 
aaaccactaa gtcctgagag gtgtcggatg 
aaaggataca gtggcatttc cctggagacc 
tcctgcctgc cctatgtccc agagaaagga 
ctctctcatc ttgctcttgg gctagttgga 
tgggctgatg ctaaatacgt gctagaagcc 
aaagagggcc tggcactcat caatgggacg 
gtagagcgag ccagtgctat tgcacggcag 
gtgctgaagg gcaccaccaa agcctttgac 
gggcaaattg aagttgcttt tcggtttcgg 
gaaatagcag agagtcacag gttctgtgat 
tgtccacagg tccatggtgt ggtgaatgat 
acagaactga acagcgcaac agataatcct 
tctggaggaa acttccatgg tgaataccca 
atccatgaac ttgctgcaat cagtgagaga 
agtgagctgc ctgccttcct ggtggctgaa 
cactgcacgg cagcagccct tgtttctgag 
gactccctct ccaccagcgc agccacggag 
aggaaagccc tcagggtcat cgagcatgtg 
gcctgccagg gcatagagtt tctacgtccc 
tatgacctgg tgcgctctgt tgtaaggccc 
atcgaggcag cccacaggct gctcctggag 
attgaaaaat acagaatgga gcatattcca 
tcactgcaat ttctgcacaa gaaatccacc 
gctttgtcat gaagtagcag atgagagggc 
gaaggagaga cctgagaact ttcctaggta 
aaagcctacg ttggttaggc tgatggcagt 
ctgttgtcgt ggttcaagac ccaccaggta 
ttaacagttt caacaggcca ctcactctta 
gcctgttttt tactcttagc attagatgaa 
ttttctaaaa acattagact tttgttaacc 
agctctccac cagttgactt tctttggcta 
ccttcataaa taaccatttt aagtcataat 
attggatcat agtaaagagt agtcaatagg 
aaaccaacaa ggagtttcat gtgcaaagga 
gggtggctct tattaaactg tgtattttgt 
tacatgggag tttgaggtta gtattttcac 
ttattgtaac cttcctcatt tcacagataa 
ctgtaatggt aatcattaaa ataagtccta 
tattactgca tctatttttt tccccgagaa 
tatctgtcca gatgaaggat gggtcacatg 
gactttgcac cagtgtgtgc atatatgtgc 
tctaaaaacc acagctggtg gagaggagga 
tgccatctaa aatgggccga acagtggatt 
caacctgtca ggtggaaact gaagtgaaaa 
aatgtgctga ggagactgtt tacctaaagg 
tgaacacaca caaatgaggt ttgtgcattg 
ccccagtggt ctcatggtgc tcttcgctcc 
ctgcagccct ccaggtcaaa atgacacttt 



gacgcgcact tccttgtgcg ccggtgcaag 420 
ctcgaggtgg ccctagagaa caacgagttc 480 
tctcctgact tcattccatc tcaaccagaa 540 
cctgaaaagt acatcgagtt agatggagac 600 
ggaaagggac gctacaaaat aaagctcacc 660 
agggaggtca tagatagcat cataaaagag 72 0 
tttgggaaat ttgccagaac tgtaattcct 780 
ttagtacgct cacattcttc aggtgttggg 840 
ctcttggctt taaggatcaa tgtcttagcc 900 
ctcaaacaag tcatagaaat gtttaatgcc 960 
accgttggtg ccagtggaga ccttgcccca 102 0 
gaagggaaga tgtggtctcc gaagagtggc 1080 
catggattga aaccagttat tttaaaacca 114 0 
cagatgatca catccctggg ctgtgaagct 12 0 0 
gctgacattg tggcagccct gacccttgag 1260 
actgacattc atgctcttcg acctcaccgt 132 0 
tcactcttgg actcagatca ccacccatca 1380 
cgcgtccagg atgcatacac cttgcgctgc 1440 
acaatagcat ttgtgaagaa catcattacc 1500 
atggtctttg ccaatagggg agagacagtt 1560 
gccaaagccc tagactactt ggccattggc 162 0 
agaatcgagc ggctctgcaa tccctccctc 1680 
ggtggtctga actctgggtt catgatagct 1740 
aacaaggctc tgtgccatcc ctcgtctgtt 1800 
gaccacgtct ccatgggagg atgggcagca 1860 
gagcaagtgc tggccatcga gctccttgca 192 0 
ctgaaaacaa ccactccgct ggagaaggtc 1980 
tggataaaag atcgcttcat ggccccggac 2 040 
cagaaggttt gggaagtagc tgctccatac 2100 
gaatcaagac ctctttctcc aacagccttt 2160 
aaaatcccgg agtctgagga cctttaatgg 222 0 
agtcagttta gcacaaagca atactaggct 2280 
gatcaatcca ttgtatcatt cagttcttct 2340 
attatagttg ctaaattcag cactgtgttc 2400 
ttttcagatt ataaaacttt tctttctttc 2460 
agggtgagaa gaataaccac aattgtatgt 2 52 0 
ttcaaatttg gaaacagatt gatagcnatt 2 580 
tttttttttt tttttaaatt tgcttcaaca 2 640 
attttacttt gcatgatatg ccttaatatg 2700 
ttgtccttaa gctgcttttt tcttctatta 2760 
gtcttcagct attaattgta gaggtgatta 2 82 0 
gataaggaat gaatataaag attgctattt 2 880 
acttatcact acacgtatcc cccaaatgct 2940 
ttccttggtg ttagtactct attcacattc 3000 
ggaatctttg gggattaacc aacctccttt 3 060 
ttgataaagg tcagatggag ccctagagtg 3120 
gataaaggac cttcagggat ggcttaagtg 3180 
acctcttggc ttcccaagtc taagctctgt 3240 
aaggcccttc aagtggtctg aaaccgtggc 3300 
cagacacact tgccaccttg cctacctaat 33 60 
tcacaataga gttttcaccc tttagattta 3420 
ctgctgcaca cagcaattca gggagcaaaa 3 480 
ttgttcttgg tgctattcct tgtcaaaatg 3540 
tcatccgtgg gctgccattg agccagtaac 3 600 
agtttgggga atgctggatt ctttcagccc 3660 
gtcactgagt tttctacaca gctctattag 3720 
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taactgacag cacacgcctt caagggaact tcaagggaaa catggaataa actaagtctc 3780 
aattgc 3786 

<210> 352 
<211> 416 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 348390.2 



<400> 352 

attgctctgg 

cataccctcg 

agaccaccgc 

gatgatgccc 

tgatggtggg 

ggatcctaac 

agaagatctg 



tattcatgcc 
gtgctccagt 
gctcgtgtgt 
cccgggctgt 
aatgggccag 
tctcaaatac 
gcaccactcc 



aaagacacac 
ccccagctgc 
gacaatggct 
cttgcccctg 
aaagacagct 
cccattgaac 
ttctacaatg 



cagccctcag 
attcagccac 
ctggcctgtg 
ccattgtggg 
atgtggggga 
acggcatcat 
agctgcgtgt 



tcactgggag 
atacaccatg 
caaggcaggc 
ccgccctcgc 
tgaggctcag 
caccaactgg 
agcacctgaa 



aagaacctct 60 
tgtgaagagg 120 
ttgcgcagga 180 
caccagggtg 240 
agcaagcgag 3 00 
gatgacatgg 3 60 
gagcac 416 



<210> 353 
<211> 833 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 127004. 



<220> 

<221> unsure 
<222> 666 
<223> a, t, c, 



g, or other 



<400> 353 

atttgagcct 

gattaaatat 

atatgagtaa 

tgcttgtcaa 

tctttgtatc 

aatgtgaaaa 

actggaacag 

agtcatcact 

tcttggacca 

agagacagac 

ggactgtgaa 

taagcngaaa 

gaaataaaca 

acagctgagg 



gtgaaataat 
atatgtatta 
cttgaagaag 
ttgagttcta 
acacacttta 
aatattgaag 
taagctggaa 
tccattctta 
gtcagaatat 
aaatacagaa 
atgttctcta 
gatagaaact 
aaactaacag 
aaggaatcag 



ttttaacaca 
atcagatatg 
ttagaaacaa 
cttctagacc 
aaatgctgaa 
acgcaagaat 
cagacttcta 
caaaaagaaa 
taaagttccc 
aatcataggc 
atattaaaaa 
ttaaaaaatc 
aaaggaagaa 
tgagctttaa 



tttattaatg 
tgttcttgca 
accaaataaa 
tacagtgtca 
atatatataa 
aatagctgga 
atttcagcct 
aagctaaata 
agggaatcta 
aagatcagtt 
taggcaacat 
aaaatcaaaa 
tgtgtttcat 
ggtatccaat 



gagaataatc 
cattctttaa 
actaatagta 
atgatggtaa 
cacatggctg 
taagggagct 
tgaaatggaa 
aactgaataa 
tcatactttg 
cacctgaaca 
tcaagaacag 
ggatattatg 
ggccttatca 
aggtaaaacc 



aatattttgt 60 
agttaagcga 120 
aaatgttaaa 180 
gataaattcc 240 
agccaaaata 3 00 
ctagaacatt 3 60 
cgagcttgta 42 0 
caatcacttt 480 
aaacctggaa 540 
gaagctgatg 600 
acgggtaata 6 60 
ctagaaataa 72 0 
gtagcttggc 780 
etc 833 



<210> 354 

<211> 1359 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<223> Incyte ID No: 026190.1 

<220> 

<221> unsure 
<222> 198 

<223> a, t, c, g, or other 
<400> 354 

gaaaggtatg aactattgtc 
acccttagga gtgagtgaga 
aggtagaact atgtcataac 
cttaggagtg agtggggnag 
tagaactact cgtcataact 
ttaggagtga gtgagaaagg 
agaactatgt cataagcctt 
agtgagtgga gaaggtagaa 
tatgtcataa ctcttaggag 
gagtggggaa ggtagaacta 
gtcataagcc ttaggagtga 
tgagaaaggt agaactatgt 
ataactctta ggagtgagtg 
ggaaggtaga actatgtcat 
acccttagga gtgagtgaga 
aggtagaact atgtcataac 
cttaggagtg agtggggaag 
tagaactatg tcataactct 
aggagtgagt gagaaaggta 
aactatgtca taacccttag 
agtgagtggg gaaggtagaa 
tatgtcataa ctcttaggag 
gagtgagaaa ggtagaacta 

<210> 355 
<211> 554 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc„f eature 
<223> Incyte ID No: 250330.1 

<220> 

<221> unsure 
<222> 524 

<223> a, t, c, g, or other 
<400> 355 

ccgagagaag aaaagcaggt ggaaggagag gaagcggatg ccgtgggggt aagctaagtt 6 0 
ctttccttct gtggtctttg agcatgtcga gtcacccggg tacatgtttc tgctgtgtct 12 0 
gtggatagaa aagaaagaga ctgaactgga acataagatt tcaaacgttg gctcgagccg 180 
aagtggggac agcggcccag aagactgaga gccaaggaac cttgcatatg agttgtcttc 24 0 
tgcctttgtt atatgcaggt ttttaaaggc aaaattaaaa aaatataata aaataaaaag 3 00 
agggaggtgt tgttggagga cagggagggg gc ttctgtga agctgtttgc tgggaattct 3 60 
cgttggttta cagaaaaaaa caattgatta atgattggct gtacattgct aagctacagg 42 0 

344 



ataacttagg agtgagtggg 
aaggtagaac tatgtcataa 
tcttaggagt gagtgggaaa 
gtagaactat gtcataactc 
cttaggagtg agtggggaag 
tagaactatg tcataaccct 
aggagtgagt ggggaaggta 
ctatgtcata actcttagaa 
tgagtgagga aggtagaact 
tgtcataacc cttaggagtg 
gtggggaagg tagaactatg 
cataagcctt aggagtgagt 
agaaaggtag aactatgtca 
aactcttagg agtgagtgag 
aaggtagaac tatgtcataa 
tcttaggagt gagtgaggaa 
gtagaactat gtcataactc 
taggagtgag tggggaaggt 
gaactatgtc ataaccctta 
gagtgagtga ggaaggtaga 
ctatgtcata actcttagga 
tgagtgggga aggtagaact 
tgtcataacc cttaggagt 



aaaggtagaa ctatgtcata 60 
ctcttaggag tgagtgggaa 120 
ggtagaacta tgtcataact 180 
ttaggagtga gtgagcaagg 240 
gtagaactat gtcataaccc 3 00 
taggagtgag tgaggaaggt 3 60 
gaactatgtc ataacttagg 420 
gtgagtggga aaggtagaac 480 
atgtcataac ccttaggagt 540 
agtgaggaag gtagaactat 600 
tcataactct taggagtgag 660 
ggggaaggta gaactatgtc 720 
taactcttag gagtgagtgg 780 
aaaggtagaa ctatgtcata 840 
ctcttaggag tgagtgggga 900 
ggtagaacta tgtcataacc 9 60 
ttaggagtga gtggggaagg 1020 
agaactatgt cataagcctt 1080 
ggagtgagtg gggaaggtag 1140 
actatgtcat aacccttagg 1200 
gtgagtgggg aaggtagaac 12 60 
atgtcttaac tcttaggagt 1320 
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gcgttggggt gtagtatcta gcacggaatt atcacgtgaa ttcacagcta tctgtggcat 480 
ccggaagccg tttcgagagt caccgcgccc cggcatgaaa gggnttttcc attaaaaatc 540 
cttgttatac cgtg 554 

<210> 356 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> rnisc_f eature 

<223> Incyte ID No: 480375.28 

<220> 

<221> unsure 

<222> 374, 491 

<223> a, t, c, g, or other 

<400> 356 

tttactacca aatgatctcc ttgaaaaagt ggattcaatt aatgaaaaat gggaactgct 60 
tggggtattt gcatttttat tactgtttgt aggttatgtg tacatttttt gcgtagtgaa 120 
gtactctgtc cgatttctaa tttgaggcac aaatatctct ctctttcaat tcactaccta 180 
cgtttcaaac aagctattca tgctattatg ggaaagacac tgcttttcct cttctgttga 24 0 
tttttttttt ttctgagctt gtcccctctc agattttaat aattttggtt ctttaataca 300 
tgaaaaagta agtaaaatat gccatgtatt atgggtatgc accaagtcaa ctataataca 36 0 
gtatatctga tatntactga ctgtcatgct tgaatgaatg ttaatagaat ttattctgaa 42 0 
ggtacatgtg agagacatct actgtttaac tatttactgt acccttaaga tgaaaagtgg 480 
agttgtcact ncagctttca agtcacacta aagccaccaa aacaaagatg caaatttgac 540 
ccaaatct 548 

<210> 357 

<211> 1770 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 364726.10 

<400> 357 

cacagagcct ggccttcacc agaggggagg tcttccgagt ggtagacaca ctgtatgacg 60 
gcaagctggg caactggctg gctgtgagga ttgggaacga gttggagaaa ggcttaatcc 120 
ccaacaagag cagagctgaa caaatggcca gtgttcaaaa tgcccagaga gacaacgctg 180 
gggaccgggc agatttctgg agaatgcgtg gccagaggtc tggggtgaag aagaacctga 240 
ggaaaagtcg ggaagacctc acagctgttg tgtctgtcag caccaagttc ccagcttatg 3 00 
agagggtttt gctgcgagaa gctggtttca agagacctgt ggtcttattc ggccccatag 3 60 
ctgatatagc aatggaaaaa ttggctaatg agttacctga ctggtttcaa actgctaaaa 420 
cggaaccaaa agatgcagga tctgagaaat ccactggagt ggtccggtta aataccgtga 480 
ggcaaattat tgaacaggat aagcatgcac tactggatgt gactccgaaa gctgtggacc 540 
tgttgaatta cacccagtgg ttcccaattg tgattttttt caacccagac tccagacaag 600 
gtgtcaaaac catgagacaa aggttaaatc caacgtccaa caaaagttct cgaaagttat 660 
ttgatcaagc caacaagctt aaaaaaacgt gtgcacacct ttttacagct acaatcaacc 720 
taaattcagc caatgatagc tggtttggca gcttaaagga cactattcag catcagcaag 780 
gagaagcggt ttgggtctct gaaggaaaga tggaagggat ggatgatgac cccgaagacc 840 
gcatgtccta cttaaccgcc atgggcgcgg actatctgag ttgcgacagc cgcctcatca 900 
gtgactttga agacacggac ggtgaaggag gcgcctacac tgacaatgag ctggatgagc 9 60 
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cagccgagga 
aggtgaggcg 
cgtggacagc 
cttccaggga 
gggcaggcag 
caggtgcgat 
ct tccttccc 
actcttagat 
agctcttgag 
ttcatgatca 
agcttatggg 
attattagtt 
atatttggat 
atttttttct 



gccgctggtg 
aggcaggcca 
tgtgtgttca 
gtctctcgct 
gtggacttca 
ggataaacag 
atgcagtatt 
gtccttgctt 
tgtttcccca 
aaccttcatc 
atccttgaaa 
gcacctcaga 
aattattgct 
ttatgaaata 



tcgtccatca 
cgggcaggaa 
gggtgctgtg 
ttgagtccac 
gaagagcttg 
aatggcttta 
gttgtatgta 
ttcttcccca 
tcagtttcct 
tgatcacatc 
tcacattgac 
gaatgttgga 
gtggatttct 
gaactaccac 



cccgctcctc 
caggagagcc 
gaaggcattc 
gctggcatgg 
aggggtcagc 
ggtgccgtct 
cttgtaacct 
tcctgccttt 
tctctcttat 
acatgtactg 
aggcactgta 
ataatgatct 
ctctagcatt 



ggagccggtg 
tggtgttttc 
ctaagggttg 
ttgcagtctg 
actccgcaca 
gtccaaatta 
ttgattaggt 
aacctttcta 
atttcagttt 
tgcatccact 
aagtcacagc 
ttgaagatgg 
ttagctcatt 



cagcacgagg 
cttgcactct 
gagcagatga 
tgggaaagtg 
cccatgccct 
ccagcggaac 
ttctctctgt 
atcttgccaa 
tttaattgag 
gtgattagat 
caagttagca 
gattgttcat 
ccagtaaatg 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1770 



<210> 358 

<211> 4530 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 364726.12 



<400> 358 

cgggtcggca 

gagtaggagc 

gtgtccgaaa 

tggctccgcg 

aaggattcca 

gaaaatggag 

ctgctccaag 

cattcgtttg 

aggccccgga 

cgggcttttg 

aggagccggc 

gggcgtcccc 

ggccggagcc 
ggccggagcc 
gaccgcagcc 
gacccagact 
cgctctcggg 
gagcctaggg 
gagtatggtc 
gcaactaaag 
actgagaaca 
cagctagtgg 
agtgactcag 
gagagacgtc 
aggccaagtt 
ccctttaagt 
agataccaag 
cctagtcctg 
ggagacagcg 
attcaagaag 
gtgaacacac 



ccccggcggt 
aggagcagaa 
tgccggtgcg 
ccccaggcat 
aaagaggatt 
aaacgtcaat 
aaaatgacag 
cagttcagca 
aggtccaggt 
aggtgatgga 
tgaacagcca 
atgagcgggc 
tggagcgggg 
tggagcgggg 
gcggccggag 
acgagcgggc 
gaccccgaag 
ggcggccggg 
tccggcttgg 
atggcaacct 
tgtctttaac 
tgttgagaga 
aaatagaaga 
atcagtattc 
ccagagagga 
ccacagggga 
aggacccccc 
aagatgaagc 
tgggcctccg 
ggacctcggc 
aggatttcag 



tgggctgcgg 
gcagaagcgg 
aggagaccgc 
ggaagagctg 
tggaattgca 
tgtcatttct 
agtggtcatg 
gctcagaaaa 
ggccgcactt 
cgagtttgat 
tggggggcgc 
ccggagccgg 
cctggaccaa 
cctggaccac 
cattgaccag 
ctacagcccg 
ccgcagccgc 
gcccatcggg 
gagtcagatc 
tcacgaagga 
ggatgctcga 
cagccagcag 
tatttcagaa 
tgattatgat 
cacgccgagc 
tattgcaggc 
agctcctcaa 
aatatatggc 
gttggctggt 
ggagcaggag 
aggattagtg 



gtcagagcac 
ggtccggagc 
gggtttccac 
atatgggaac 
gtgtccggag 
gatgtgctcc 
gtcaatggca 
agtgggaagg 
caggccagcc 
ggcagaagtt 
agccgcagct 
gagcgggacc 
gaccatgcgc 
gactttgggc 
gactacgagc 
gagtacaggc 
gagcacccgc 
gtcctcctga 
ttcgtaaagg 
gacataattc 
aaattgatag 
accctcatca 
atagagtcaa 
tatcattcct 
agattgtcca 
acagttgtcc 
ccaaaagcag 
cctaatacca 
ggcaatgatg 
ggccttcaag 
cgggaggatg 



tgtccggtgg 
tgcgcgccta 
cccggcggga 
agtacactgt 
gcagagacaa 
cgggtgggcc 
cccccatgga 
tcgctgctat 
ctcccctgga 
tccggagtgg 
gggaggacag 
tcagccggga 
gcacccgaga 
catcccggga 
gagcctatca 
gcggggcccg 
actcacggag 
tgaaaagcag 
aaatgacccg 
tcaagatcaa 
aaaagtcaag 
acatcccgtc 
accgatcatt 
caagtgagaa 
ggatgggtgc 
cagagaccaa 
ccccgagaac 
aaatggtaag 
tcgggatatt 
aaggagacca 
ccgttctcta 



tgcccaggag 
cgcgggacct 
gctgtcaggt 
gaccctacaa 
cccccacttt 
tgctgatggg 
ggatgtgctt 
tgtggtcaag 
tcaggatgac 
ctacagcgag 
cccggaaagg 
ccggagccgt 
ccgcagccgt 
ccgggaccgt 
ccgggcctac 
ccacgatgcc 
ccccagcccc 
agcgaacgaa 
aacgggtctg 
tgggactgta 
aggaaaacta 
attaaatgac 
ttctccagag 
gctgaaggaa 
gacacccact 
caaggaaccc 
ttttcttcgt 
gttcaagaag 
tgttgctggc 
gattctgaag 
cctgttagaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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atccctaaag 
atcctggctt 
gaaactccac 
tatgacggca 
ttaatcccca 
aacgctgggg 
aacctgagga 
gcttatgaga 
cccatagctg 
gctaaaacgg 
accgtgaggc 
gtggacctgt 
agacaaggtg 
aagttatttg 
atcaacctaa 
cagcaaggag 
gaagaccgca 
ctcatcagtg 
gatgagccag 
cacgaggaga 
agcagcgatc 
gccaaaaccc 
aacccctctg 
cctgttgcag 
cctcaagagg 
gtcctgggca 
caggagctcc 
tatgcagttc 
agaccccctg 
ggcagtgatg 
tactatggcc 
tcccaggcct 
ttctccagtt 
agaacccagg 
tagaggagtc 
cttgcttcag 
agcaataact 
aatgtgaaaa 
ttgcaactct 
taggcagagc 
gtagttttcc 
aatttggact 
tgaagcccaa 
agcagatact 
tttaataaaa 



gtgaaatggt 
gtggcagagg 
agagcctggc 
agctgggcaa 
acaagagcag 
accgggcaga 
aaagtcggga 
gggttttgct 
atatagcaat 
aaccaaaaga 
aagttattga 
tgaattacac 
tcaacaccat 
atcaagccaa 
attcagccaa 
aagcggtttg 
tgtcctactt 
actttgaaga 
ccgaggagcc 
gcataaggaa 
aacttaggga 
agaacaaaga 
ccgttgctgg 
caaaacctac 
gtgaggaggt 
aagtcaaaat 
aggaagcaca 
caatcaaaac 
agccacagaa 
ccgaggagga 
agtctgcccg 
gcctgcatgg 
agaatgcacc 
ggacagctgg 
tgtggctttt 
tggaccgaaa 
atttttcctc 
aggaataaaa 
tttaagtgcc 
cataatggac 
ctgcactgtg 
gtctatatca 
gaagttggta 
tgaggaaaac 
aggaatacat 



gaccatttta 
ggattcgttt 
cttcaccaga 
ctggctggct 
agctgaacaa 
tttctggaga 
agacctcaca 
gcgagaagct 
ggaaaaattg 
tgcaggatct 
acaggataag 
ccagtggttc 
gagacaaagg 
caagcttaaa 
tgatagctgg 
ggtctctgaa 
aaccgccatg 
cacggacggt 
gctggtgtcg 
acccagccca 
caatagcccg 
agaatcctat 
taatgaaact 
ctttgggcgg 
gggagagagc 
atttgagaag 
gaatgcaagg 
gcacaagcca 
agctccttcc 
ggagtaccgc 
ataccgggac 
catcagacta 
atggagacgt 
tgcaaattca 
tgttcagaat 
tctgtattct 
attaatagct 
aatactgttg 
ttggatgaga 
taaaacattt 
tcatcttttc 
taactatact 
tcgaaatttg 
actatttcca 
tgcaatccgt 



gctcagagcc 
tttataagaa 
ggggaggtct 
gtgaggattg 
atggccagtg 
atgcgtggcc 
gctgttgtgt 
ggtttcaaga 
gctaatgagt 
gagaaatcca 
catgcactac 
tcaattgtga 
ttagacccaa 
aaaacgtgtg 
tttggcagct 
ggaaagatgg 
ggcgcggact 
gaaggaggcg 
tccatcaccc 
gagccacgag 
cccccagcat 
gacttctcca 
cctggggcat 
tctatactga 
agtgaggagc 
atggatcaca 
atcgaaattg 
gaccctggca 
agaccttatc 
cagcagctgt 
acagaattat 
gccactcctg 
ggtgggactc 
gaactgaggg 
taagcagaac 
gtttgcgtac 
gccttcaagg 
ggctcaaact 
agtgtcttaa 
tgactaagtt 
aaggcatttg 
tgatagtttg 
ttgtttgttt 
aaagcacatg 



gagccgatgt 
gccactttga 
tccgagtggt 
ggaacgagtt 
ttcaaaatgc 
agaggtctgg 
ctgtcagcac 
gacctgtggt 
tacctgactg 
ctggagtggt 
tggatgtgac 
tttctttcac 
cgtccaacaa 
cacacctttt 
taaaggacac 
aagggatgga 
atctgagttg 
cctacactga 
gctcctcgga 
ctcagatgag 
tcaagccaga 
aatcctatga 
ctaccaaagg 
agccctccac 
aagataatgc 
aggccaggtt 
cccagaagca 
cgccccagca 
aggataccag 
cagaacactc 
agatgtctga 
ccaggccgcc 
cagctcgtgt 
ctctgtttgt 
actgcagtca 
ttgtaatatg 
actgtttcag 
aaattcaaag 
attttcttcc 
tttataccag 
tctttgtaat 
gctataagtg 
aaacccaagt 
tattgacaac 



gtatagagac 
atgtgagaag 
agacacactg 
ggagaaaggc 
ccagagagac 
ggtgaagaag 
caagttccca 
cttattcggc 
gtttcaaact 
ccggttaaat 
tccgaaagct 
gccagactcc 
aagttctcga 
tacagctaca 
tattcagcat 
tgatgacccc 
cgacagccgc 
caatgagctg 
gccggtgcag 
gagggctgct 
gccgcccaag 
atataagtca 
ttatcctcct 
tcccatccct 
tcccaaatca 
acagagaatg 
tcctgatatc 
cacgagttcc 
aggaagttat 
caagcgcggt 
gcacggactc 
gggatggttc 
gtcctcatgg 
gggactgggt 
gatcctgtta 
tatattaaga 
tgtgagtcag 
aagtacttta 
tttgaagctt 
cttaatagct 
attttccata 
ctcaatagct 
gctgcacaaa 
agttttataa 



1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4530 



<210> 359 

<211> 3693 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1505038CB1 



<400> 359 
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PA-0035 US 



cgatcggcgg 
aggagacctg 
ggcggtcgcc 
tgtgttttgt 
ctgcattgag 
cctcaaccac 
ttacgatgga 
ctatcagtcc 
catctcagat 
taagaacttt 
acagaatgaa 
taggggactc 
cagcttccaa 
tgccctggag 
tgtctgtgcc 
gggggcccag 

tcaggaaaca 
agaccagtgt 
tgtctgctac 
ttatttgttt 
ttcatttcta 
aaggaaactg 
actgcatctg 
gtccccggag 
tttccattgc 
tgcctctaga 
tt tctgggag 
ctaaccaaat 
tttggcaagt 
at tttcttga 
ggtggaagga 
cctgccacat 
tgccagagga 
ct ttcaagat 
attcccaagg 
atgctcattc 
agtttcctca 
tgtggttctg 
atagaataaa 
accagatttg 
ggtaaagcag 
catgtttaac 
tttcagattc 
gtcagtcatt 
taccctgttt 
tgcagaaagc 
ctgtgagaaa 
aaggagaaaa 
actcttcaaa 
actcacagca 
gcaagagtac 
gaacatggtt 
cacattcctc 
gaatcacatg 
tccataaagt 
ctctaaaagc 



actcccacct 
gaccagacca 
tgggtccgcg 
ggagccggcc 
caatgcaaac 
tgtgaactgc 
cactgcaaag 
aaccgtgatg 
ggctggttct 
gataatggtg 
actgccatca 
tgtgttgatg 
gagtttctca 
gatgaaacgt 
tgtggaaatt 
acccagacag 
gctgaaaaga 
ctggatccca 
agtcgccaaa 
tgcaataaag 
ggagtgcttt 
catcacgatt 
tcagcaggct 
gagaggtttg 
cgtcagcatg 
tacatagcca 
ggtacaccca 
tttaaaaata 
tgactttatt 
ctaggtatta 
gtttggggtt 
actagatgca 
gcaagggtgc 
ccaaacatta 
atggcgacaa 
gactaactag 
gtgagctggt 
atcattggtc 
tgaaatcttg 
atctcagcct 
gaagagagtg 
ctccggctgg 
aacaggggga 
tacagttagt 
cagatgcatt 
agattaaaga 
ctgttgtgcc 
ttccactttg 
ctccacttgt 
gcacgcctta 
accaatttgt 
atcatccaag 
ttgagttctg 
atctgaggac 
tttgcatgga 
atagggctta 



ccgcttacag 
cgatgtggaa 
ccgaggaaga 
gggaatgtgc 
ctcacaagag 
atcgagatgc 
agaagaaatc 
agctccgacg 
ctaaaggcag 
attctcgcct 
atattacaac 
ctctcattga 
agtgcctcaa 
atgcagatgg 
gggtctgtac 
aggaggagat 
ccaagagagt 
gcatcttctc 
tcaccagtat 
gatatgaagg 
aagagaaact 
gaaagaggaa 
gcagggagtg 
ggaagctcca 
acagacctcc 
tactgctagt 
aatgatgcag 
ctttttacca 
cttcaattat 
agcttttgta 
cttcctggtg 
gcccatagtt 
cttagaccta 
atttgttttt 
gggcagccaa 
gagggtgagt 
aagaatgcac 
cagaggggag 
ttactagaac 
gatgacccta 
ggaaagagaa 
aaatagaaag 
agaaaatgga 
cctgtgtctt 
tggaatacca 
ccatcagaag 
aaaaatagaa 
tttagcattt 
tcagtctgaa 
atcaaaggtt 
taaaagcaag 
actactctac 
cagcttctgt 
cattcatgga 
gcaaacaaac 
gcctgcaggc 



ctcgctgccg 
acgctggctc 
gctaaggagc 
agtcacagag 
gcctgtgtgt 
ctgcctcact 
cgtaagtcca 
tcgcatcatc 
caactacagt 
ggactccagt 
gtatccagac 
actgtctgat 
cccatctttc 
agctgagacc 
agccatgacc 
gaccagatat 
gagcaccaaa 
cacttcagcg 
ttgcttatat 
tggctggcta 
gtaaatggtg 
cagacccaaa 
cacacgatgc 
cggagaggaa 
agcatccacg 
taacccagtg 
atacttgtat 
aaggtgctat 
tatcattata 
attatttttc 
caggggctga 
ggccccccta 
agccagggga 
atttattctg 
gcagggctta 
tggccctgtc 
taaccttttg 
ataggttcct 
aagaaatgtc 
caggtcgtgc 
ccaccccact 
cattccctta 
gatttaatcc 
tcgacttctg 
aagattaaat 
gaaattattt 
ttccttctag 
caagctttta 
atgcagctcc 
ttaccagccc 
aaaccacagt 
cctgcaacat 
gtaaataggg 
agctgctaaa 
aggattaaac 
ttccttgggc 



ccgtcctgcc 
gcgctcgcgc 
aaatccaaga 
aaaggggaac 
ggcagtaatg 
ggatccaaaa 
tctgccagcc 
cagtggctgg 
gaaatcctag 
gaattcctga 
caggagaaca 
gaaaatgctg 
aaccctcctg 
gaggtggact 
tgtgacggaa 
gtccaggagc 
gagatctaat 
ctgagttcag 
agcaatgagt 
ggaagggaag 
ctctggggct 
tctgaacctc 
cagagagaac 
cgctctctgc 
catctcttgg 
tccctcagac 
actttgagcc 
ttctctgtaa 
ttattgtttt 
agtagtccca 
aataacccag 
gcttccagca 
agaagcatct 
agaagttgag 
ggatatccca 
tcttcttttt 
atttgataag 
gtgatttttc 
agatggccaa 
tatgatatgg 
ctgtcttcat 
gagatgagga 
taaaactgtg 
tgattattaa 
ccttgacata 
aggttgtaat 
tttttcttgt 
tgtatccatc 
ctgtccaagt 
ttggacacta 
gtctcttcac 
tgaactccca 
cagctgtcgt 
tagcctagtc 
taggtttggt 
tttctctgtg 



ccgcgccccc 
tcgcgctggt 
tctgtgccaa 
ccacctgtct 
gcaagaccta 
tccaggttga 
cagttgtttg 
aagctgagat 
acaagtattt 
agtttgtgga 
acaagttgct 
attggaaact 
agaagaagtg 
gtaaccgctg 
agaatcagaa 
tccaaaagca 
gaggaggcac 
tatacacaag 
tttattttgt 
ggccacagcc 

ggaggctagt 

ttttgagttt 
ttagcagggt 
ttccagcctc 
tcccaataac 
ttggatggag 
ccttagcgac 
aacacttttt 
ttaatatttt 
ccacttcata 
atgctcccac 
gtccactatc 
tcataaaaaa 
gcaaatcagt 
gcctaccaat 
tctggacctc 
ttataaattc 
cttcttctct 
aaacaagatg 
agtcctcatg 
atttgcattt 
taaaagaaag 
acttggggag 
ccccactcac 
agatctcatt 
gcacaggcaa 
tctcatttga 
ccatctaaaa 
gccttggaga 
tgggaggagg 
tagtcattta 
agagcaaatc 
ctatgccgta 
tggggagtct 
tccttcagcc 
tgtgtagttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 
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tgtaaacact atagcatctg ttaagatcca gtgtccatgg aaaccttccc acatgccgtg 342 0 
actctggact atatcagttt ttggaaagca gggttcctct gcctgctaac aagcccacgt 3480 
ggaccagtct gaatgtcttt cctttacacc tatgttttta agtagtcaaa cttcaagaaa 3540 
caatctaaac aagtttctgt tgcatatgtg tttgtgaact tgtatttgta tttagtaggc 3600 
ttctatattg catttaactt gtttttgtaa ctcctgattc ttccttttcg gatactattg 3 660 
atgaataaag aaattaaagt gaaaaaaaaa aaa 3 693 



<210> 360 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1505038CD1 



<400> 360 



Met 


Trp 


Lys 


Arg 


Trp 


Leu 


"A 1 =a 

Aia 


Leu 


Aia 


Leu 


Ala 


Leu 


vdl 


riJ_a 


T/p "1 

Val 


i 








c 
D 










10 










J. D 


Aia 


Trp 


val 


Arg 


Ala 


r 1 1 n 




ulU 


Leu 


Arg 


Ser 


Lys 


OCi-L 


Lys 


_L 1 tr 










z U 










25 












Cys 


Ala 


Asn 


v a jl 


irlie 


L,yt> 




Aid 




Arg 


Glu 


tyb 


Al 3 


v Ct-L 


rpVi y 
L 11JL 










J D 










40 












GlU 


Lys 


(jiy 


tolU 


Pro 


Thr 


Cys 


Leu 




He 


Glu 




cyb 


Lys 


Drn 
r J. O 










D V 










55 










£ n 
o U 


MIS 


Lys 


Arg 


Pro 


Val 


Cys 




Ser 


Asn 


Gly Lys 


Tnr 


iyr 


Leu 


Asn 










D D 










70 












MIS 


uys 


bill 


Leu 


TT A r% 

MIS 


Arg 


Asp 


Ala 

Aia 




Leu 
85 


Thr 


\jxy 




Lys 


_l_ J_ tr 

qo 


Gin 


Val 


Asp 


Tvr 

J: 


o U 

Asp 


Gly 

_1_ Jf 


His 


Cys 


Lys 


Glu 


Lys 


Lys 


Ser 


Val 


_? tj 
Ser 










95 










100 










105 


Pro 


Ser 


Ala 


Ser 


Pro 


Val 


Val 


Cys 


Tyr 


Gin 


Ser 


Asn 


Arg 


Asp 


Glu 










110 










115 










120 


Leu 


Arg 


Arg 


Arg 


He 


He 


Gin 


Trp 


Leu 


Glu 


Ala 


Glu 


He 


He 


Ser 










125 










130 










135 


Asp 


Gly 


Trp 


Phe 


Ser 


Lys 


Gly 


Ser 


Asn 


Tyr 


Ser 


Glu 


He 


Leu 


Asp 










140 










145 










150 


Lys 


Tyr 


Phe 


Lys 


Asn 


Phe 


Asp 


Asn 


Gly 


Asp 


Ser 


Arg 


Leu 


Asp 


Ser 










155 










160 










165 


Ser 


Glu 


Phe 


Leu 


Lys 


Phe 


Val 


Glu 


Gin 


Asn 


Glu 


Thr 


Ala 


He 


Asn 










170 










175 










180 


He 


Thr 


Thr 


Tyr 


Pro 


Asp 


Gin 


Glu 


Asn 


Asn 


Lys 


Leu 


Leu 


Arg 


Gly 










185 










190 










195 


Leu 


Cys 


Val 


Asp 


Ala 


Leu 


He 


Glu 


Leu 


Ser 


Asp 


Glu 


Asn 


Ala 


Asp 










200 










205 










210 


Trp 


Lys 


Leu 


Ser 


Phe 


Gin 


Glu 


Phe 


Leu 


Lys 


Cys 


Leu 


Asn 


Pro 


Ser 










215 










220 










225 


Phe 


Asn 


Pro 


Pro 


Glu 


Lys 


Lys 


Cys 


Ala 


Leu 


Glu 


Asp 


Glu 


Thr 


Tyr 










230 










235 










240 


Ala 


Asp 


Gly 


Ala 


Glu 


Thr 


Glu 


Val 


Asp 


Cys 


Asn 


Arg 


Cys 


Val 


Cys 










245 










250 










255 


Ala 


Cys 


Gly 


Asn 


Trp 


Val 


Cys 


Thr 


Ala 


Met 


Thr 


Cys 


Asp 


Gly 


Lys 










260 










265 










270 


Asn 


Gin 


Lys 


Gly 


Ala 


Gin 


Thr 


Gin 


Thr 


Glu 


Glu 


Glu 


Met 


Thr 


Arg 










275 










280 










285 


Tyr 


Val 


Gin 


Glu 


Leu 


Gin 


Lys 


His 


Gin 


Glu 


Thr 


Ala 


Glu 


Lys 


Thr 



349 



PA-0035 US 



290 295 300 

Lys Arg Val Ser Thr Lys Glu lie 
305 

<210> 361 

<211> 3123 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 903508.12 



<220> 

<221> unsure 

<222> 29, 208, 234, 241, 244, 257, 279, 297, 307-308, 310, 327, 330, 332 
<223> a, t, c, g, or other 



<400> 361 

agctctacca 

cttcaacaaa 

gcccatgctg 

aaggggtatt 

ntcngccaca 

gaagatnngn 

ctgcatatat 

tt tttaatat 

acatgactca 

cataatgcag 

tagatagagc 

ct tctttctc 

ttactttctg 

aaaagactgt 

acaccttcag 

gaggctatat 

aagtataatt 

acctcccagg 

atattaagcc 

tggaattttc 

gactttaaga 

gttccaagga 

agagctgggt 

tatataagag 

ctgcatacaa 

atgcttgctt 

tccatgcagt 

ggttatctgg 

cattctggca 

tctctctgca 

acagcaaccc 

gctccagcag 

catcctgcaa 

ggttgtattc 

taaatctaag 

tttggcggag 

tcccccaaaa 

atttctgccc 



cctatttcaa 
agggggatca 
atggagatca 
gcaatgctca 
gcacaangtt 
aagcagtgta 
ataaggaatg 
atttcttcca 
gtagccacag 
gggagacatt 
tcattttact 
aacaataaaa 
tgaatgcagt 
ttactccttg 
aaccataaca 
aaatttctaa 
taatcccata 
agttgtttaa 
cataggcttg 
cttttaggag 
catttcctaa 
atatgaagtg 
ctgcaatagc 
cctgaggagg 
accttgcata 
gctaatgaat 
ttcttagaaa 
gaagtatcag 
aagccaatct 
cgaaaaacag 
aagggacctc 
atgatgagat 
caccatcctg 
agtaaaaaag 
gtcactgagc 
gttacatatg 
ccttagacat 
aaagtgctta 



aaggaatang 
ctcagacagt 
aacatcaatc 
ttcagacnac 
ttaatgtctt 
aactgcnacn 
tattttgtta 
tggaagagtt 
aagctatgat 
caaattagag 
ccacctaatc 
aatgtaacta 
accatattct 
acccaaagat 
tgcttaagaa 
tattttactt 
cattcgagtt 
gaatgaatct 
tgggaggaag 
acacacaatt 
agcacaaata 
agacatatgg 
tagtctaaaa 
tctggcaaga 
ctattatgca 
gtataggaga 
tcggtctcag 
gttctgggag 
gcttaaaggc 
gtagtttgca 
tcaccttttg 
aatgaggtag 
ggagacaaga 
aatagtaaat 
caaatccttt 
gatgaaaatg 
tcatagtaga 
gtcaatagta 



ccacacagat 
gcttccatgg 
atccctgtcc 
ttctataaaa 
taagaaaang 
antgatgtaa 
agaaggcttt 
gtcatcacta 
ttgtaaaata 
acaagggaga 
gttatatctg 
ttttgaatgc 
cattttcaat 
taaaaaggat 
aactttccca 
attctattca 
aagtttagtg 
cttacacctc 
gagaatttcc 
aagactctct 
aaagcctcgt 
gtgagtcata 
actacttgtg 
tagatggtgt 
gcttacctaa 
ccacattgta 
tgcatgctgt 
gcaacagcat 
aaagtccaga 
gtctgagata 
ctgagcttca 
tgggtttttt 
gcattaccca 
ataaggtcac 
tcaataggca 
aatcttagtc 
ttttaattag 
attaagatat 



aatgtctcct 
acaagtcctt 
atcaggtcat 
atattatcat 
aaatcaatct 
atgtgctatt 
tgtgaaattc 
aaacttcagt 
tataattgaa 
agcaatgctg 
gatataccca 
ccacaaatcc 
gacatttcaa 
tttttattat 
aaatgttgac 
aggcataggg 
ttgatgttcc 
tacttttgcc 
attaggcaag 
ggttctgtcc 
atttccccat 
ataatcaaaa 
tgtcagtcct 
attatttatg 
ctctcagact 
attgttctta 
gctttttcac 
taagtgataa 
acctggaacc 
tgggagagct 
atcaggaagc 
attactgttc 
gcttggcttt 
tgagattcta 
tatattaaca 
actgaatatt 
ttagctttct 
agcttcaaaa 



atgagcattc 
gtcaaaactg 
tgataaggtc 
gtcngacacc 
gcagaantgt 
acctaggtaa 
agaatttttc 
actgagagta 
tcagagtaat 
aggaagaccc 
ttttctgcat 
cattccagtg 
ccacaggcag 
tttaaatatt 
ctagttaaat 
ccaaagcatt 
atcattctgg 
cctctactgt 
ctgtatgcag 
ttgctttgga 
tgagagtttt 
taatttatga 
ctggttatag 
gatcaggctg 
attctgagta 
gatgatggag 
atttgctctg 
gaaaaggaga 
tagaggcctt 
tttaggctac 
tatttgcctg 
cattttgcaa 
cacgggggag 
agtaagatag 
ggctgcttat 
catatacatt 
aactagtcag 
atggctttgc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 
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ttttgatttc tactcatatt cgtatggctc cagaaaaata tttttttcat atttgacaat 2340 
gtcagctcca ctttagaaat tttcaataac cagatgagaa aaaaattaag aaattgctca 2400 
agggaaacat ttgtaaatgg atttgaaaga ttgagccaaa ttctgttgtc agttctaagc 2460 
atgcagttct cacctccatt tagtccccca tcagaacaga ggtcaggaat ttagctgggg 2520 
agcctaaatt tagttcagct tacctttgag aatagcatca attcagactc tcttttcatt 2580 
atgttttctt ttctttttcc ctctttttaa actacattgt gttagagtca tagtctagga 2 640 
tcctgagaga ttttccattc ttgtcaccat tcacttgcat tgtaaagatt ttctttgtct 2700 
gttgttggca tagattcttt tgtacatatt tatttatttg tgtttatata tgtcaattgg 2760 
tttcctttct tagcttgata ttgcctagct ttgttgtttt aattaacttt ctattagaga 2820 
gactgtatat attttttcta aatactttgt gaaatcattt ttggtagcaa tatctttgaa 2880 
tatgatgaat aaaagtgact gtgagtgcaa atagaattag cagtaagaag ctactctagc 2940 
taatttgcca ttttacttaa atggaaaatg tttttcaaat aaatacttat gttgttcatg 3000 
ttccaagtta ttcaattcct ttatgagtga atgtttttac ttttgactcc taaataggaa 3 060 
aagattattt gacagctgga aaataacctg ccaccaatta agcgagtgac atagggctac 312 0 
ttt 3123 

<210> 362 

<211> 7066 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 346716.17c 

<400> 362 

atgttgttct tgtttctggg ccctctggcc caggagtatg gctgtgtgtt tatcctcttt 60 
gttttgcctg gttccttcct cttccccaag ttcgtcataa cttgatgata aaatcaatct 120 
ttaagtttca cagtttgttt gccacaatac actggcagtt tttaactaag tggcttgtca 180 
gggtagtgga catgctttat cagcacactg cccacctatt ttataatctg gggcatgtca 240 
ctccaagctt gagatttctt tctggcaagt tccatccagg atggctgatc tgtactggca 3 00 
taactggctc tcttcagctg atgcagttcc ttctccatca tcactgcaga ctgagccaag 3 60 
ttctgatggg acaatgagat tcctctttgc agcccctcct tgaagttgag ctttgccccc 420 
tgcttccggt ccacagcggg cttcacaggg gttatcagga aagacttgct gcgaacaaag 480 
tcagcttgct tcacaggctc ctggcctctc tcgggcacct tggcttgctt tcctggttca 540 
gacttcaggg tccgtgcccc aggcttgtct tcctggttgg gtggctggtc caaggtcccc 600 
ctccgcttct gccgagtgac ggtgatccag ggtggcgcag gctgcccatc agctccaggc 660 
cctgttgctg caggcggcag actcttttca gctcccctgc gcagcggcct tttctccgcc 72 0 
gtcctgggct ccttcctggg ttcccgctct cccgggccgg cgtcgggggg cgcgggctgg 780 
tgcgggagcg tgaagctctg cagaagcggc ttccggggca ggggcggctt ggagctgagc 840 
ggctcggggg gccgggcctt cccctttcct tggtcgctgg gggccctggt gcctcgaagg 900 
gcgggggtcc gtcccgaggg gacacttctg cctccttcgg gagcacggtc agcgaccttt 960 
ctaaccggac ctcggcactg tacctcttca cacccttcac ctcctgagag gcgccatccc 102 0 
tgtatttgag cgagagggag gtggaccgga gcttgacggg gaaggggttt ctgtcctcac 1080 
tcggggccgg ctcctgggcg gctgggcagg gctctctcgt gccgggcgcg gcggccgcct 1140 
cctgagggct cttgcgcggc ccggccgggc tggccgccct gtcccccgag tcctgagggc 1200 
cgcgctccgc cagcttccga gggccaggtt tcgcgtgctg gggctcgggg agaccctgga 1260 
ggtcgtcaag agccggcccg ctcctccagc aggctctcgg gtcttggggc tcttgttagc 1320 
attttgtcgc aggagcgaaa gcctgcggaa ggcgatactc tctgcagcct ccagttggct 1380 
gatctcctcc atcttcactt tgtatttcct catctgctcc ttgatcagca tctccacgca 1440 
cgtggtgatc ttgaggacgt ccttcatgct ggtcagcggg tccgagttgt cagggcagcg 1500 
caggaggcag ggtgcgaaga taatggccag cgccccaggt gacatgcggt tgacatcctc 1560 
gagcagggcc accttgacaa ggtggaagat gagtctctcc agggagttgt ggttggcttc 162 0 
tggaaggtgc tccaggacgg catagatggc agccagctgc tcctgcttct ccggcagctc 1680 
gacggctcgg aggaagtcgc cgtactgtgc gaaggtcatg aggggctcgg gcagctcccg 1740 
cagccactgc ttcagcaccc ctgtgatggc gtggatgggg aagttctcca gcttgactgc 1800 



351 



PA-0035 US 



tgcggggtct gtctgcagcg cctgccggag ctcccgagtg cggttggcag cacccgactt 1860 
gcggtagagg ccctcggtgt acaggccgtg catctccacg tgttccagga gcttctccag 1920 
cacgatgggc accgaggcct tgtcgctggt caggctgtct acgcacacgc cgaagtggcc 1980 
aggctcagcg cctggctcgc ccttcctccc gtaggtgtag gagcagtggc tctgaatctt 2040 
gtgcacgcac ttcttgtggc aggtcatctt gcacacgctg cagagcaggg ccttgtccat 2100 
gagccagata taggagaggc actgctcgca cgactgcggg atgctaacct ggtagctggc 2160 
gaacacgtgc ccgttgtgct cctggacagc acgctcctgc ttccgcttct tcttctgagc 2220 
tttgctctgc ttcactggct cgaagtcgtt cttggtgtag ccacgggtga actcatctag 22 80 
cagtgactgg aagaggttga ggaccaggtt ggtgtccttc tggccacgct cagtggccag 2340 
gttgctgaca acgatctggt agttctccat cagatccttg tagcccacgt ggatcttccc 2400 
gttcgggaca gagtacatcg ttttgatgtt gctcctgaac ttctcggtgg cttcgataaa 2460 
caagctctca atgggcgtct tctgggaacg gaggtcattt atcttgttga gcaggaactc 2 52 0 
gtccaggtac ttgagctcat tggcgttggt gatctggcgg aacaccgatt cccgccactt 2580 
ctctgacact gtgatcttcc caatcttgac atttcggttc ttcttccctt tgcctcctgg 2640 
ttccttggtg cgcttctcac ctgcagcgtg gcgatgctgc tgtccggagg gggcttccag 2700 
gcccttcttc atggtggtgg cttccagcac cacgtgcccg gacactgcat tctccagctc 2760 
ctctgctccc tccaggctgt attttttatc cttggtttta tgcagaaaaa gcctcttaaa 2820 
cgtggattta gagtcgacct gagagcccgg ggacagccct gcgtctggga gggaggatgc 2880 
gtcgcctggc ttcttcttct ggacagctgg ctttttcgca cttcgctctc cgtccgtggt 2940 
ttctgctgca ggctgagcct tggccaggga cgggaggagc ttggagacgt cgctcgtgga 3 000 
gaaggaggtg cgcctctcct ctgtgggcgt gagggcggcc cctgtggccc ggtgtctgtc 3060 
gctgaggtcc agggactggc tgagcatggc actagggctg gcggcggcca ccagcttctt 312 0 
gccccgccac agttccacgg cgctggccag ccgctcggcg tccaggtacc gctggatctg 3180 
cgtggagcct ccggggctgt cgggcttttc ctgaaccctt gggctgccac atggtttgct 3240 
cttgtcctcg ggggtctcgg gggcgctgcc gggggccggt gggctgaccc tgctgtccag 33 00 
ggccaggctg gtcggccgct ccaactggcc aggcctgggg ctcccactgg gcagcgtctt 33 60 
ctcagtttct tcagagacct tgccaactgc catggcctgg ggttgctctg tgggctgctt 3420 
ttgagatgtg ttctcagcct ccgtctctac gactagaagg gtttcatctt ctctgctctc 3480 
ctttttgtct tccaggagac tcaccccttg ctcctgggtg acccttctgg aaggttctct 3540 
gagggcactc tcctccttgc aggactggat gtgtttgttc tggaacttga cgtgctccag 3600 
ccctctttgc cgacgcgact cacgcttctc ccggctgctg gggactttct cgtgactttc 3 660 
agccgccacg gttttctggg gtgggagagt cttctctggg cttggggcct ccttctcagg 3720 
tgaggagtgc tctagggggg acctgtcact tggctgcacc tcaggctccg atgccaggtg 3780 
cccgccatcc tccgctggct ccggcccctg ctcagctacc tgctgccctc cagccgcctg 3 840 
accctgtccg ccctcctcag cgcctgctct tgcggcttcc agggcttccc tctccttctc 3900 
ttctgccttc tgcttctccg agatcatctg gctgaagctc ttgcgctgca ggtgcccccg 3960 
acacaggctc tgcaggcgga tgatgctctg tttctggtgc cggtagagct tccgctgcca 402 0 
gtagcccctc catgcggcct ggaggtacac ggcagcctgc gtcctctcca gcgccctccg 4080 
gacccggtag gaccgccagc aggcctggat ggtgacggcg gcccgcttca tctgcaggaa 4140 
gtgccgacgc tccagcacca tccggaacca gctctgcagc agcaggattt tccgcaccac 42 0 0 
ctcccggtgc agcgtctcct gcagggcttg ccgctccgtc tccttcagga agaccttggt 4260 
cttcccgatc tggtagttcc tcttgtctat cttcattttc tccaggaggg tggagatgac 432 0 
ctccctgcag ggctgggcat ccttgggcag gagcacctgg aactgctcgg tgaaatcctg 43 80 
gaacgtgtac ttggcgctgt accctgacct ccggatgcgc acggtctcca gcatgccggt 4440 
gtagcgcagc tgctgcagga ccagctcgtc gtcaaagcac agctctttct tttcagcatt 4500 
ggaacggatg cagcggataa agaagggctc cgccttcccc agtgcctcca agagcttgtt 45 60 
aagggatgtc tggaactggg cgctgatgct tggtggcttt ttcttcttgt gcaggtgcag 4620 
tagggacttg gtggtgcggt cgtgcagagt catgctgatg atgagtttca gggacttgga 4680 
gtccagtagg ttctttggaa ttgatctgct tttgtttgat acctttactt ttcaggatga 4740 
aggcgcgggg tttctggagc cgactgaggg actggagaag gctacggggg tcctcgccct 4800 
gccagggcaa tcctttgatg ctcttgatca tttggttatg caaatcgcgg taaagttttt 4860 
ccgaaggggt gctggctcct cttggcagct cttctgggtg actttgggca ccagggctgc 492 0 
tcatacctgc agccttttcg gccctctcgg cccgcaggcg tccggcctcc cgaagcactg 4980 
ccatggcccg gatagcagcc cggagcacgg cccagcggaa cacggccacg gggtccatgc 5040 
cgatgagctc ccgcacgtag gagctgtcac tgccccgcag cagggccacg atgtctggcc 5100 
gcatgtagtc catgttcttc tcccggaagt ccttgatctg atatttcacc ttccctgcga 5160 
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agtgctggat gatgaaagct ggctccatga 
catgttgctg tttgaacttg gccagcaggg 
cctcgtccag caggtagaag aggcccgtgg 
cattgtctgt gtagccgatg ttgtgccacg 
ccagcttgaa gatgtgctgg ttgaagtaat 
agaactgctc aaagctgttc ctctcgaagt 
tggacaggca cgagactgcc tcttccacgt 
gcagcacaat ccagtcgaac agggcgctgt 
tgatggcctc gctgaggctg tagggaagga 
ttttggtcag aacctccacc aagatttctc 
ccagcacctc gggtggcccg aactccaagc 
aagtgacgtt gcccaggtac aggatggccg 
cggggaggaa gcccaccatc tccatggcct 
cctccccatc ttcaatcttc aagttatgct 
tgagctgaaa ttcttggcgc tcttcctcgc 
ggtagttcct ctcatccttc tcctgagaca 
cgacgacagc tcctctcacg atgccactct 
accggctgga gttgttgttg tgggctgtct 
cagcacccag gatggtcctc tcgacgccgc 
ggcagtggat gaggaagttg gtgctctggg 
cgatgcactg gttcacgcgc ttcctgagca 
agacgtgtgg ctccagcttg cccagctgct 
tgtagatggg caggaactta aaggggttga 
agatcttttg ttgcaggaag cggtgcttga 
cggggaggtt acacaggtca tcaaagtccg 
ctaggcgccg ggtggctgtg gcctgcgcca 
catctgcgtt gcgctcctgc agcaggaagt 
gtgcccgccg gggccatagc agcacccggt 
attcctcgcc tcccgactct ttgacctcca 
gcaggctggc aatggcgtcc ttgatgacgt 
cgcggcacga ggcctggctc tcggtggtgg 
ccgcctgctc ccggcggccc gagctgcctg 



ccggggtgcc caggaagtac ttattgtcct 5220 
tctggctcgt ggcgtggggg aagttgctct 5280 
gtttcttgct gatgagatgg atgcagccga 5340 
tgatcccctc gccctgatat tcctcctgct 5400 
actgaagctg ctcattggcg tagttgatgc 5460 
cttcaaaccc gaagatgtcc aggaccccaa 5520 
ccttcttgtt gaggagtgcg tggttgatcc 5580 
acagagactt ggccatggag tcgcgggcag 5 640 
taagcttgtc gttgacggtc accgtttttc 5700 
gcttcacctt cagaagctgc gacagggtgt 57 60 
cttcctctcg ggctgtagct ctcttcttat 5820 
agaggacggc aaaaatctgc ttcttggtgg 5880 
gcttgagcct ctcaaagtca tgcttcaggt 5940 
ggttgaggta gaaataatct tcaggctgct 6000 
tgaccccaag taacaaataa taaaacacat 6060 
ccaggcgaga cttttcaagc agatatttct 6120 
ctaggtagct gacttggatg aatttcccaa 6180 
tggcatttcc aaaagcctcc agcacagggc 6240 
tggcgtagcc cttctggctg agggcggtga 6300 
tcttgccgga gccgctctca cccgagatca 63 60 
tggtgtagta ggccacgtcg gccagcgcga 642 0 
ggttctcata catcttcacg tacttggggt 6480 
tggccaccag gatgctcccc gcgtacgtgt 6540 
ggttcttcag gaggttgccc tcggttagct 6600 
cctgctgccg tggcaggagg ccacgctcca 6660 
ccagctgcat atgcacgtac ttgatggttc 672 0 
agtagccatc ctcctgaggg tgctcgtcct 6780 
gcacaggcga gtcgttggcg tccagcaccc 6840 
ccagcacata acatttggtg ccgtccagcc 6900 
ccgaggtggt gctgtccttg gtggcagtca 6960 
acagctgggg gtagatgtgc aggtggtagg 702 0 
cctctttcac actcat 7066 



<210> 363 
<211> 843 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 346716.21c 



<400> 363 

gaattccaga acttggctca gtctgcagtg 
agagccagtt atgccagtac agatcagcca 
caagcttgga gtgacatgcc ccagattata 
gtccactacc ctgacaagcc acttagttaa 
gtgaaactta aagattgatt ttatcatcaa 
ccaggcaaaa caaagaggat aaacacacag 
aagaacaaca ttgaaaaagt ccaggaacca 
tttcgaattc ccttgataaa gaagcctcag 
acataaatag gacacccagc aaaggccaga 
gtgcttccag ctgagatcag cccatgtctc 
tctttcatgt ttactacgag gcatgacatt 
gcagctataa aacaatctgt tttcctaaag 
acggcagggt tcatcaattc atagactgtt 



atgatggaga aggaactgca tcagctgaag 60 
tcctggatgg aacttgccag aaagaaatct 12 0 
aaataggtgg gcagtgtgct gataaagcat 180 
aaactgccag tgtattgtgg caaacaaact 240 
gttatgacga acttggggaa gaggaaggaa 3 00 
ccatactcct gggccagagg gcccagaaac 3 60 
gttcctgtgc ccaaaggtac gaatgtgtct 42 0 
acaaggaaga aaatagaaat gaaattggac 4 80 
agagaagccc ttctaggaga agggacatct 540 
tggtcgctct cttgcctgtg gatcctgtct 600 
catggcaaaa cagggatgcc gtttccaaga 6 60 
acagccactc tgagaaggag atgaaggaac 72 0 
tccaaaaata atttttaaac ttttccacta 780 
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ggcatctgtg tctttaacca ctgcacaatg cattgcctgt ttaataaaag gtttcaaaca 840 
tga 843 

<210> 364 

<211> 2362 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 330776.1 



<400> 364 

tttttttttt 

gtacaaactt 

cactcatttt 

cttgtgtctc 

atttgaatag 

ttcttcgctc 

ttcttatata 

gttaagtcgg 

cgctgtggtt 

gtggccggga 

aggaactcgt 

aggatgctgg 

tggaagaagt 

cactaaatgt 

agctggagcc 

gggatgttgc 

tctccttgca 

attctcacca 

atgatggccg 

gccagaaccc 

acagaaaagc 

aagagagtta 

ggccagagcc 

tccttgagag 

gcccagccca 

tgaccctgga 

tcctgggaaa 

tggtagattc 

gagtgctcat 

agcacaaagg 

tggtgaatgg 

cacagtgtga 

ctctggacag 

atgaagactt 

ctcatcatgt 

ttccactgct 

gccatgggac 

atatcagttc 

tagcaatttt 

gaattaaatt 

<210> 365 
<211> 368 



tttacatgac 
taaagttaca 
tgctccagcc 
tttccagaga 
gtgatacata 
acccacagtt 
tccttctgga 
tttgaagcaa 
ccgcggtgag 
gatgatggct 
ggatcagctc 
gaggaagcaa 
agtgggttct 
gactcctgac 
cgagctggtg 
agctgcccac 
aaacctgtca 
tgtcatggac 
ctcctggtat 
taagatctcc 
ttctagcaat 
tggggaggcc 
ccggcaacga 
taagggaaag 
tctaggccct 
gctcaagcca 
ggtggtattt 
agatggacct 
tggagactct 
aaaggactat 
gaagcctcag 
atgacctttg 
ccggtccagc 
tctctttccc 
tccagctctc 
ctctatgttt 
agagtcccca 
agtatttatt 
tatttttatt 
tgtttggaaa 



actttaaaag 
aaaaaggcat 
actcacttct 
ctatgtagaa 
tagatggcaa 
ccccagtttc 
tgttgtaagt 
agcccttctg 
agagggcgtg 
gatgaagagg 
tactcatttc 
caggatgtgc 
gtccagggca 
tatagcccta 
gaagcctgga 
acctgcttct 
atggtgcttc 
agtgtccgac 
attcttggga 
cagcaagccc 
cctgaccttc 
ctggagggct 
gagcaacaac 
gtgaagacca 
tgcagtgatg 
ctgagtacgc 
agcctcacca 
tgctatgcag 
gtagccattc 
tccttttcca 
ggatccagca 
acttgcatgc 
cacatccagt 
tgcctgtatt 
tacagggcca 
taagcaaaga 
aggttcctgt 
gctaaaggag 
tttgaacttt 
aa 



atttattcag 
agagtgaaaa 
gctctttgta 
gcaaataatt 
gaaaattcaa 
tgtgtttccc 
gattgtagag 
gggcagaaaa 
cgtctctgtg 
aagaagtcaa 
gagactgcta 
agaaggagat 
aggcacaagt 
aggctgagga 
accagctggg 
caggagccct 
gtcagctgcg 
aggctaagtt 
attcatatct 
tcagtgccta 
atctgaacag 
tctctcgggc 
ttctggaatt 
aaaagctgca 
ggcactatca 
ttcagcctgg 
cagaggagaa 
tgatggtgta 
ctgagcccaa 
gtgttcgagt 
gccaggctgt 
tcaacaggga 
gattcagcag 
acacttcgta 
catactcttc 
gcatggaatt 
tgttgcctcc 
ggggcttaat 
aggtccttcc 



aagtttaata 
gtctacccca 
agcgatagtc 
ttttatttaa 
aagggcaggc 
tctgcagaga 
catctctgtg 
gcctccagaa 
gttataaagt 
gccgatcttg 
tttcgagaca 
ggagaaaacc 
tctaatgcta 
gcttctgtca 
tgaggtgtac 
cacccattgc 
gactgacact 
ggctgttcag 
ttccctttac 
tgcccaagca 
ggcgacgttg 
tgcagccctg 
cctggataga 
gagcatgctg 
gtcagcctct 
ggtgaacagc 
agtccccttt 
caatatagtg 
cctgcggctt 
ggagacgccc 
tgccacagtg 
gtggaggaga 
ggatgggagg 
tctcttctct 
tggcatatct 
ggtagaagtc 
ttcctaagcc 
tttgtaatgg 
tcttctttgg 



tattcacaag 
gttccctggt 
ttgccagtgt 
aaatgtttat 
agtgaaaatt 
cagtcatcct 
gaaataaatg 
cgccagatgt 
tgggggtgga 
cagaaattgc 
catagtgttg 
ctacagcaga 
actgggaaag 
aaggctgtga 
tggaaaaaag 
aggaacaaag 
gaagatgaac 
atggatgtcc 
ttctctactg 
gagaaagttg 
cataaatatg 
gaccctgcct 
ttaaccagcc 
ggaagcttgc 
gggcagaaag 
ggtgccgtca 
acatttggcc 
cagagctggg 
caccgaattc 
ctcctgctag 
gcatcgcgac 
ggagacaagg 
aatgttttaa 
ctcctctgtc 
ctcctgtctc 
ttgggatctt 
tcatatgtat 
cttttatttt 
ggctggaaca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2362 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 407999.1c 



<220> 

<221> unsure 

<222> 51, 79, 135, 141, 178, 181-182, 184-185, 212, 299, 332, 359, 361 
<223> a, t, c, g, or other 

<400> 365 

gccctttttt tttttttttc gtccagtatc tagcaaggcc atcagtataa ngggcttatt 60 

aaatgtttac tgagtgaant gtgtagagca gttttgcaac tttaacttga attcctagga 12 0 

acctgatcct aattnacatt ngcaaagata ctaaagtttt gaattttcta gtttgtcngt 180 

nntnnctaat ctggactttt tgactttaac tnaaatttct agctggagtg aaatggtaag 2 40 

ctccttgccc ttttaaatca ccatttgtgc agccttattc taattacctt aggcctctnc 300 

cattgtggcc atctaatctt ctttatttgg ancagaagtt catcaataca tatagtttnc 3 60 

nttttcat 368 



<210> 366 

<211> 6348 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1719478CB1 



<400> 366 

ctcttatgtg aggagctgaa gaggaattaa 
cctcccccag gacctcagag ctttgtccat 
caacgcattg ctgaaagaaa atcaaaggaa 
gaagccccaa agccaagcag tgacttggaa 
gacattcctc ccggcatggt gtcagagccc 
aaaaagactt tcatagtatt gaacaaaggg 
gctttatata tgctttctcc tttcagtcct 
cactccttat tcagcatgct catcatgtgc 
atgaataacc cgccggactg gaccaaaaat 
tttgaatcac ttgtaaaaat ccttgcaaga 
cgtgacccgt ggaactggct ggattttgtc 
gtaaacctag gcaatgtttc agctcttcga 
atttctgtaa tcccaggcct gaagacaatt 
ctttctgatg tcatgatcct gactgtgttc 
cagctgttca tgggaaacct gaagcataaa 
acattagaaa gcataatgaa taccctagag 
tacttggaag gatccaaaga tgctctcctt 
ccagaggggt acacctgtgt gaaaattggc 
gacactttca gctgggcctt cttagccttg 
aacctttacc aacagacgct gcgtgctgct 
gtgattttcc tgggctcctt ttatctaata 
tatgaagaac agaaccaggc aaacattgaa 
cagatgttag accgtcttaa aaaagagcaa 
gctgaatata caagtattag gagaagcaga 
acatccaaac tgagctctaa aagtgctaaa 



aatatacagg atgaaaagat ggcaatgttg 60 
ttcacaaaac agtctcttgc cctcattgaa 12 0 
cccaaagaag aaaagaaaga tgatgatgaa 18 0 
gctggcaaac aactgccctt catctatggg 240 
ctggaggact tggaccccta ctatgcagac 300 
aaaacaatct tccgtttcaa tgccacacct 360 
ctaagaagaa tatctattaa gattttagta 42 0 
actattctga caaactgcat atttatgacc 480 
gtcgagtaca cttttactgg aatatatact 540 
ggcttctgtg taggagaatt cacttttctt 600 
gtcattgttt ttgcgtattt aacagaattt 660 
actttcagag tattgagagc tttgaaaact 72 0 
gtaggggctt tgatccagtc agtgaagaag 7 80 
tgtctgagtg tgtttgcact aattggacta 840 
tgttttcgaa attcacttga aaataatgaa 900 
agtgaagaag actttagaaa atatttttat 9 60 
tgtggtttca gcacagattc aggtcagtgt 1020 
agaaaccctg attatggcta cacgagcttt 1080 
tttaggctaa tgacccaaga ttactgggaa 1140 
ggcaaaacct acatgatctt ctttgtcgta 1200 
aacttgatcc tggctgtggt tgccatggca 1260 
gaagctaaac agaaagaatt agaatttcaa 1320 
gaagaagctg aggcaattgc agcggcagcg 13 80 
attatgggcc tctcagagag ttcttctgaa 1440 
gaaagaagaa acagaagaaa gaaaaagaat 15 00 



355 



PA-0035 US 



caaaagaagc tctccagtgg agaggaaaag ggagatgctg agaaattgtc gaaatcagaa 1560 
tcagaggaca gcatcagaag aaaaagtttc caccttggtg tcgaagggca taggcgagca 1620 
catgaaaaga ggttgtctac ccccaatcag tcaccactca gcattcgtgg ctccttgttt 1680 
tctgcaaggc gaagcagcag aacaagtctt tttagtttca aaggcagagg aagagatata 1740 
ggatctgaga ctgaatttgc cgatgatgag cacagcattt ttggagacaa tgagagcaga 1800 
aggggctcac tgtttgtgcc ccacagaccc caggagcgac gcagcagtaa catcagccaa 1860 
gccagtaggt ccccaccaat gctgccggtg aacgggaaaa tgcacagtgc tgtggactgc 1920 
aacggtgtgg tctccctggt tgatggacgc tcagccctca tgctccccaa tggacagctt 1980 
ctgccagagg gcacgaccaa tcaaatacac aagaaaaggc gttgtagttc ctatctcctt 2040 
tcagaggata tgctgaatga tcccaacctc agacagagag caatgagtag agcaagcata 2100 
ttaacaaaca ctgtggaaga acttgaagag tccagacaaa aatgtccacc ttggtggtac 2160 
agatttgcac acaaattctt gatctggaat tgctctccat attggataaa attcaaaaag 2220 
tgtatctatt ttattgtaat ggatcctttt gtagatcttg caattaccat ttgcatagtt 2280 
ttaaacacat tatttatggc tatggaacac cacccaatga ctgaggaatt caaaaatgta 2340 
cttgctatag gaaatttggt ctttactgga atctttgcag ctgaaatggt attaaaactg 2400 
attgccatgg atccatatga gtatttccaa gtaggctgga atatttttga cagccttatt 2460 
gtgactttaa gtttagtgga gctctttcta gcagatgtgg aaggattgtc agttctgcga 2 52 0 
tcattcagac tgctccgagt cttcaagttg gcaaaatcct ggccaacatt gaacatgctg 2580 
attaagatca ttggtaactc agtaggggct ctaggtaacc tcaccttagt gttggccatc 2640 
atcgtcttca tttttgctgt ggtcggcatg cagctctttg gtaagagcta caaagaatgt 2700 
gtctgcaaga tcaatgatga ctgtacgctc ccacggtggc acatgaacga cttcttccac 2760 
tccttcctga ttgtgttccg cgtgctgtgt ggagagtgga tagagaccat gtgggactgt 2820 

, . i *- ~~ 4- ^.-^ +- ^t-rt^ht-rfrra 2880 



aacctggtgg tcctaaacct atttctggcc ttattattga gctcatttag ttcagacaat 2940 
cttacagcaa ttgaagaaga ccctgatgca aacaacctcc agattgcagt gactagaatt 3 000 
aaaaagggaa taaattatgt gaaacaaacc ttacgtgaat ttattctaaa agcattttcc 3 060 



aaaaagccaa agatttccag ggagataaga caagcagaag atctgaatac taagaaggaa 312 0 
aactatattt ctaaccatac acttgctgaa atgagcaaag gtcacaattt cctcaaggaa 318 0 
aaagataaaa tcagtggttt tggaagcagc gtggacaaac acttgatgga agacagtgat 3240 
ggtcaatcat ttattcacaa tcccagcctc acagtgacag tgccaattgc acctggggaa 330 0 
tccgatttgg aaaatatgaa tgctgaggaa cttagcagtg attcggatag tgaatacagc 3360 
aaagtgagat taaaccggtc aagctcctca gagtgcagca cagttgataa ccctttgcct 3420 
ggagaaggag aagaagcaga ggctgaacct atgaattccg atgagccaga ggcctgtttc 3480 
acagatggtt gtgtacggag gttctcatgc tgccaagtta acatagagtc agggaaagga 3540 



cn.ayai.yyLL. y ^^^^^^^ ^ • ^- - - - ... n a r\ n 

aaaatctggt ggaacatcag gaaaacctgc tacaagattg ttgaacacag ttggtttgaa 3 600 
agcttcattg tcctcatgat cctgctcagc agtggtgccc tggcttttga agatatttat 3660 
attgaaagga aaaagaccat taagattatc ctggagtatg cagacaagat cttcacttac 3720 
atcttcattc tggaaatgct tctaaaatgg atagcatatg gttataaaac atatttcacc 3780 
aatgcctggt gttggctgga tttcctaatt gttgatgttt ctttggttac tttagtggca 3 840 
aacactcttg gctactcaga tcttggcccc attaaatccc ttcggacact gagagcttta 390 0 



aauav. l-l, l Ly y ^ *-<-^ ^^^^ ^ - — - - ^ =^ — r> c,cc\ 

agacctctaa gagccttatc tagatttgaa ggaatgaggg tcgttgtgaa tgcactcata 3960 

ggagcaattc cttccatcat gaatgtgcta cttgtgtgtc ttatattctg gctgatattc 402 0 

agcatcatgg gagtaaattt gtttgctggc aagttctatg agtgtattaa caccacagat 4080 



dyuaLLauyy y oiy l^«.<^ ^ ^ ^^^^^--^^^ ^ - - 

gggtcacggt ttcctgcaag tcaagttcca aatcgttccg aatgttttgc ccttatgaat 4140 

gttagtcaaa atgtgcgatg gaaaaacctg aaagtgaact ttgataatgt cggacttggt 4200 

tacctatctc tgcttcaagt tgcaactttt aagggatgga cgattattat gtatgcagca 426U 

gtggattctg ttaatgtaga caagcagccc aaatatgaat atagcctcta catgtatatt 4320 

tattttgtcg tctttatcat ctttgggtca ttcttcactt tgaacttgtt cattggtgtc 4380 



atcatagata atttcaacca acagaaaaag aagcttggag gtcaagacat ctttatgaca 4440 
gaagaacaga agaaatacta taatgcaatg aaaaagctgg ggtccaagaa gccacaaaag 4500 
ccaattcctc gaccagggaa caaaatccaa ggatgtatat ttgacctagt gacaaatcaa 4560 
gcctttgata ttagtatcat ggttcttatc tgtctcaaca tggtaaccat gatggtagaa 
aaggagggtc aaagtcaaca tatgactgaa gttttatatt ggataaatgt ggtttttata 
atccttttca ctggagaatg tgtgctaaaa ctgatctccc tcagacacta ctacttcact 



CUdd U L-^L, L-L, ya^uayyyuu v^^-^^^w^w ^ ^ _j - - 

gcctttgata ttagtatcat ggttcttatc tgtctcaaca tggtaaccat gatggtagaa 4620 

4740 
4800 

y LayyaL.yyu ^^ol^^^^^^v^-w ^-^^ — - / o c n 

gctgatttga ttgaaacgta ttttgtgtcc cctaccctgt tccgagtgat ccgtcttgcc 4860 



aaggagggtc aaagtcaaca tatgactgaa gttttatatt ggataaatgt ggtttttata 
atccttttca ctggagaatg tgtgctaaaa ctgatctccc tcagacacta ctacttcact 4740 
gtaggatgga atatttttga ttttgtggtt gtgattatct ccattgtagg tatgtttcta 4800 
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aggattggcc gaatcctacg tctagtcaaa 
gctttgatga tgtcccttcc tgcgttgttt 
ttcatctacg ccatctttgg aatgtccaac 
aatgacatgt tcaattttga gacctttggc 
acctctgctg gctgggatgg attgctagca 
gacccaaaaa aagttcatcc tggaagttca 
ggaatattct actttgttag ttatatcatc 
attgcagtca tactggagaa ttttagtgtt 
gaggatgact ttgagatgtt ctatgaggtt 
tttatagagt tctctaaact ctctgatttt 
gcaaaaccca acaaagtcca gctcattgcc 
atccattgtc ttgacatctt atttgctttt 
atggattctc ttcgttcaca gatggaagaa 
tcctatgaac ccatcacaac cacactaaaa 
attcagcgtg cttatagacg ttaccgctta 
tacataaaag atggagacag agatgatgat 
aatgttaatg agaactcaag tccagaaaaa 
ccttcatatg atagtgtaac aaagccagac 
aaggaagaca aagggaaaga cagcaaggaa 
ttgtttacag cctgtgaaag tgatttattt 
tgccaaaatc ctttttatca aaatattctc 
ctaagaaagg tgggcagcat tagcagatgg 
cgtaagagaa ctctgtagga attattgatt 
ttggttttta ataaatcaga agaccatgta 
tcacaggatt gtaattagtc ttgtttccca 



ggagcaaagg ggatccgcac gctgctcttt 4920 
aacatcggcc tcctgctctt cctggtcatg 4980 
tttgcctatg ttaaaaagga agatggaatt 5040 
aacagtatga tttgcctgtt ccaaattaca 5100 
cctattctta acagtaagcc acccgactgt 5160 
gttgaaggag actgtggtaa cccatctgtt 522 0 
atatccttcc tggttgtggt gaacatgtac 52 80 
gccactgaag aaagtactga acctctgagt 5340 
tgggagaagt ttgatcccga tgcgacccag 5400 
gcagctgccc tggatcctcc tcttctcata 5460 
atggatctgc ccatggttag tggtgaccgg 5520 
acaaagcgtg ttttgggtga gagtggggag 5580 
aggttcatgt ctgcaaatcc ttccaaagtg 5640 
cggaaacaag aggatgtgtc tgctactgtc 5700 
aggcaaaatg tcaaaaatat atcaagtata 5760 
ttactcaata aaaaagatat ggcttttgat 5 82 0 
acagatgcca cttcatccac cacctctcca 5880 
aaagagaaat atgaacaaga cagaacagaa 5940 
agcaaaaaat agagcttcat ttttgatata 6000 
gtgttaataa aactcttttg aggaagtcta 6060 
gaaggcagtg cagtcactaa ctctgatttc 612 0 
ttatttttgc actgatgatt ctttaagaat 6180 
atagcataca aaagtgattg attcagtttt 6240 
gaaaactttt acatctgcct tgtcatcttt 6300 
tgtaaataaa caaccacg 6348 



<210> 367 
<211> 1977 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1719478CD1 



<400> 367 
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Met 


Asp 


Pro 


Phe 


Val 












725 










730 










/ 3 b 






jjeu 


Al a 


lie 


j. nx 


Tl P> 
lit: 


y o 


Tl ^ 

11G 


1 

val 


Leu 


Asn 


Thr 


Leu 


Phe 


Met 












740 










745 










/ b U 


Ala 


Met 


Glu 


His 


His 


Pro 


Met 


Thr 


Glu 


Glu 


Phe 


Lys 


Asn 


Val 


Leu 












755 










760 










H £ c; 




ri-L d 


lie 


wiy 


A 


T T 

X-JC U. 


1 

val 


JTllt: 


X in 


Gly 


He 


Phe 


Ala 


Ala 


Glu 


Met 












770 










775 










■7 q r\ 






T 


Xjy *d 




Tl p 
lie 


Ala 


Met 


Asp 


Pro 


xy x 


Glu 


Tyr 


Phe 


Gin 


Val 












785 










790 










/ y d 




ni \/ 

vjj ly 


x xy 


noli 


Tie 

11C- 


Phe 


A QTs 


Ser 


Leu 


He 


Val 


Thr 


Leu 


Ser 


Leu 


Val 


P 










800 










805 










810 




Glu 


Leu 


Phe 


Leu 


Ala 


Asp 


Val 


Glu 


Gly 


Leu 


Ser 


Val 


Leu 


Arg 


Ser 












815 










820 










825 




Phe 


Arg 


Leu 


Leu 


Arg 
830 


Val 


Phe 


Lys 


Leu 


Ala 
835 


Lys 


Ser 


Trp 


Pro 


Thr 

840 




Leu. 


Asn 


Met 


Leu 


He 


Lys 


He 


He 


Gly 


Asn 


Ser 


Val 


Gly Ala 


Leu 












845 










850 










855 




Gly 


Asn 


Leu 


Thr 


Leu 

860 


Val 


Leu 


Ala 


He 


He 
865 


Val 


Phe 


He 


Phe 


Ala 
870 




Val 


Val 


Gly 


Met 


Gin 
875 


Leu 


Phe 


Glv 


Lys 


Ser 
880 


Tvr 


Lys 


Glu 


Cys 


Val 
885 




Cys 


Lys 


lie 


Asn 


Asp 
890 


Asp 


Cys 


Thr 


Leu 


Pro 
895 


Arg 


Trp 


His 


Met 


Asn 
900 




Asp 


Phe 


Phe 


His 


Ser 
905 


Phe 


Leu 


He 


Val 


Phe 
910 


Arg 


Val 


Leu 


Cys 


Gly 
915 




Glu 


I1 P 


lie 


Glu 


Thr 
920 


Met 


Trn 


Asp 


Cys 


Met 
925 


Glu 


Val 


Ala 


Gly 


Gin 
930 




Ala 


Met 


Cys 


Leu 


He 


Val 


Tyr 


Met 


Met 


Val 


Met 


Val 


He 


Gly Asn 












935 










940 










945 




Leu 


Val 


Val 


Leu 


Asn 
950 


Leu 


Phe 


Leu 


Ala 


Leu 
955 


Leu 


Leu 


Ser 


Ser 


Phe 
960 




Ser 


Ser 


Asp 


Asn 


Leu 
965 


Thr 


Ala 


He 


Glu 


Glu 
970 


Asp 


Pro 


Asp 


Ala 


Asn 
975 




Asn 


Leu 


Gin 


He 


Ala 
980 


Val 


Thr 


Arg 


He 


Lys 
985 


Lys 


Gly 


He 


Asn 


Tyr 
990 



PA- 003 5 US 



Val Lys Gin Thr Leu Arg Glu Phe lie Leu Lys Ala Phe Ser Lys 
995 1000 1005 

Lys Pro Lys lie Ser Arg Glu lie Arg Gin Ala Glu Asp Leu Asn 

1010 1015 1020 

Thr Lys Lys Glu Asn Tyr lie Ser Asn His Thr Leu Ala Glu Met 

1025 1030 1035 

Ser Lys Gly His Asn Phe Leu Lys Glu Lys Asp Lys lie Ser Gly 

1040 1045 1050 

Phe Gly Ser Ser Val Asp Lys His Leu Met Glu Asp Ser Asp Gly 

1055 1060 1065 

Gin Ser Phe lie His Asn Pro Ser Leu Thr Val Thr Val Pro lie 

1070 1075 1080 

Ala Pro Gly Glu Ser Asp Leu Glu Asn Met Asn Ala Glu Glu Leu 

1085 1090 1095 

Ser Ser Asp Ser Asp Ser Glu Tyr Ser Lys Val Arg Leu Asn Arg 

1100 1105 1110 

Ser Ser Ser Ser Glu Cys Ser Thr Val Asp Asn Pro Leu Pro Gly 

1115 1120 1125 

Glu Gly Glu Glu Ala Glu Ala Glu Pro Met Asn Ser Asp Glu Pro 

1130 1135 1140 

Glu Ala Cys Phe Thr Asp Gly Cys Val Arg Arg Phe Ser Cys Cys 

1145 1150 1155 

Gin Val Asn lie Glu Ser Gly Lys Gly Lys lie Trp Trp Asn lie 

1160 1165 1170 

Arg Lys Thr Cys Tyr Lys lie Val Glu His Ser Trp Phe Glu Ser 

1175 1180 1185 

Phe lie Val Leu Met He Leu Leu Ser Ser Gly Ala Leu Ala Phe 

1190 1195 1200 

Glu Asp He Tyr He Glu Arg Lys Lys Thr He Lys He He Leu 

1205 1210 1215 

Glu Tyr Ala Asp Lys He Phe Thr Tyr He Phe He Leu Glu Met 

1220 1225 1230 

Leu Leu Lys Trp He Ala Tyr Gly Tyr Lys Thr Tyr Phe Thr Asn 

1235 1240 1245 

Ala Trp Cys Trp Leu Asp Phe Leu He Val Asp Val Ser Leu Val 

1250 1255 1260 

Thr Leu Val Ala Asn Thr Leu Gly Tyr Ser Asp Leu Gly Pro He 

1265 1270 1275 

Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro Leu Arg Ala Leu 

1280 1285 1290 

Ser Arg Phe Glu Gly Met Arg Val Val Val Asn Ala Leu He Gly 

1295 1300 1305 

Ala He Pro Ser He Met Asn Val Leu Leu Val Cys Leu He Phe 

1310 1315 1320 

Trp Leu He Phe Ser He Met Gly Val Asn Leu Phe Ala Gly Lys 

1325 1330 1335 

Phe Tyr Glu Cys He Asn Thr Thr Asp Gly Ser Arg Phe Pro Ala 

1340 1345 1350 

Ser Gin Val Pro Asn Arg Ser Glu Cys Phe Ala Leu Met Asn Val 

1355 1360 1365 

Ser Gin Asn Val Arg Trp Lys Asn Leu Lys Val Asn Phe Asp Asn 

1370 1375 1380 

Val Gly Leu Gly Tyr Leu Ser Leu Leu Gin Val Ala Thr Phe Lys 

1385 1390 1395 

Gly Trp Thr He He Met Tyr Ala Ala Val Asp Ser Val Asn Val 

1400 1405 1410 



360 



PA-0035 US 

Asp Lys Gin Pro Lys Tyr Glu Tyr Ser Leu Tyr Met Tyr He Tyr 
1415 1420 1425 

Phe Val Val Phe He He Phe Gly Ser Phe Phe Thr Leu Asn Leu 
1430 1435 1440 

Phe He Gly Val He He Asp Asn Phe Asn Gin Gin Lys Lys Lys 
1445 1450 1455 

Leu Gly Gly Gin Asp He Phe Met Thr Glu Glu Gin Lys Lys Tyr 
1460 1465 1470 

Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys Pro Gin Lys Pro 
1475 1480 1485 

He Pro Arg Pro Gly Asn Lys He Gin Gly Cys He Phe Asp Leu 
1490 1495 1500 

Val Thr Asn Gin Ala Phe Asp He Ser He Met Val Leu He Cys 
1505 1510 1515 

Leu Asn Met Val Thr Met Met Val Glu Lys Glu Gly Gin Ser Gin 
1520 1525 1530 

His Met Thr Glu Val Leu Tyr Trp He Asn Val Val Phe He He 
1535 1540 1545 

Leu Phe Thr Gly Glu Cys Val Leu Lys Leu He Ser Leu Arg His 
1550 1555 1560 

Tyr Tyr Phe Thr Val Gly Trp Asn He Phe Asp Phe Val Val Val 
1565 1570 1575 

He He Ser He Val Gly Met Phe Leu Ala Asp Leu He Glu Thr 
1580 1585 1590 

Tyr Phe Val Ser Pro Thr Leu Phe Arg Val He Arg Leu Ala Arg 
1595 1600 1605 

He Gly Arg He Leu Arg Leu Val Lys Gly Ala Lys Gly He Arg 
1610 1615 1620 

Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro Ala Leu Phe Asn 
1625 1630 1635 

He Gly Leu Leu Leu Phe Leu Val Met Phe He Tyr Ala He Phe 
1640 1645 1650 

Gly Met Ser Asn Phe Ala Tyr Val Lys Lys Glu Asp Gly He Asn 
1655 1660 1665 

Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser Met He Cys Leu 
1670 1675 1680 

Phe Gin He Thr Thr Ser Ala Gly Trp Asp Gly Leu Leu Ala Pro 
1685 1690 1695 

He Leu Asn Ser Lys Pro Pro Asp Cys Asp Pro Lys Lys Val His 
1700 1705 1710 

Pro Gly Ser Ser Val Glu Gly Asp Cys Gly Asn Pro Ser Val Gly 
1715 1720 1725 

He Phe Tyr Phe Val Ser Tyr He He He Ser Phe Leu Val Val 
1730 1735 1740 

Val Asn Met Tyr He Ala Val He Leu Glu Asn Phe Ser Val Ala 
1745 1750 1755 

Thr Glu Glu Ser Thr Glu Pro Leu Ser Glu Asp Asp Phe Glu Met 
1760 1765 1770 

Phe Tyr Glu Val Trp Glu Lys Phe Asp Pro Asp Ala Thr Gin Phe 
1775 1780 1785 

He Glu Phe Ser Lys Leu Ser Asp Phe Ala Ala Ala Leu Asp Pro 
1790 1795 1800 

Pro Leu Leu He Ala Lys Pro Asn Lys Val Gin Leu He Ala Met 
1805 1810 1815 

Asp Leu Pro Met Val Ser Gly Asp Arg He His Cys Leu Asp He 
P 1820 1825 1830 
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Leu Phe Ala Phe Thr Lys Arg 
1835 

Asp Ser Leu Arg Ser Gin Met 
1850 

Pro Ser Lys Val Ser Tyr Glu 
1865 

Lys Gin Glu Asp Val Ser Ala 
1880 

Arg Tyr Arg Leu Arg Gin Asn 
1895 

lie Lys Asp Gly Asp Arg Asp 
1910 

Met Ala Phe Asp Asn Val Asn 
1925 

Asp Ala Thr Ser Ser Thr Thr 
1940 

Thr Lys Pro Asp Lys Glu Lys 
1955 

Glu Asp Lys Gly Lys Asp Ser 
1970 

<210> 368 
<211> 653 
<212> DNA 
<213> Homo sapiens 



Val 


Leu Gly 


Glu 


Ser 


Gly 


Glu Met 




1840 








1845 


Glu 


Glu Arg 


Phe 


Met 


Ser 


Ala Asn 




1855 








1860 


Pro 


lie Thr 


Thr 


Thr 


Leu 


Lys Arg 




1870 








1875 


Thr 


Val lie 


Gin 


Arg 


Ala 


Tyr Arg 




1885 








1890 


Val 


Lys Asn 


lie 


Ser 


Ser 


lie Tyr 




1900 








1905 


ASp 


rio|J j_j U. 


.Leu 


Asn 


Lys 






1915 








1920 


Glu 


Asn Ser 


Ser 


Pro 


Glu 


Lys Thr 




1930 








1935 


Ser 


Pro Pro 


Ser 


Tyr 


Asp 


Ser Val 




1945 








1950 


Tyr 


Glu Gin 


Asp 


Arg 


Thr 


Glu Lys 




1960 








1965 


Lys 


Glu Ser 


Lys 


Lys 








1975 











<220> 

<221> misc_f eature 

<223> Incyte ID No: 351157.2 



<400> 368 

agcggatccg 

agaaccacta 

agacgcaggt 

gaggtggatt 

cggtctccca 

cgaccctact 

gggggcagcc 

cagacccaaa 
ca ttttggca 
acgggtcgga 
gggaaaaagc 



cacggccttc 
cgtggtgggc 
ccgacgtgtt 
tcagtctctg 
gctacctccc 
acaccaccgt 
ggagcctccc 
cttcatccgc 
tctattgtcg 
ggcaggaccc 
ttacaaaaca 



tcgccctcgc 
gccgagcgga 
ggagtggggc 
cgtgccggcc 
ggctgacttt 
cccctcccaa 
tttagcagcc 
agctttcttc 
tcatatctgt 
gtgcgttttc 
agagttaatt 



agctgctgcg 
agcagctggc 
tcagcgaccc 
ggctcccaga 
tcaccttccg 
gtcccgggca 
agagtaggaa 
ggcggacctt 
ctgctgcccc 
agatgtacta 
ttaaaaacgt 



gctggagctc 
cggcagtctc 
tcagcctagc 
gttgcgagag 
ctcccctttc 
gtgagaagat 
gggggcttag 
accctctcct 
acttaatcta 
gctgggctgt 
ttcaaagaaa 



gccttcgaga 60 
agcctctccg 120 
tgctgccctg 180 
gccggctccg 240 
ctcctagtct 300 
gcccggcatg 3 60 
tgagggagcc 420 
ccttcagtgg 480 
caaatcgctc 540 
tctaactgca 600 
gat 653 



<210> 369 

<211> 2309 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 088957CB1 



<400> 369 

acacgccttt ggcacaatga agtgggtaac ctttatttcc cttctttttc tctttagctc 60 
ggcttattcc aggggtgtgt ttcgtcgaga tgcacacaag agtgaggttg ctcatcggtt 120 
taaagatttg ggagaagaaa atttcaaagc cttggtgttg attgcctttg ctcagtatct 180 
tcagcagtgt ccatttgaag atcatgtaaa attagtgaat gaagtaactg aatttgcaaa 2 40 
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aacatgtgtt 
agacaaatta 
tgcaaaacaa 
cctcccccga 
agagacattt 
cccggaactc 
tgctgataaa 
ttcgtctgcc 
caaagcatgg 
ttccaagtta 
tgaatgtgct 
ctccagtaaa 
cgaagtggaa 
aagtaaggat 
gtatgaatat 
gacatatgaa 
caaagtgttc 
ttgtgagctt 
caccaagaaa 
aaaagtgggc 
ctatctatcc 
cagagtcacc 
ggaagtcgat 
agatatatgc 
gctcgtgaaa 
cgcagctttt 
gggtaaaaaa 
gcatctcagc 
gtttttcttt 
tcattttgcc 
ggtacagcac 
ggaagttcca 
taattaaata 
tttgacatta 
agagaaaaaa 



gctgatgagt 
tgcacagttg 
gaacctgaga 
ttggtgagac 
ttgaaaaaat 
cttttctttg 
gctgcctgcc 
aaacagagac 
gcagtagctc 
gtgacagatc 
gatgacaggg 
ctgaaggaat 
aatgatgaga 
gtttgcaaaa 
gcaagaaggc 
accactctag 
gatgaattta 
tttgagcagc 
gtaccccaag 
agcaaatgtt 
gtggtcctga 
aaatgctgca 
gaaacatacg 
acactttctg 
cacaagccca 
gtagagaagt 
cttgttgctg 
ctaccatgag 
ttcgttggtg 
tcttttctct 
tgttattttt 
gtgttctctc 
aatcattaat 
tgataattct 
ggggaaagaa 



cagctgaaaa 
caactcttcg 
gaaatgaatg 
cagaggttga 
acttatatga 
ctaaaaggta 
tgttgccaaa 
tcaagtgtgc 
gcctgagcca 
ttaccaaagt 
cggaccttgc 
gctgtgaaaa 
tgcctgctga 
actatgctga 
atcctgatta 
agaagtgctg 
aacctcttgt 
ttggagagta 
tgtcaactcc 
gtaaacatcc 
accagttatg 
cagaatcctt 
ttcccaaaga 
agaaggagag 
aggcaacaaa 
gctgcaaggc 
caagtcaagc 
aataagagaa 
taaagccaac 
gtgcttcaat 
caaagatgtg 
ttattccact 
actcttctaa 
gaataaaaga 
aaattatgc 



ttgtgacaaa 
tgaaacctat 
cttcttgcaa 
tgtgatgtgc 
aattgccaga 
taaagctgct 
gctcgatgaa 
cagtctccaa 
gagatttccc 
ccacacggaa 
caagtatatc 
acctctgttg 
cttgccttca 
ggcaaaggat 
ctctgtcgtg 
tgccgctgca 
ggaagagcct 
caaattccag 
aactcttgta 
tgaagcaaaa 
tgtgttgcat 
ggtgaacagg 
gtttaatgct 
acaaatcaag 
agagcaactg 
tgacgataag 
tgccttaggc 
agaaaatgaa 
accctgtcta 
taataaaaaa 
ttgctatcct 
tcggtagagg 
gttatggatt 
acaaaaacca 



tcacttcata 
ggtgaaatgg 
cacaaagatg 
actgcttttc 
agacatcctt 
tttacagaat 
cttcgggatg 
aaatttggag 
aaagctgagt 
tgctgccatg 
tgtgaaaatc 
gaaaaatccc 
ttagctgctg 
gtcttcctgg 
ctgctgctga 
gatcctcatg 
cagaatttaa 
aatgcgctat 
gaggtctcaa 
agaatgccct 
gagaaaacgc 
cgaccatgct 
gaaacattca 
aaacaaactg 
aaagctgtta 
gagacctgct 
ttataacatc 
gatcaaaagc 
aaaaacataa 
tggaaagaat 
gaaaattctg 
atttctagtt 
ataaacattc 
tggtataggt 



ccctttttgg 
ctgactgctg 
acaacccaaa 
atgacaatga 
acttttatgc 
gttgccaagc 
aagggaaggc 
aaagagcttt 
ttgcagaagt 
gagatctgct 
aagattcgat 
actgcattgc 
attttgttga 
gcatgttttt 
gacttgccaa 
aatgctatgc 
tcaaacaaaa 
tagttcgtta 
gaaacctagg 
gtgcagaaga 
cagtaagtga 
tttcagctct 
ccttccatgc 
cacttgttga 
tggatgattt 
ttgccgagga 
acatttaaaa 
ttattcatct 
atttctttaa 
ctaatagagt 
taggttctgt 
tcttgtgggc 
aaaataatat 
aaaaaaaaaa 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2309 



<210> 370 
<211> 609 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 088957CD1 



<400> 370 












Met 


Lys 


Trp 


Val 


Thr 


Phe 


He 


Ser 


1 








5 








Ala 


Tyr 


Ser 


Arg 


Gly 

20 


Val 


Phe 


Arg 


Val 


Ala 


His 


Arg 


Phe 
35 


Lys 


Asp 


Leu 


Leu 


Val 


Leu 


lie 


Ala 
50 


Phe 


Ala 


Gin 


Glu 


Asp 


His 


Val 


Lys 
65 


Leu 


Val 


Asn 



Leu 


Leu 


Phe 


Leu 


Phe 


Ser 


Ser 




10 










15 


Arg 


Asp 


Ala 


His 


Lys 


Ser 


Glu 




25 










30 


Gly 


Glu 


Glu 


Asn 


Phe 


Lys 


Ala 




40 










45 


Tyr 


Leu 


Gin 


Gin 


Cys 


Pro 


Phe 




55 










60 


Glu 


Val 


Thr 


Glu 


Phe 


Ala 


Lys 




70 










75 
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Thr Cys Val 
His Thr Leu 
Glu Thr Tyr 
Glu Arg Asn 
Leu Pro Arg 
Phe His Asp 
lie Ala Arg 
Phe Ala Lys 
Ala Asp Lys 
Asp Glu Gly 
Ser Leu Gin 
Ala Arg Leu 
Ser Lys Leu 
His Gly Asp 
Lys Tyr lie 
Glu Cys Cys 
Glu Val Glu 
Ala Asp Phe 
Ala Lys Asp 
Arg His Pro 
Thr Tyr Glu 
His Glu Cys 
Glu Glu Pro 
Gin Leu Gly 
Thr Lys Lys 
Ser Arg Asn 
Glu Ala Lys 
Leu Asn Gin 



Ala Asp Glu 
80 

Phe Gly Asp 
95 

Gly Glu Met 
110 

Glu Cys Phe 

125 
Leu Val Arg 

140 

Asn Glu Glu 

155 
Arg His Pro 

170 
Arg Tyr Lys 

185 
Ala Ala Cys 

200 
Lys Ala Ser 

215 

Lys Phe Gly 

230 
Ser Gin Arg 

245 

Val Thr Asp 

260 

Leu Leu Glu 
275 

Cys Glu Asn 
290 

Glu Lys Pro 
305 

Asn Asp Glu 
320 

Val Glu Ser 
335 

Val Phe Leu 

350 
Asp Tyr Ser 

365 

Thr Thr Leu 

380 
Tyr Ala Lys 

395 

Gin Asn Leu 

410 
Glu Tyr Lys 

425 

Val Pro Gin 

440 
Leu Gly Lys 

455 

Arg Met Pro 
470 

Leu Cys Val 
485 



Ser Ala Glu 
Lys Leu Cys 
Ala Asp Cys 
Leu Gin His 
Pro Glu Val 
Thr Phe Leu 
Tyr Phe Tyr 
Ala Ala Phe 
Leu Leu Pro 
Ser Ala Lys 
Glu Arg Ala 
Phe Pro Lys 
Leu Thr Lys 
Cys Ala Asp 
Gin Asp Ser 
Leu Leu Glu 
Met Pro Ala 
Lys Asp Val 
Gly Met Phe 
Val Val Leu 
Glu Lys Cys 
Val Phe Asp 
lie Lys Gin 
Phe Gin Asn 
Val Ser Thr 
Val Gly Ser 
Cys Ala Glu 
Leu His Glu 



Asn Cys Asp 
85 

Thr Val Ala 
100 

Cys Ala Lys 
115 

Lys Asp Asp 
130 

Asp Val Met 
145 

Lys Lys Tyr 
160 

Ala Pro Glu 
175 

Thr Glu Cys 
190 

Lys Leu Asp 
205 

Gin Arg Leu 
220 

Phe Lys Ala 
235 

Ala Glu Phe 
250 

Val His Thr 
265 

Asp Arg Ala 
280 

lie Ser Ser 
295 

Lys Ser His 
310 

Asp Leu Pro 
325 

Cys Lys Asn 
340 

Leu Tyr Glu 
355 

Leu Leu Arg 
370 

Cys Ala Ala 
385 

Glu Phe Lys 
400 

Asn Cys Glu 
415 

Ala Leu Leu 
430 

Pro Thr Leu 
445 

Lys Cys Cys 
460 

Asp Tyr Leu 
475 

Lys Thr Pro 
490 



364 



Lys 


Ser 


Leu 






90 


Thr 


Leu 


Arg 






105 


Gin 


Glu 


Pro 






120 


Asn 


Pro 


Asn 






135 


Cys 


Thr 


Ala 






150 


Leu 


Tyr 


Glu 






165 


Leu 


Leu 


Phe 






180 


Cys 


Gin 


Ala 






195 


Glu 


Leu 


Arg 






210 


Lys 


Cys 


Ala 






225 




Ala 


Val 






240 


Al Pi 


VJ J. u 


Va 1 

V CtJ_ 






^ ~> _> 


ui u. 










270 




JJCU 


Al Pi 






285 






j-i_y o 






J u u 






Al 3 






315 


Ser 


Leu 


Ala 






330 


i Y I 




nl 1 1 






345 




Ala 


Arg 






360 


Leu 


Ala 








375 


Ala 


Asp 


Pro 






390 


Pro 


Leu 


Val 






405 


Leu 


Phe 


Glu 






420 


Val 


Arg 


Tvr 






435 


Val 


Glu 


Val 






450 


Lys 


His 


Pro 






465 


Ser 


Val 


Val 






480 


Val 


Ser 


Asp 






495 
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Arg 


Val 


Thr 


Lys 


Cys 
500 


Cys 


Thr 


Glu 


Ser 


Leu 
505 


Val 


Asn 


Arg 


Arg 


Pro 
510 


Cys 


Phe 


Ser 


Ala 


Leu 
515 


Glu 


Val 


Asp 


Glu 


Thr 
520 


Tyr 


Val 


Pro 


Lys 


Glu 
525 


Phe 


Asn 


Ala 


Glu 


Thr 
530 


Phe 


Thr 


Phe 


His 


Ala 
535 


Asp 


He 


Cys 


Thr 


Leu 
540 


Ser 


Glu 


Lys 


Glu 


Arg 
545 


Gin 


lie 


Lys 


Lys 


Gin 
550 


Thr 


Ala 


Leu 


Val 


Glu 
555 


Leu 


Val 


Lys 


His 


Lys 
560 


Pro 


Lys 


Ala 


Thr 


Lys 
565 


Glu 


Gin 


Leu 


Lys 


Ala 
570 


Val 


Met 


Asp 


Asp 


Phe 
575 


Ala 


Ala 


Phe 


Val 


Glu 
580 


Lys 


Cys 


Cys 


Lys 


Ala 
585 


Asp 


Asp 


Lys 


Glu 


Thr 
590 


Cys 


Phe 


Ala 


Glu 


Glu 
595 


Gly 


Lys 




Leu 


Val 
600 


Ala 


Ala 


Ser 


Gin 


Ala 
605 


Ala 


Leu 


Gly 


Leu 















<210> 371 

<211> 1620 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 980446.1 

<220> 

<221> unsure 
<222> 1524 

<223> a, t, c, g, or other 



<400> 371 

caagaattgc 

atagttccaa 

ctattgtaac 

ttgccagtgt 

taaagcctgt 

tggattaatt 

ttttagaaaa 

tttggatgtg 

tgagggaagc 

cattacctca 

tgattttctc 

aatcgactca 

tcgtttactc 

catccatctg 

caaaaaaaga 

cgcctttgat 

aagtgcacgt 

tcaggaagtt 

gatttattca 

gcatttagca 

ttatgctttc 

gtccctcttg 

tttgctgcct 

aactactgaa 

aatattgttt 



atatgtcttt 
tcctggactt 
tgattaccat 
ggctgatcaa 
aagacatgat 
ttgtgcatta 
ctaatgcgat 
tggagcactt 
aagaagtctt 
cttcctggtt 
tacatcaggg 
tttgtagatg 
cgaggctggt 
catgaaccca 
aaatttaaaa 
agagatgctg 
cctgtgctca 
ttaggagctt 
atgttgtaca 
aaattgttta 
gagtatgaac 
tctcacttgt 
actagctacc 
aggatttttg 
gccacctcta 



tatgggccat 
cagatttctc 
aacctgaaga 
ggccaaataa 
aggattattt 
gcttggtgat 
ggatattaat 
gtagtcagcc 
tgtcttctga 
caggagctga 
ttcctacagc 
cttgtgaatg 
tgcagtcttt 
ataggggtaa 
ggagagagtc 
aatatattag 
gtttaagcag 
cgatgagggc 
atagtaaacc 
aaatagaggg 
cattgaggaa 
ggctagcaaa 
agctggtcaa 
cctttcttgg 
caaacctttt 



atatcaatgt 
tcaatgtcaa 
caagattcaa 
cccgatttgg 
tccccttgga 
tttaactttc 
acttgttatt 
catttgtgca 
agggcaccac 
aattctcaaa 
ctacattgat 
gaaggtgtca 
agtccaggac 
actggcccaa 
tttgccagaa 
ggctttgagg 
tggaagctgg 
attgtacata 
aagtctttat 
aggtaaaggc 
agaattatca 
tacagcagca 
gtttgaagat 
aattcctttg 
ttaccttccc 



ctccagctgc 
taatactgaa 
ttatctggga 
tttgggcact 
tttaaattta 
caatggcgtt 
gccttgtggt 
aaatggacaa 
atggatcttc 
caactttttt 
attcctgaaa 
gatatccgca 
acaaaattac 
tattttgcaa 
caaagaagtc 
agacacctgg 
acgttaaagc 
gtaagagacc 
tctttgaaga 
aaatgtaact 
aaatccaaat 
gccttgagaa 
attgtgcatt 
tctcctgcta 
tatgaagggg 



agatttattg 
catgttgttt 
ttcggtggct 
caagcaatag 
atatagcagt 
tttacctttc 
ttattgagct 
ggacagaggc 
ctgatgttgt 
tcaacagtag 
ctgagttgga 
gtgggcattt 
atttgcaaaa 
tgaataagga 
aaatgaaagg 
tttactatcc 
ttcatttttt 
ctcgggcatg 
atgtaccaga 
taaattcggg 
caaatgcagt 
taaatacaga 
ttcctcagaa 
gtttaaacca 
aaatatcacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 



365 



PA-0035 US 



aactaatact aatgtttgga aacngaactt gccctagaga tgaaattaaa ctaattgaaa 15 60 
acatctgctg gactctgatg gatcgcctag gatatccaaa gtttatggac taaatgctgc 1620 

<210> 372 

<211> 1186 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 198827.1 

<400> 372 

gcaagcgaaa ggagaggagg cggctaatta aatattgagc agaaagtcgc gtggggagag 60 
tcacgtgggt ctggaggctc aaggaggctg ggataaatac cgcaaggcac tgagcaggcg 120 
aaagagcgcg ctcggacctc cttcccggcg gcagctaccg agagtgcgga gcgaccagcg 180 
tggcgctcgg aggaaccaga gaaactcagc accccgcggg actgtccgtc gcaaaatcca 2 40 
acatgaaaat cctcgtggcc ttggcagtct tttttcttgt ctccactcag ctgtttgcag 3 00 
aagaaatagg agccaatgat gatctgaatt actggtccga ctggtacgac agcgaccaga 3 60 
tcaaggagga actgccggag ccctttgagc atcttctgca gagaatcgcc cggagaccca 42 0 
agcctcagca gttctttgga ttaatgggca aacgggatgc tgattcctca attgaaaaac 480 
aagtggccct gttaaaggct ctttatggac atggccagat ctctcacaaa agacataaaa 540 
cagattcctt tgttggacta atgggcaaaa gagctttaaa ttctgtggct tatgaaagga 600 
gtgcaatgca gaattatgaa agaagacgtt aataaactac ctaacattat ttattcagct 660 
tcatttgtgt caatgggcaa tgacaggtaa attaagacat gcactatgag gaataattat 72 0 
ttatttaata acaattgttt ggggttgaaa attcaaaaag tgtttatttt tcatattgtg 7 80 
ccaatatgta ttgtaaacat gtgttttaat tccaatatga tgactccctt aaaatagaaa 840 
taagtggtta tttctcaaca aagcacagtg ttaaatgaaa ttgtaaaacc tgtcaatgat 90 0 
acagtcccta aagaaaaaaa atcattgctt tgaagcagtt gtgtcagcta ctgcggaaaa 960 
ggaaggaaac tcctgacagt cttgtgcttt tcctatttgt tttcatggtg aaaatgtact 1020 
gagattttgg tattacactg tatttgtatc tctgaagcat gtttcatgtt ttgtgactat 1080 
atagagatgt ttttaaaagt ttcaatgtga ttctaatgtc ttcatttcat tgtatgatgt 1140 
gttgtgatag ctaacatttt aaataaaaga aaaaatatct tgaaaa 118 6 

<210> 373 

<211> 3128 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1102297.22 

<400> 373 

tttggcttta ttcatttttt gtgagagttg accatcaggt atattgggga agggagagat 60 
ggaggcacct tcatgagtgc ctcccaaggg cagtagcctc tgcaacttgc tgggggttca 120 
ggggaagcag ggagttcatg gggctcctcc agcaaagatg agctccaggg ctgcttggat 180 
gtccccaccg gtggcctgca gggcccgcag gctcagctca tcgtcctgga tgcccatgtc 240 
acgtagctgc tgcagctggg gctgccactg gctctgaagg ctgggctgcc cagaggcctg 3 00 
aagggcatgc tgtagggctt ggctgaagag atcattggtg atgggcgtcc ctgactggac 3 60 
accagaggac attggtgagg tccctgagga atgaccctgg gtgccaggag tcggtgtgtg 42 0 
agagctgctc tccggagtgc tggccagggc caaggcggtg gccagctcac tctgggtgat 480 
gggccggggc ccagcagctc cactgtaccc cagggaggct gggcgggagc tgggagtact 540 
gctagagggt gtggacctgg tgtttgggtg aaagtcatcc tcatcatctg agagcccttc 600 
aaacaggaag ccacctggca tatcccggta tgagctggag ggcatgctcc gggaagagga 660 
gtcagtccca ggcattgggg cactgcctgc tacggagtgc agaaccagga caatggcatt 720 
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gacgagggct 
gaagaggtcc 
ggccacaatg 
gtaagaggag 
tttgtccaca 
agtggaccca 
acagtagatc 
aagctgcttc 
tggcaaccga 
ccagtctgag 
accgcgtccg 
cgccgccagc 
atgtgcaagg 
gggcgcccca 
gacgaggccc 
gtcaccaact 
gtggctcccg 
cgcgagaaga 
atccaggctg 
ggtgacgggg 
ctgcgtctgg 
cgcggctaca 
ctgtgctacg 
ctggagaaga 
cgctgccctg 
gaaactacct 
aacacagtgc 
gagatcactg 
aagtactccg 
tggatcagca 
taggcggact 
aaacaagatg 
tttttttggc 
gagcgagcat 
ttttaatagt 
agccacccca 
ggtgatagca 
atactttttt 
tttgtccccc 
gccagggctt 
tgaaaaaa 



gggtgagcag 
ttgtcctgga 
atctgatcca 
ctgctgtgca 
ggttccggtt 
ggttgaatgc 
agatcaatca 
agaaatgaaa 
agaatagact 
agagacatcc 
ccccgcgagc 
tcaccatgga 
ccggcttcgc 
ggcaccaggg 
agagcaagag 
gggacgacat 
aggagcaccc 
tgacccagat 
tgctatccct 
tcacccacac 
acctggctgg 
gcttcaccac 
tcgccctgga 
gctacgagct 
aggcactctt 
tcaactccat 
tgtctggcgg 
ccctggcacc 
tgtggatcgg 
agcaggagta 
atgacttagt 
agattggcat 
ttgactcagg 
cccccaaagt 
cattccaaat 
cttctctcta 
ttgctttcgt 
attttgtttt 
aacttgagat 
acctgtacac 



gcaccaacgt 
gaaccccaag 
gagactcctt 
gggcagtgtg 
tctgatcagg 
catagaagtc 
gctcagggtc 
tactatagcc 
ttggagtaag 
tctctctttc 
acagagcctc 
tgatgatatc 
gggcgacgat 
cgtgatggtg 
aggcatcctc 
ggagaaaatc 
cgtgctgctg 
catgtttgag 
gtacgcctct 
tgtgcccatc 
ccgggacctg 
cacggccgag 
cttcgagcaa 
gcctgacggc 
ccagccttcc 
catgaagtgt 
caccaccatg 
cagcacaatg 
cggctccatc 
tgacgagtcc 
tgcgttacac 
ggctttattt 
atttaaaaac 
tcacaatgtg 
atgagatgca 
aggagaatgg 
gtaaattatg 
attttgaatg 
gtatgaaggc 
tgacttgaga 



atcaagcata 
agcaataggg 
attgctgagc 
caacacccgg 
ttcaggccag 
aagtgtctgg 
tggaacagac 
ccctagcgag 
tggctggtca 
gcgctctctc 
gcctttgccg 
gccgcgctcg 
gccccccggg 
ggcatgggtc 
accctgaagt 
tggcaccaca 
accgaggccc 
accttcaaca 
ggccgtacca 
tacgaggggt 
actgactacc 
cgggaaatcg 
gagatggcca 
caggtcatca 
ttcctgggca 
gacgtggaca 
taccctggca 
aagatcaaga 
ctggcctcgc 
ggcccctcca 
cctttcttga 
gttttttttg 
tggaacggtg 
gccgaggact 
ttgttacagg 
cccagtcctc 
taatgcaaaa 
atgagccttc 
ttttggtctc 
ccagttgaat 



ttgggatcag 
tcactgctga 
atcttaaaga 
aactctctca 
gactttcgca 
tcatctttta 
tcctggagtt 
tattctccca 
gccagcttca 
tttctccccg 
atccgccgcc 
tcgtcgacaa 
ccgtcttccc 
agaaggattc 
accccatcga 
ccttctacaa 
ccctgaaccc 
ccccagccat 
ctggcatcgt 
atgccctccc 
tcatgaagat 
tgcgtgacat 
cggctgcttc 
ccattggcaa 
tggagtcctg 
tccgcaaaga 
ttgccgacag 
tcattgctcc 
tgtccacctt 
tcgtccaccg 
caaaacctaa 
ttttgttttg 
aaggtgacag 
ttgattgcac 
aagtcccttg 
tcccaagtcc 
tttttttaat 
gtgccccccc 
cctgggagtg 
aaaagtgcac 



cgaagacaga 
ggcctggggt 
ccgcctccct 
tggcagccac 
gaacatggac 
gcttccgacc 
tgccagcaat 
gttctgtctc 
ccgccaggtg 
tcccgccgag 
cgtccacacc 
cggctccggc 
ctccatcgtg 
ctatgtgggc 
gcacggcatc 
tgagctgcgt 
caaggccaac 
gtacgttgct 
gatggactcc 
ccatgccatc 
cctcaccgag 
taaggagaag 
cagctcctcc 
tgagcggttc 
tggcatccac 
cctgtacgcc 
gatgcagaag 
tcctgagcgc 
ccagcagatg 
caaatgcttc 
cttgcgcaga 
gttttccttt 
cagtcggttg 
attgttgttt 
ccatcctaaa 
acacagggga 
cttcgcctta 
ttcccccttt 
ggtggaggca 
accttaaaaa 



780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3128 



<210> 374 
<211> 534 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 215112.1 

<400> 374 

aaatgctttc gccaatctct taaagtagtt gagaagctag gtgtgttagt ttcccttctg 60 
tgatagagaa gaaacctgtg ttggagagca gtgagcttat gtgtctgtgg ccatctctga 12 0 
cc tgattcac acatgtgccc ctcacagaca ggcacagaca cagggttggc atgcctctag 180 
ccttacagcc tcttggatga aaggtataag acacattcac atgttggagt gaattaagca 240 
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cacatccatt ttgaaatcac agggctggat accacttaaa gaatattgat cttgcattgg 3 00 
gcaacgcata gcaactgccc tacatttccc cttttaccta gcgtcacaac caccagtact 360 
agaaagcagt taatctgctc accaaaataa cagagagaga ctttagtggc attttttcca 42 0 
cttggtaatt gactagactc tggctattag ctcctttttt ttccttacta tccttttcaa 480 
actaataacg tgacttctca taattttaaa gtaacttgat gcttacacaa agta 534 

<210> 375 

<211> 1254 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 171495.1 



<400> 375 

accggccctg 

ggatcgcggc 

tttcatttca 

ttgactgaga 

acccagtgca 

aaagtagagg 

gcccttctgg 

cccaatggac 

aaaaatctga 

ggccagaact 

ttgcaggact 

cccagtttgc 

tttacagaca 

aaaacaaagc 

gggagtttat 

ttctgtttag 
gagttttagt 
gaggcctgca 
cattgggatg 
cttatttttc 
taacttcgta 



cttgcctcag 
gcctgagaac 
acaagtacct 
gacaagtgaa 
aggaaaacca 
aggacgagga 
agagggaagg 
acaatggcga 
aacattttca 
gtggagctgg 
ttagcgtttt 
caggttccct 
cactcaccac 
atcaccaaac 
tttttatttt 
tgattccctg 
tgttttaaac 
agaaagtgat 
cattgtcatg 
tccccctctt 
aataaaattc 



ccacaaagaa 
tgcttacacc 
ttgcagaccc 
agtgtggttt 
aaacagcgaa 
agagaagacg 
ctacactttt 
ctcccaaagt 
gcaccagtca 
cctaaacaat 
ctccacagat 
cgacagtccc 
aatcgacttg 
aaaaactcct 
cttcttgacc 
acccagtttc 
ctaactcaac 
catataattg 
catatttttt 
ttttcaaggc 
gtcacaattt 



tccctggaaa 
aacacacagc 
cgaagggtgg 
cagaaccgga 
gggaaatgta 
ctctttgagc 
cagcaaaatg 
ttcccagtct 
cccactgttc 
gacagtcctg 
tcctgcctgc 
gtagatattt 
cagcatctga 
ttgaccaggt 
taccccttcc 
aaacagagcc 
aaccctttat 
tatcttcact 
gtagaataaa 
tcataacggg 
atcttctttt 



tcgccgatgg 
ttctagagct 
agattgcagc 
ggatgaagca 
aaagccttga 
aagcccttag 
ccctctctca 
cgcctttaac 
ccaactgctt 
aggcccttga 
agctttcaga 
cagctgacag 
attactaaaa 
ggttttgcct 
ctcctttaag 
atcttttaca 
gtgattcctg 
ttctttttat 
ttctcctttg 
ttctttttct 
ttcaatttta 



cagcggcggg 
ggaaaaagaa 
gctgctggat 
caagaggcag 
ggactccgag 
cgtctctggg 
gcagcaggct 
cagcaatgag 
gtcaacaatg 
ggtcccctct 
tgcagtttca 
cttagacttt 
acattaaagc 
tcttttattt 
tgttgaggat 
gattattttg 
agagcagtat 
ttttgtatta 
ctataagtag 
tcttttagtc 
atac 



60 

120 

180 

240 

300 

350 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1254 



<210> 376 

<211> 1962 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 242010.43 



<400> 376 

agaacgggca agggggagcg caacgtgctc 
cgtgtccatc ctgacgatcg acgacggcat 
ccacctgggt ggggaggact ttgacaacag 
gagaaaacac aagaaggaca tcagccagaa 
ctgcgagagg gccaagagga ccctgtcgtc 
cctgtttgag ggcatcgact tctacacgtc 
ctccgacctg ttccgaagca ccctggagcc 
ggacaaggcc cagattcacg acctggtcct 



atctttgacc tggggcgggg gcaccttcga 60 
cttcgaggtg aaggccacgg ccggggacac 120 
gctggtgaac cacttcgtgg aggagttcaa 180 
caagcgagcc gtgaggcggc tgcgcaccgc 240 
cagcacccag gccagcctgg agatcgactc 300 
catcaccagg gcgaggttcg aggagctgtg 3 60 
cgtggagaag gctctgcgcg acgccaagct 42 0 
ggtcgggggc tccacccgca tccccaaggt 480 
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gcagaagctg 
cgaggctgtg 
gaacgtgcag 
cggaggcgtg 
atcttcacca 
agggccatga 
gcccccaggg 
gaacgtcacg 
caagggccgc 
agcggaggac 
cttcaacatg 
caagaagaag 
ggccgagaag 
catcagcgga 
tcccaaggga 
ctttagtatg 
ctatgtcatt 
ctgatggtaa 
ctttgcattt 
ccaccttctg 
aaggctggga 
actttttctt 
ataccaactg 
taggacttag 
caggtgcccg 



ctgcaggact 
gcctacgggg 
gacctgctgc 
atgactgcct 
cctactccga 
cgaaagacaa 
ggcgtgcccc 
gccacggaca 
ctgagcaagg 
gaggtgcagc 
aagagcgccg 
gttctggaca 
gacgagtttg 
ctgtaccagg 
gggtctgggt 
tttgtctttg 
tctgcttcag 
ttagctggct 
aatgttgata 
tacgagtttg 
atgtatgttt 
gtctgttaat 
atctcttatc 
agctacacat 
tcttgattag 



tcttcaacgg 
cggcggtgca 
tgctggacgt 
gatcaagcgc 
caaccaaccc 
caatctgttg 
agatcgaggt 
agagcaccgg 
aggagatcga 
gcgagagggt 
tggaggatga 
agtgtcaaga 
agcacaagag 
gtgccggtgg 
caggccctac 
aggtggactg 
ctctttgctg 
tcattatttt 
ctgtaagggt 
tttgtttttt 
ttataatttg 
atgtgaagat 
agtcgtgaaa 
atttttattg 
agtggggctt 



gcgcgacctg 
ggcggccatc 
ggctcccctg 
aactccacca 
ggggtgctga 
gggcgcttcg 
gaccttcgac 
caaggccaac 
gcgcatggtg 
gtcagccaag 

ggggctcaag 

ggtcatctcg 
gaaggagctg 
tcccgggcct 
cattgaggag 
ttgggactca 
cttcacttct 
tgtagtacaa 
gtttcgttcc 
tttttttttt 
tttatttaaa 
aatggatatt 
agtacagtac 
ggcttaactt 
gtttcagggt 



aacaagagca 
ctgatggggg 
tcgctggggc 
tccccaccaa 
tccaggtgta 
agctgagcgg 
atcgatgcca 
aagatcacca 
caggaggcgg 
aacgccctgg 
ggcaagatca 
tggctggacg 
gagcaggtgt 
gggggcttcg 
gtggattagg 
aggactttgc 
ttgtaaagtt 
ccgatatgtt 
ctttaaatga 
tgcttggcga 
tatgaaaaat 
tgcggaggga 
tgactgaaga 
gtgggcctta 
aa 



tcaaccccga 
acaagtccga 
tggagacggc 
gcagacgcag 
cgagggcgag 
catccctccg 
acggcatcct 
tcaccaacga 
agaagtacaa 
agtcctacgc 
gcgaggcgga 
ccaacacctt 
gtaaccccat 
gggctcaggg 
ggcctttgtt 
tgctgttttc 
aagttgtaac 
cattagaatt 
atcaacactg 
aaacactaca 
aaaatgttaa 
tagtgtctga 
gttatacgtg 
agagaaattg 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1962 



<210> 377 

<211> 2919 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



5834958CB1 



<400> 377 

ttggctttgg 

atggacggga 

gagggagaga 

aacaagatgg 

aggtttccct 

ttcttctttg 

agccaaggga 

gcatctgtgg 

ctcttctacc 

tggaacacag 

tttgagaatt 

tcgggcatcc 

tgggtcatct 

ttcacagcca 

cccggagcct 

cctcaggtgt 

tgcctgacag 

gccctctgct 

ctgggcttca 

gggctggcct 



ccctcgtcat 
aggtggcagt 
agttggacca 
agtttgtgct 
atctctgcta 
tctgcggcat 
gtgtcacagc 
tcatcgagtc 
tgttcagctc 
agcattgcac 
ttacctcacc 
atgacctggg 
gctatttctg 
cgtttccgta 
accagggcat 
ggatggatgc 
ccctgggcag 
tcctgaacag 
tgtcccaaga 
tcatcgcctt 



cctgcccacc 
gcaagagtat 
ggaagacgag 
gtcagtggcc 
caaaaacgga 
cccggtgttc 
ctggaggaag 
atatttgaat 
cttcacctct 
ggactttctg 
tgtcatggaa 
ctccctgcgc 
catctggaag 
cctgatgctt 
catctactac 
gggcacccag 
ctacaacaag 
tgccaccagc 
gcaaggggtg 
ccccaaggct 



cagcggggct 
gggcctcctg 
gaccaggtga 
ggggagatca 
ggtggagcct 
ttcctggagg 
atctgccccc 
gtctactaca 
gagctgccct 
aaccactcag 
ttctgggaga 
tgggagctgg 
ggggtcaagt 
gtcattttgc 
ttgaagccag 
atcttcttct 
tatcacaaca 
tttgtggctg 
cccatttctg 
gtgactatga 



tcccaaccca 
cagtctcctg 
aggatcgggg 
ttgggctggg 
tcttcatccc 
tggcgttggg 
tcttccaggg 
tcatcatcct 
ggacgacctg 
gagccggcac 
gacgagttct 
ccctgtgcct 
ccacaggcaa 
tgatcagagg 
atttgttccg 
cctttgccat 
actgctacaa 
ggtttgttgt 
aagtggccga 
tgcccttatc 



ccacacagcc 
ggtccccgag 
ccaatggacc 
caatgtctgg 
ctacttcatc 
ccaatacacc 
cattggtctg 
tgcctgggct 
caacaacttt 
agtgacccca 
gggcatcacc 
cctgctcgcc 
ggtggtttat 
tgtcaccctt 
cctcaaggac 
ctgccagggg 
ggactgcatc 
cttctccatc 
gtcaggtcct 
ccagctgtgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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tcctgcctgt 
gagtgcctgg 
cgcgagctcc 
accgagggcg 
ctgctgttcc 
ttctatgaca 
tggctcttcc 
acccccctca 
ttcctggctc 
actcggggtc 
cagcccaagc 
acaagggaag 
caggcggctc 
tctgcctctg 
agctggaggc 
acaccaccac 
tttataaagg 
attccactgt 
tataattgga 
gaagtgacaa 
gcttaacgac 
atggcatctc 
ggagcattgg 
gcctccctgc 
tttcccacct 
taacgcaaac 
tttcaagttc 
ccttgtgctc 
gattgccaaa 



tctttatcat 
tgacagcctc 
tcatcctcac 
ggatgtacat 
tgtcattgtt 
acattgagga 
tgacccctgg 
agtacaacaa 
tgtcctccat 
ctttcaggaa 
aacatccctg 
gactgatagc 
ctaagccggg 
tctcctgcca 
cagactcctc 
tgggacgtgc 
ggggtctttt 
ggggatgcct 
acgcacactg 
ctgaacacac 
agaggcaagc 
cagctcctgc 
aatggaaggg 
actgtccgtt 
cacaatcctt 
ccctgacttc 
acatggggac 
aggccagtgt 
aaaaaaaaaa 



gctcatattc 
catagacatg 
catcgccgtc 
cttccagctg 
tgaagtggtc 
catgattggc 
actttgcctg 
cgtctatgtg 
ggtctgtgtc 
gcgtctgcgt 
cttggatggc 
cggggagaag 
aacctaggtc 
caatcctgct 
tcttgtgcta 
catgttggga 
tggaggccgc 
cttgttagag 
ccgtccaatg 
tgtgttggat 
cttcgcatgc 
cctagttccg 
gcttgggaga 
cctctgccca 
ccgaatgtgc 
atggatgagg 
ccccttcttg 
cttcccatta 
aaagaaaaaa 



ctagggctgg 
ttccccaggc 
atgtgctacc 
tttgactact 
tgcataagct 
taccggccat 
gccactttcc 
tacccgccct 
ccactcttcg 
cagctcatca 
agtgctggcc 
gagacccatt 
agggccaccc 
gggaacctct 
gctggagcag 
cgccactccc 
catctgattg 
catactgcat 
tggagagcct 
cggaggttcc 
cgtcagtctg 
cactgttctt 
tgattcctag 
aggccgatat 
tccaggcagc 
aacctggaga 
ggggccagag 
accccctgcc 
aaaaaaaaa 



acagccagtt 
agctccggaa 
tgatagggct 
atgcttccag 
gggtgtatgg 
ggcccctggt 
tcttctcctt 
ggggatactc 
tcgtcatcac 
cccctgactc 
ggaactttgg 
tgtagggtgt 
tccattctca 
ggagagccac 
ctccttcccc 
tgtgggaagg 
caacacctcg 
ttgtacacgg 
gatgggacaa 
gttaggggat 
gagtttcctc 
gcagtgtttc 
acttcacaaa 
tgctaactga 
accatttgcc 
ccaaagagac 
atatgactaa 
ttagttaaca 



tgtctgtgtg 
gagcgggcgg 
tttcctggtc 
tggcatatgc 
ggcggaccgt 
gaagatctcc 
gagcaagtac 
cattggctgg 
cctcctgaag 
cagtctgcca 
gccctcccca 
ggccagaggc 
gcggacagcc 
aggcaccccc 
tttgctgata 
caccatcgtt 
agttatgagg 
ggagaggagc 
taccctgttg 
ccttccttag 
cgagtctctc 
atcaactcct 
cactcggcat 
tcacagattc 
atcctgcttc 
aaagggactt 
aaccttatct 
agtgtgtatg 



1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2919 



<210> 378 
<211> 614 
<212> PRT 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 5834958CD1 



<400> 378 


























Met 


Asp 


Gly 


Lys 


Val 


Ala 


Val 


Gin 


Glu 


Tyr 


Gly 


Pro 


Pro 


Ala 


Val 


1 








5 










10 










15 


Ser 


Trp 


Val 


Pro 


Glu 
20 


Glu 


Gly 


Glu 


Lys 


Leu 
25 


Asp 


Gin 


Glu 


Asp 


Glu 
30 


Asp 


Gin 


Val 


Lys 


Asp 
35 


Arg 


Gly 


Gin 


Trp 


Thr 
40 


Asn 


Lys 


Met 


Glu 


Phe 
45 


Val 


Leu 


Ser 


Val 


Ala 
50 


Gly 


Glu 


He 


He 


Gly 
55 


Leu 


Gly 


Asn 


Val 


Trp 

60 


Arg 


Phe 


Pro 


Tyr 


Leu 


Cys 


Tyr 


Lys 


Asn 


Gly 


Gly Gly Ala 


Phe 


Phe 










65 










70 










75 


lie 


Pro 


Tyr 


Phe 


lie 
80 


Phe 


Phe 


Phe 


Val 


Cys 
85 


Gly 


He 


Pro 


Val 


Phe 
90 


Phe 


Leu 


Glu 


Val 


Ala 
95 


Leu 


Gly 


Gin 


Tyr 


Thr 
100 


Ser 


Gin 


Gly 


Ser 


Val 
105 


Thr 


Ala 


Trp 


Arg 


Lys 
110 


He 


Cys 


Pro 


Leu 


Phe 
115 


Gin 


Gly 


He 


Gly 


Leu 
120 
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Ala Ser Val 
lie Leu Ala 
Glu Leu Pro 
Cys Thr Asp 
Phe Glu Asn 
Val Leu Gly 
Trp Glu Leu 
Phe Cys lie 
Phe Thr Ala 
Arg Gly Val 
Leu Lys Pro 
Asp Ala Gly 
Cys Leu Thr 
Tyr Lys Asp 
Phe Val Ala 
Gin Glu Gin 
Gly Leu Ala 
Leu Ser Gin 
Leu Gly Leu 
Ala Ser lie 
Arg Glu Leu 
Gly Leu Phe 
Phe Asp Tyr 
Leu Phe Glu 
Phe Tyr Asp 
Leu Val Lys 
Ala Thr Phe 
Asn Asn Val 



Val lie Glu 
125 

Trp Ala Leu 
140 

Trp Thr Thr 
155 

Phe Leu Asn 

170 
Phe Thr Ser 

185 
lie Thr Ser 

200 
Ala Leu Cys 

215 
Trp Lys Gly 

230 
Thr Phe Pro 

245 
Thr Leu Pro 

260 
Asp Leu Phe 

275 
Thr Gin lie 

290 
Ala Leu Gly 

305 

Cys lie Ala 

320 
Gly Phe Val 

335 
Gly Val Pro 

350 
Phe lie Ala 

365 

Leu Trp Ser 
380 

Asp Ser Gin 

395 
Asp Met Phe 

410 
Leu lie Leu 

425 

Leu Val Thr 

440 
Tyr Ala Ser 

455 

Val Val Cys 
470 

Asn lie Glu 
485 

lie Ser Trp 
500 

Leu Phe Ser 
515 

Tyr Val Tyr 
530 



Ser Tyr Leu 
Phe Tyr Leu 
Cys Asn Asn 
His Ser Gly 
Pro Val Met 
Gly lie His 
Leu Leu Leu 
Val Lys Ser 
Tyr Leu Met 
Gly Ala Tyr 
Arg Leu Lys 
Phe Phe Ser 
Ser Tyr Asn 
Leu Cys Phe 
Val Phe Ser 
lie Ser Glu 
Phe Pro Lys 
Cys Leu Phe 
Phe Val Cys 
Pro Arg Gin 
Thr lie Ala 
Glu Gly Gly 
Ser Gly lie 
He Ser Trp 
Asp Met He 
Leu Phe Leu 
Leu Ser Lys 
Pro Pro Trp 



Asn 


Val 


Tyr 


130 






Phe 


Ser 


Ser 


145 






Phe 


Trp 


Asn 


160 






Ala 


Gly 


Thr 


175 






Glu 


Phe 


Trp 


190 






Asp 


Leu 


Gly 


205 






Ala 


Trp 


Val 


220 






Thr 


Gly 


Lys 


235 






Leu 


Val 


He 


250 






Gin 


Glv 


He 


265 






Asp 


Pro 


Gin 


280 






Phe 


Ala 


He 


295 






Lys 


Tvr 

_z 


His 


310 






Leu 


Asn 


Ser 


325 






He 


Leu 


Glv 


340 






Val 


Ala 


Glu 


355 






Ala 


Val 


Thr 


370 






Phe 


He 


Met 


385 






Val 


Glu 


Cys 


400 






Leu 


Arg 


Lys 


415 






Val 


Met 


Cvs 


430 






Met 


Tvr 


He 


445 






Cys 


Leu 


Leu 


460 






Val 




Gly 


475 






Gly 


Tyr 


Arg 


490 






Thr 


Pro 


Gly 


505 






Tyr 


Thr 


Pro 


520 






Gly 


Tyr 


Ser 


535 
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Tyr He He 
135 

Phe Thr Ser 
150 

Thr Glu His 
165 

Val Thr Pro 
180 

Glu Arg Arg 
195 

Ser Leu Arg 
210 

He Cys Tyr 
225 

Val Val Tyr 
240 

Leu Leu He 
255 

He Tyr Tyr 
270 

Val Trp Met 
285 

Cys Gin Gly 
300 

Asn Asn Cys 
315 

Ala Thr Ser 
330 

Phe Met Ser 
345 

Ser Gly Pro 
360 

Met Met Pro 
375 

Leu He Phe 
390 

Leu Val Thr 
405 

Ser Gly Arg 
420 

Tyr Leu He 
435 

Phe Gin Leu 
450 

Phe Leu Ser 
465 

Ala Asp Arg 
480 

Pro Trp Pro 
495 

Leu Cys Leu 
510 

Leu Lys Tyr 
525 

He Gly Trp 
540 
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Phe 


Leu 


Ala 


Leu Ser 


Ser Met Val Cys Val 


Pro 


Leu 


Phe 


Val 


Val 








545 


550 










555 


He 


Thr 


Leu 


Leu Lys 


Thr Arg Gly Pro Phe 


Arg 


Lys 


Arg 


Leu 


Arg 








560 


565 










570 


Gin 


Leu 


He 


Thr Pro 


Asp Ser Ser Leu Pro 


Gin 


Pro 


Lys 


Gin 


His 








575 


580 










585 


Pro 


Cys 


Leu Asp Gly 


Ser Ala Gly Arg Asn 


Phe 


Gly 


Pro 


Ser 


Pro 








590 


595 










600 


Thr 


Arg 


Glu 


Gly Leu 


He Ala Gly Glu Lys 


Glu 


Thr 


His 


Leu 










605 


610 













<210> 379 
<211> 2712 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 335648.1c 



<220> 

<221> unsure 
<222> 236-590 
<223> a, t, c, 



g, or other 



<400> 379 

tttatgccct 

aaaagataat 

ataacaatga 

tgattcctgc 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

nnnnnnnnnn 

acaaatctaa 

tctttactcc 

aaatgtaatc 

aagtgaggta 

agcgtgttct 

tcttttccct 

tcacctggta 

attagtgagt 

tctgagtgtg 

ggtgcatttg 

tagtccagcc 

acactcctcc 

gctgcacgcc 

gtactcaaag 

gaactccaca 

catagcccca 

gagatcagca 

acataggatg 

cagcttcacc 

gatccagccc 

gatggggaca 



tggcaaaata 
atatattaat 
caagtgaaga 
ttgctctagt 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
atttggcaag 
ccccaaaaat 
accaaataca 
tacctgaagt 
ttcttagagt 
catcctgagc 
ctttcaagaa 
cactctagca 
ggtgtggttg 
aggcccctct 
ttccctagat 
tggctgcctt 
tccagcatca 
cacgttgctg 
tcgttctcaa 
gaagggcgga 
ttggacttga 
cttttcagag 
agcccatctc 
aacctccagc 
tcggtgctga 



aaagatctta 
aaatcaatat 
tatttctggc 
acaggcgtgc 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tcgatcaatt 
caataaaaag 
tgtgtcccca 
gaggcaataa 
ctgaggaaat 
tcttattttc 
aaaaagaagg 
gcgcagagca 
tacttgggga 
cccagtaggg 
gggacacatc 
cagcacaatg 
tcacctcggg 
ggaggcagtg 
attctgggaa 
ctggccggag 
ggaagctcag 
ctccctggac 
ggatctcatt 
caggaaccag 
gggtggccag 



tcaatataaa 
taacattaca 
ccttacacag 
tctcacttta 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aaaggatatt 
ttcaaatagc 
acttctttcc 
gagagttgag 
ggttgggggc 
ttgtctcaac 
aaatcttacg 
agggagaatc 
aaagcaggaa 
ccacctgagt 
ctcaggagaa 
gtagtgctgc 
gactgtgatg 
gacagactgc 
atgttccatc 
tccagggatg 
agtgttgtgg 
aatggtacag 
gccaaaaatg 
ccagcgcttg 
tggttcatat 



tgtttcttag 
gcaaaagtaa 
tagtatttct 
agaaagcctg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tatttgcatc 
aacttttcct 
agttataatt 
cttcagacct 
acaaattctc 
tgctttctgg 
agagggaggc 
tgcgatgtga 
caatcttgaa 
ccc tgaggag 
tggatgcagg 
tcacagaact 
accactcgga 
tcagcaacta 
tcaattccaa 
gcagccaacg 
taaaactctc 
ggtcccaaaa 
tctcttcggt 
gccagccctc 
ttgcaatccg 



aaaatgtatg 
taatgattat 
ggaaggtctc 
atgccnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
cctgatgcac 
acaaaataat 
aatgtgttta 
ctattgtgta 
gcctggagag 
tcaatctttt 
taaactttgt 
agattaatga 
atgaggagga 
cccttgacat 
ccgcaaggcc 
cctatttatc 
cctggatccg 
tgaaattcgg 
accgctccgt 
ccatgaggta 
ccccataaca 
ccggggtgcg 
tgcgctgact 
catgaatgag 
cacaggacag 
aaaacaccat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
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gtctccatag atctcatcag ctaagatggg gacacactgc cgtgcagcca ctgccagaat 192 0 
cttctgaaga tgacgtttgc tgaacactga cccacagggg tttgatggat tattgacaat 1980 
gagacaagct gtcttttcat caattagata ttccagttgt ttcaggtcaa tttcccaaga 2040 
tttctctggc aacaaattgt agagtttgac ctcaattccc atagactcag ccagagtctt 2100 
gtagagagag aaaccaggtc ttggaaccag gatgttttgc cctgggttgg ccaacacagc 2160 
taaacaaagg tcaatagctt ggctgcagcc acttgtcaga atgacgtcct tagcttctag 222 0 
gggtgcctca ggacagtggt aataagaagc aatctcctcc cgactggata ggaagccgat 22 80 
ggatggggca tagccattat atttgcccga gtccagggca tctttcattg cctgggtaac 2340 
ttcagggtct gtaggcaggt ttccaaacac agtagggtcc ccaatggaca gggaaatcat 2400 
ggttttgttt ggatttggtt tcaccttcat gttgtccaca atggctcgga tggggttgaa 2460 
agttttcttg gccatgtctg agggcctcac agaccacctg gcctttctgc ctttcatttt 2520 
tcccggcaca gagcttctcc caccaacgtt gacatgcacg tccagaattg aggagaggtt 2580 
gcctttgctg ctcatctgaa tcatgtatgg gtccatcact agcgaagcct tccaagtaaa 2 640 
ggagaaagca gcctccaaga agccaacccc gaaagctccc ttagctcttc tttgacaggt 2700 
tacaggggca at 2712 



<210> 380 

<211> 3074 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 333840.1 

<220> 

<221> unsure 

<222> 2358-2447, 2522-2843 
<223> a, t, c, g, or other 



<400> 380 

tagcagagca atcaccacca agcctggaat aactgcaagg gctctgctga catcttcctg 60 
aggtgccaag gaaatgagga tggaggaagg aatgaatgtt ctccatgact ttgggatcca 120 
gtcaacacat tacctccagg tgaattacca agactcccag gactggttca tcttggtgtc 180 
cgtgatcgca gacctcagga atgccttcta cgtcctcttc cccatctggt tccatcttca 240 
ggaagctgtg ggcattaaac tcctttgggt agctgtgatt ggagactggc tcaacctcgt 3 00 
ctttaagtgg attctctttg gacagcgtcc atactggtgg gttttggata ctgactacta 360 
cagcaacact tccgtgcccc tgataaagca gttccctgta acctgtgaga ctggaccagg 42 0 
gagcccctct ggccatgcca tgggcacagc aggtgtatac tacgtgatgg tcacatctac 48 0 
tctttccatc tttcagggaa agataaagcc gacctacaga tttcggtgct tgaatgtcat 540 
tttgtggttg ggattctggg ctgtgcagct gaatgtctgt ctgtcacgaa tctaccttgc 600 
tgctcatttt cctcatcaag ttgttgctgg agtcctgtca ggcattgctg ttacagaaac 660 
tttcagccac atccacagca tctataatgc cagcctcaag aaatattttc tcattacctt 720 
cttcctgttc agcttcgcca tcggatttta tctgctgctc aagggactgg gtgtagacct 780 
cctgtggact ctggagaaag cccagaggtg gtgcgagcag ccagaatggg tccacattga 840 
caccacaccc tttgccagcc tcctcaagaa cctgggcacg ctctttggcc tggggctggc 900 
tctcaactcc agcatgtaca gggagagctg caaggggaaa ctcagcaagt ggctcccatt 960 
ccgcctcagc tctattgtag cctccctcgt cctcctgcac gtctttgact ccttgaaacc 1020 
cccatcccaa gtcgagctgg tcttctacgt cttgtccttc tgcaagagtg cggtagtgcc 1080 
cctggcatcc gtcagtgtca tcccctactg cctcgcccag gtcctgggcc agccgcacaa 1140 
gaagtcgttg taagagatgt ggagtcttcg gtgttcaaag tcaacaacca tgccagggat 1200 
tgaggaggac tactatttga agcaatgggc actggtattt ggagcaagtg acatgccatc 12 60 
cattctgccg tcgtggaatt aaatcacgga tggcagattg gagggtcgcc tggcttattc 1320 
ccatgtgtga ctccagcctg ccctcagcac agactctttc agatggaggt gccatatcac 13 80 
gtacaccata tgcaagtttc ccgccaggag gtcctcctct ctctacttga atactctcac 1440 
aagtagggag ctcactccca ctggaacagc ccattttatc tttgaatggt cttctgccag 1500 
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5 5 



cgtcattttg 
tattgggtaa 
tgggttgttc 
aagacttcca 
tacctgtgtt 
aggctgccta 
tgtctaaatg 
ataattaata 
atgttcatcg 
tcaaaacatt 
cccagctctg 
gaaggctaga 
gggcaaaatg 
aattcctaga 
taaaggaaaa 
nnnnnnnnnn 
ccgcgtagct 
gnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
cccacctacc 
taattatata 
gaaaagaaaa 
tcttgttaat 



aggccagagg 
tgtttttgaa 
tggattttcc 
ggtagggcca 
cattcttacc 
aggaggagtt 
gctttaatta 
gatggttagt 
tatttccttg 
caggtatagc 
ctttttccag 
gggcgactct 
acaaggggag 
gggtaaatat 
gtcaacannn 
nnnnnnnnnn 
ggcatacagg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ccccaaaaaa 
gtataccata 
atatatatgt 
tact 



tgctgtcagc 
aagctaatga 
cctgaagact 
gctcacaagc 
gagaaaagga 
tttagtatgt 
tatagtaatg 
ggggtaattc 
gatttctgaa 
tgacatctcc 
attcttccac 
ggtggtgctt 
ggccaggatt 
gactcctttc 
nnnnnnnnnn 
nnnnnnnnnn 
tgcaagccac 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnttcaatc 
agctgaagcc 
cattatcatt 
gcagtatttt 



tcaggtggtc 
agctattgag 
tacttattct 
ccaggctgga 
gaaaggagct 
ggcgtatcat 
cactctcagt 
tgcttctagt 
tggctgcagt 
tctatcacat 
tggctccaca 
ttgtatgttt 
cctctctcag 
tctatcccaa 
nnnnnnnnnn 
nnnnnnnnnn 
tatgtccagc 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tcatctgata 
tatttatttg 
caaaacaacc 
attaaagcaa 



ctcttttaca 
aaagacctgt 
tccgtcacat 
gatcctaact 
ctgaatctga 
gcaagtgcta 
aatgggggac 
atttttttta 
gacccagata 
tacatcatcc 
tccaccccac 
caattaggct 
gtcactccag 
gccaaccaag 
nnnnnnnnnn 
nnnnnnncta 
tagccaactc 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tgcagagtat 
aaagtccttg 
atcctgctca 
cattttattt 



atcctaatca 
tgctagaagt 
atacaaaagc 
gagaattttc 
taggaaaaga 
tgccaagcca 
cagcttaagt 
ctgtgcatac 
ttgcactagg 
tccttataag 
tggatcttca 
ctgaaatctt 
tgttactttt 
agcacattct 
nnnnnnnnnn 
ccacagcgtc 
ctccttgcct 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
ttctgcccca 
tttttgctac 
taacatcttt 
aagaataaag 



1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3074 



<210> 381 

<211> 2905 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



480885.2 



<400> 381 

gaggaggaag 

cagaaaaaaa 

attggagaat 

gatcactttc 

gcgcagactg 

aggggttccc 

ccacctgaac 
ccccaatgtc 
ggacgcgatc 
gctggcgacc 
ct ccttcaac 
tt cctcaaat 
tcttttggag 
ctgtttgaag 
gtcagatcat 
ttggcgagac 
tgggggccat 
cagtgtagct 



atcaggatga 
aattcttcgt 
tgggagaagt 
ttatccggac 
atggcgcaaa 
gcttccatgt 
cacgggccgt 
atgccggcca 
tatgggcacc 
tgcactcccc 
gaggacatcg 
cca.gagctgg 
ttagaaaagg 
gggaaaatgc 
gaagaacttt 
cacgatgatg 
gcttcccaga 
tcacctggta 



ggaggaagaa 
tgtctagact 
ctctttggtt 
tgggatatta 
ggtacgatga 
acggagaccc 
cgctccacgc 
gtatgggatc 
cgttgtttcc 
gggaacctgg 
cggtcttcgc 
acaatttgat 
tccacgaact 
ccatcgacct 
caggctcctc 
caacctcaac 
gcggagacaa 
caggtgacga 



gaggaaaaaa 
gggctttttt 
tggaaaaaaa 
aatatacgac 
gctgccccat 
tcacgcgccg 
cacacagcac 
cgctgtcaac 
tctgttagct 
agtggctggc 
caagcaggtt 
gatacaagca 
gtgcgataac 
cgtcattgat 
cacaaatctc 
ccactcagca 
cagcagtgag 
tgatgatccg 



gagaaaaaga 
tcccccctaa 
aaaaaggaat 
acatccagga 
tacggcggga 
cggccgatcc 
tacggcgcgc 
gacgccttga 
ctggtctttg 
ggagacgtct 
cgcgccgaaa 
atacaagtac 
ttctgccacc 
gaaagagacg 
gctgaccata 
ggcaccccag 
caaggggatg 
gataaggaca 



agaaatatca 
aaaatagcat 
cttcagccta 
gtttattgga 
tggacggagt 
ccccggttca 
acgccccgca 
agcgggacaa 
agaagtgcga 
gctcctccga 
agccactttt 
taaggtttca 
gatacattag 
gcagctccaa 
acccttcttc 
ggccctccag 
gtttagacaa 
aaaaacgcca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 
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gaagaaaaga ggcattttcc ccaaagtagc aacaaatatc atgagagcat ggctcttcca 1140 

gcatctcaca catccgtacc cttccgaaga gcagaagaaa cagttagcgc aagacacagg 1200 

acttacaatt ctccaagtaa acaactggtt tattaatgcc agaagaagaa tagtacagcc 12 60 

catgattgac cagtcaaatc gagcagtgag ccaaggagca gcatatagtc cagagggtca 1320 

gcccatgggg agctttgtgt tggatggtca gcaacacatg gggatccggc ctgcaggacc 1380 

tatgagtgga atgggcatga atatgggcat ggatgggcaa tggcactaca tgtaaccttc 1440 

atcatgtaaa gcaatcgcaa agcaaggggg aagtttgcag agcatgccag gggactacgt 1500 

ttctcagggt ggtcctatgg gaatgagtat ggcacagcca agttacactc ctccccagat 1560 

gaccccacac cctactcaat taagacatgg acccccaatg cattcatatt tgccaagcca 1620 

tccccaccac ccagccatga tgatgcacgg aggaccccct acccaccctg gaatgactat 1680 

gtcagcacag agccccacaa tgttaaattc tgtagatccc aatgttggcg gacaggttat 1740 

ggacattcat gcccaatagt ataagggaac tcaagggaaa aggaaacaca cgcaaaaact 1800 

attttaagac tttctgaact ttgaccagat gttgacactt aatatgaaat tccagacagc 1860 

tgtgattatt ttttactttt gtcatttttc atcaagcaac agaggaccaa tgcaacaaga 1920 

acacaaatgt gaaatcatgg gctgactgag acaattctgt ccatgtaaag atcctctgga 1980 

aaaagactcc gagagttata actactgtag tataaatata ggaactaagt taaacttgta 2 040 

catttctgtt gatcacgccg ttatgttgcc tcaaatagtt ttagaagaga aaaaaaaata 2100 

tatccttgtt ttccacacta tgtgtgttgt tcccaaaaga atgactgttt tggttcatca 2160 

gtgaattcac catccaggag agactgtggt atatatttta aacctgttgg gccaatgaga 2220 

aaagaaccac actggagatc atgatgaact tttggctgaa cctcatcact cgaactccag 22 80 

cttcaagaat gtgttttcat gcccggcctt tgttcctcca taaatgtgtc ctttagtttc 2340 

^ aaacagatct ttatagttcg tgcttcataa gccaattctt attattattt ttgggggact 24 00 

cttcttcaaa gagcttgcca atgaagattt aaagacagag caggagcttc ttccaggagt 2460 

Q tctgagcctt ggttgtggac aaaacaatct taagttgggc agctttcctc aacacaaaaa 2520 

aaagttatta atggtcattg aaccataact aggactttat cagaaactca aagcttgggg 2 580 

;Q gataaaaagg agcaagagaa tactgtaaca aacttcgtac agagttcggt ctattaattg 2 640 

q tttcatgtta gatattctat gtgtttacct caattgaaaa aaaaaagaat gtttttgcta 2700 

r~i gtatcagatc tgctgtggaa ttggtattgt atgtccatga attcttcttt tctcagcacg 2760 

tgttcctcac tagaagaaaa tgctgttacc tttaagcttt gtcaaattta cattaaaata 2820 

cttgtatgag gactgtgacg ttatgttaaa aaaaaaaggt gttaagtcac aaaaagcggt 2880 

* aataaatatt tcatttttga ttttt 2905 

Q <210> 382 

y <211> 915 

^ <212> DNA 

::!? <213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 998106.8c 

<400> 382 

tttaatcatt tttaagtatt taatcatttt ttaaaaatct gtgatgcttt acctgggcat 60 

gtctaggcag gtcctccttt gctaggacgt gcccttttct gtcccggaat actctaaact 120 

tggcattttg gcagcgtgaa gttttcccgt tgtgactttc tccttgttcc cttttctcct 180 

ccttctttgc agacaatgag tagccactgc tgtttgccct gggcccatca atgagaagat 240 

ctgctcttag agccctgctt tcctgctgaa ggccctgaaa tcacctgtgt tccaggccac 300 

ctgctaacaa taaataatgc tgccctgatg tggggaatta gctcaagtgg tagagcgctt 3 60 

gcttagcacg caagaggtag tgggatcgat gcccacattc tccaagcttt attatttaga 42 0 

catcgtgtct ccaaacactc aggtctccaa acccaagtta gtgtctgaga acaggatgct 480 

gctttggttc aagacgtagg agcagcaata atagagggct ggtgatggct ccctcttggc 540 

attcagtata gtgtagatct accatgtaat taattctctg tttctttgag gagctgtgaa 600 

accaagggac atatacaact gctcttttct ccctgtttct acctgcagct ttgtcctaaa 660 

tgtgagacaa ttatgaaaag tgcagcgcag agccacttgg gtaaatacag ccccggcttt 72 0 

ctgctcaggg gacagagttt gaggcactgc agaggaaccg gccaaagtat gagacccata 780 

tattgagagt aacagagtgt aaagttcaaa aaaatcaaaa tatttaaaga tttatcatgg 840 
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gtcttgatga catgatggaa tctctctact ctctggactt attatgtgtg gtaataaatt 900 
tactttttaa aagcc ^15 

<210> 383 
<211> 933 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 400701.4 

<220> 

<221> unsure 
<222> 850 

<223> a, t, c, g, or other 
<400> 383 

cccgggccct agactgcgcg ccgccaccgc ccgctccctg gcccatgcca gcgtctgggg 60 
ctgcctggcc accgtgtcca cccacaagaa gatccaagga ctgccatttg ggaactgcct 12 0 
gcccgtcagt gatggcccct tcaacaatag cactgggatt cctttcttct acatgacagc 180 
caaggacccc gtggtggctg atctgatgaa gaaccccatg gcctcgctga tgctgccaga 240 
atcagaaggg gagttctgca gaaaaaacat cgttgatccg gaagatcccc gatgtgtcca 300 
gttaacgctc actggccaga tgatcgcagt gtctccagaa gaagtagaat ttgccaagca 3 60 
agccatgttt tcaaggcacc cagggatgag gaagtggcct cgtcaatatg aatggttctt 42 0 
tatgaagatg aggatagaac atatctggct tcagaaatgg tatggaggcg catccagtat 480 
ttcaagggag gaatatttca aagcagttcc cagaaaggcc tgatggagtg agaagaaagt 54 0 
ccttggtgtt tgcacttaaa taaaaacctt ttcagtgatg cagccagaca gctattgacc 600 
actgtctctt tgttgaaggg ttcatagcag ccctgccatc cctgcagcag aatgagagag 660 
ggtgaacagg gaactctatg ctagatttga gattaaagtg gtcatttgca gatctccaac 72 0 
tcacacagat acttcacgta gatagtcttt attccattgt attcaatcca gactcatcga 780 
ttcagaaatc atataatagc tggtggtcaa aatgacatgt tgagatcatt gttgtttcat 840 
tgtttaaggn aaaaaaaaaa tgcctgtacc tacaatgtga ttgctttgta ttgtgagagt 900 
atcttgttgc ttgctctgcc aaatgcagtc ttg 933 

<210> 384 

<211> 796 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1100320.4 

<400> 384 rn 
ggccgggccg tgtggatgcc atccccgagc gcggttcgcg ctcggctgag gcgctggaca 60 
agtggcttgg gctcccgcgc ctcagtttct ctctgtggcg ccgcctacct cacagacttg 120 
tgagcactca ctgacgtggg tagcgcccag ggcctgcggg gcgcaggaga gctggagtca 180 
ggcggagacc gcaggctgac cccgcagcgg ccgggctgtc gcggccccca cctcaggtaa 240 
ccatgtgcga ccgaaaggcc gtgatcaaaa atgcggacat gtcggaagag atgcaacagg 3 00 
actcggtgga gtgcgctact caggcgctgg agaaatacaa catagagaag gacattgcgg 3 60 
ctcatatcaa gaaggaattt gacaagaagt acaatcccac ctggcattgc atcgtgggga 420 
ggaacttcgg tagttatgtg acacatgaaa ccaaacactt catctacttc tacctgggcc 480 
aagtggccat tcttctgttc aaatctggtt aaaagcatgg actgtgccac acacccagtg 540 
atccatccaa aaacaaggac tgcagcctaa attccaaata ccagagactg aaattttcag 600 
ccttgctaag ggaacatctc gatgtttgaa cctttgttgt gttttgtaca gggcattctc 660 
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tgtactagtt tgtcgtggtt ataaaacaat tagcagaata gcctacattt gtatttattt 720 
tctattccat acttctgccc acgttgtttt ctctcaaaat ccattccttt aaaaaataaa 780 
tctgatgcag atgtgt 796 



<210> 385 
<211> 864 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 246727.11 



<220> 

<221> unsure 

<222> 847, 856 

<223> a, t, c, g, or other 



<400> 385 

gagaaacaag tattttgcta tatataaaga 
aagaggccca gccctcagaa acccttcagt 
aagccaatgt tatagacgtt tggactgatt 
atcattcaaa agttacccaa agggcttatt 
ccttctaacc attcttttat gtcatcaaga 
tactaaatat tcagatgaga agaacattgc 
tgtttgatag cattgaatct gctaagaaat 
aaacagacct gctaatactt ttcaaggacg 
aacaaaataa agtggaagct aaattaagag 
tagaagaaga tgctgaaatg aaatctctag 
cgggtgattt agatgatcag acctgtagag 
gtgaaataaa atggatagac ttcgtcagag 
ctttttagca atcagtttga aaatctgtag 
ttaaaaattg tgttattaaa ttagtttcta 
gtctganatt ttctgnatta tact 



caacaaaaga aatctcctaa caaaagaact 60 
gctacatttt gtggcttttt aatggaaacc 120 
tgtggaaagg aggggggaag agggagaagg 180 
gactctttct attgttaaac aaatgatttc 240 
gttgcatcag ttgggaagat aaaggtcaag 300 
ataaagcatt taagggatca atttttgttg 3 60 
ttgtagagac ccctggccag aagtacaaag 42 0 
attactttgc caaaaaaaat gaagaaagaa 480 
ctaaacagga gcaagaagca aaacaaaagt 540 
aagaaaagat tggatgcttg ctgaaatttt 600 
aagatttaca catacttttc tcaaatcatg 660 
gagcaaaaga ggtttggata catccctatc 72 0 
aaacttagac aaaattagta gaaagtaatt 78 0 
cttgatcatt tgttatgccc tagatgtgat 840 

864 



<210> 386 

<211> 2742 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 246727.17 

<220> 

<221> unsure 

<222> 1841-2010 

<223> a, t, c, g, or other 



<400> 386 

ctgccgggac ggtccccatc ttcttggagc 
ggagtcgttg ctgttgctgt ttgtgagcct 
aagatagccg caatggctga aaatggtgat 
atctgtcatc aaattgagta ttattttggc 
aaggaacaga taaaactgga tgaaggctgg 
aggttgaacc gtctaacaac agactttaat 



gctttaggct ggccggcggc gctgggaggt 60 
gtggcgcggc ttctgtgggc cggaacctta 120 
aatgaaaaga tggctgccct ggaggccaaa 180 
gacttcaatt tgccacggga caagtttcta 240 
gtacctttgg agataatgat aaaattcaac 300 
gtaattgtgg aagcattgag caaatccaag 360 
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gcagaactca 
ctacctgaag 
ggcttcccaa 
gtactaaata 
gtgtttgata 
gaaacagacc 
aaacaaaata 
ttagaagaag 
tcgggtgatt 
ggtgaaataa 
gaaaaagcca 
aggaacaaag 
aaaataatag 
aaaggaaaag 
tttcagggca 
ggtgcaactg 
aaacaacaga 
tcattttaaa 
taggtccact 
tttttgttat 
attcaaatat 
agtacaaact 
ttgtttcttc 
atgggccttt 
ggaaagttgg 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
cagccaaaat 
catatcgaag 
catgttctct 
cagtctttag 
taattactgt 
ccatgtcaat 
cttcatctat 
gtactccaca 
tatggattgt 
gtagcttggg 
ttactttctt 
ggaggcgacc 



tggaaatcag 
tgactgatga 
ctgatgcaac 
ttcagatgag 
gcattgaatc 
tgctaatact 
aagtggaagc 
atgctgaaat 
tagatgatca 
aatggataga 
aggaagcatt 
aagtgacttg 
aagaccaaca 
gaaagggtaa 
agaaaacgaa 
gacctgtgaa 
aaacagaaaa 
taggttttaa 
tcaatgtcca 
gcaaatgaga 
caaaaggaag 
aactaataaa 
tttttgtacc 
cccacaggcc 
taacactaga 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
caagagactt 
ttctgctata 
agttgaggat 
aaaagccata 
atcgaatgac 
atttgttaac 
gtcaaatcca 
accacatcct 
atagagcata 
cttttcaaat 
cattttgttt 
cgcacctcgg 



tgaagataaa 
gtataaaaat 
tcttgatgac 
aagaacattg 
tgctaagaaa 
tttcaaggac 
taaattaaga 
gaaatctcta 
gacctgtaga 
cttcgtcaga 
gggtaaagcc 
ggaagtacta 
agaatcccta 
taaagctgcc 
atttgctagt 
aagagcaaga 
tggtgctgga 
acgacttttg 
cctgtgagaa 
tttctttgaa 
attcttccat 
atatatacta 
caaagcattt 
attaatggtg 
aataattact 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
actgatttct 
atatctatct 
ttgtgtaagg 
tctgtccctt 
ttggacattc 
tcaaactctt 
acacacaacc 
agatctgcaa 
catgctgcaa 
ccatccactt 
taaagtatgg 
ccggtgccgg 



actaaaatca 
gatgtaaaaa 
ataaaagaat 
cataaagcat 
tttgtagaga 
gattactttg 
gctaaacagg 
gaagaaaaga 
gaagatttac 
ggagcaaaag 
aaagatgcaa 
gaaggagagg 
aacaaatgga 
cagcctgggt 
gatgatgaac 
gaagaaacag 
gaccagtagt 
tttgcggggc 
aggaaaaatt 
tgtattgttc 
taaattgcct 
tatgaaaaga 
aggaaagaac 
tctcctaggc 
tgtcacaaag 
nnnnnnnnnn 
nnnnnnnnnn 
ccagaaagct 
ttttgtgaaa 
tgattttcca 
aatatactgc 
tattattttt 
tgttagataa 
ctgcattcct 
ctgctcctaa 
cgactttatt 
tgtgcggcct 
gttgcaggcg 
actcgtaggg 
aagcgccagg 



gaaggtctcc 
acagatctgt 
ggttagaaga 
ttaagggatc 
cccctggcca 
ccaaaaaaaa 
agcaagaagc 
ttggatgctt 
acatactttt 
aggggataat 
ataatggtaa 
tggaaaaaga 
agtcaaaagg 
ctggtaaagg 
atgatgaaca 
acaaagaaga 
ttagtaaacc 
ttttaaaagg 
tttttgttgt 
tgtttgtgtt 
ttgtaatatg 
gcaaaaacag 
tagaatatta 
tggctttgta 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tttcaatacc 
cttgtatgat 
ttctgcagct 
tgttcttgcc 
ggtcccaaag 
taagcacaca 
attaaatatt 
cattgcagtt 
ttcaatgtca 
ggtaggatac 
actctctagt 
tttgaaggca 
cc 



aagcaaaccc 
ttatattaaa 
taaaggtcaa 
aatttttgtt 
gaagtacaaa 
tgaagaaaga 
aaaacaaaag 
gctgaaattt 
ctcaaatcat 
tctatttaaa 
cctacaatta 
agcactgaag 
tcgtagattt 
aaaagtacag 
tgatgaaaat 
acctgcatcc 
aattttttat 
aaaaccgaat 
ttaacttgtc 
atttcagatg 
agaatgtatt 
tttcttgatt 
gctattgacg 
tatttacaca 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
gaatgtagac 
gctggcaggt 
ttcttttgaa 
atttccaaag 
ggaggattca 
tcacattgaa 
tccaatgcgt 
ccgatgctaa 
tcataagtgt 
tgttccagaa 
tccttaagcc 
caggatctct 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2742 



<210> 387 
<211> 742 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1102322.12c 



<400> 387 

cgcgatctag 

tgtttataaa 

agaatgccca 

cgaatttagg 

ggcttaatca 



aaccttaaat aaaactattt aagacattgc attttccact tacaatacag 60 
gtgcaatgtt atttccttcc cctgtgcata tgttccatat tcaagtattg 12 0 
gtaacttact atagcagctt aactttttaa aactgccaca gaatttgcta 180 
tccttcaaat gttttaaatg tgtggaacaa tgctacatct acacttggtt 240 
acctcttcaa tggtgggccc tgaggaagca ccaccagagg gaggagctcc 3 00 
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accaccagga aatcccccag gcattcctcc tggcatgcct cctgcactct ggtacagctt 3 60 
ggtgatgata gggttgcaaa ctttctccag ctctttctgt tgatgttcaa attcttcctt 420 
ctcagcagtc tgaggaagag aaaaaggaat tactgcaagt tcttttaatg ttaataaccc 480 
ttctttctcc ctgacgcaat ctgatactaa aagtctggcg caaactctta caagagggcc 540 
actaccaaca ttaaaatagg gccttattct tccttaacat cttgggtcac tcagacatcc 600 
aaggaaggta gttgccaaca ccttgaattc tggtggaaac cgcgaatgtt ttggaccatt 660 
catcattgtg accctatact gaaatccagc tcaagcttgg tttaccatcc ccttcccctc 720 
cattgagtgg gggaggatat tt 742 



<210> 388 

<211> 1161 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1102322.18 



<400> 388 

attgaagtca cttttgacat tgatgccaat ggtatcctca atgtctctgc tgtggacaag 60 
agtacgggaa aagagaacaa gattacccgt gcccgatttg aagaactgaa tgctgacctg 12 0 
ttccgtggca ccctggaccc agtagagaaa gcccttcgag atgccaaact agacaagtca 180 
cagattcatg atattgtcct ggttggtggt tctactcgta tccccaagat tcagaagctt 240 
ctccaagact tcttcaatgg aaaagaactg aatttgaaca tcaacagaaa gagctggaga 3 00 
aagtttgcaa ccccatcatc accaagctgc accccgaggt gttcctcaga ttgaagtcac 3 60 
ttttgacatt gatgccaatg gtatactcaa tgtctctgct gtggacaaga gtacgggaaa 42 0 
agagaacaag attactatca ctaatgacaa gggccgtttg agcaaggaag acattgaacg 480 
tatggtccag gaagctgaga agtacaaagc tgaagatgag aagcagaggg acaaggtgtc 5 40 
atccaagaat tcacttgagt cctatgcctt caacatgaaa gcaactgttg aagatgagaa 600 
acttcaaggc aagattaacg atgaggacaa acagaagatt ctggacaagt gtaatgaaat 660 
tatcaactgg cttgataaga atcagactgc cgagaaggaa gaatttgaac atcaacagaa 72 0 
agagctggag aaagtttgca accccatcat caccaagctg taccagagtg caggaggcat 780 
gccaggagga atgcctgggg gatttcctgg tggtggagct cctccctctg gtggtgcttc 840 
ctcagggccc accattgaag aggttgatta agccaaccaa gtgtagatgt agcattgttc 900 
cacacattta aaacatttga aggacctaaa ttcgtagcaa attctgtggc agttttaaaa 960 
agttaagctg ctatagtaag ttactgggca ttctcaatac ttgaatatgg aacatatgca 102 0 
caggggaagg aaataacatt gcactttata aacactgtat tgtaagtgga aaatgcaatg 1080 
tcttaaataa aactatttaa aattggcacc atacaattgc tttgagtctt taaataatct 1140 
cccaggccag ctggtgggag a 1161 



<210> 389 

<211> 1432 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2070610CB1 



<400> 389 

tatagtccat 

ttgctattaa 

gcttcatgct 

ccaaccaaat 

gtaccggagg 

ttctgcagct 



atagggattt 
cttccttcca 
acaatccact 
gccactctct 
ttcactgtgg 
ttggttatgc 



ggccctcgag 
aaatgtcacc 
gtgcatcacc 
acaagatgtc 
agaccccaga 
tttcctttgg 



catgaattcg 
attcctgtat 
tgaaggcaaa 
atccattaat 
taagaacatc 
ggcctgctgc 



gcacgaggat 
ctggttctct 
gtaacagcct 
gctgactttg 
ttcttttccc 
agcacccaaa 



tcttgggcat 60 
tggtacttgg 12 0 
gccattcatc 180 
cattcaatct 240 
ctgtgagcat 300 
ctgagattgt 3 60 
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ggagaccttg 
gcatctgatc 
cctcttcatt 
ctatgagact 
taacagtcat 
gccaaacacc 
ttttgatcca 
tcaagtgccc 
ctgcacagtt 
ggagggacag 
ccgcttacta 
atatgacctt 
tgatttttct 
tgtgctgcac 
ggatcagcct 
gttgattttg 
ggaagcgtag 
taaataaata 



gggttcaacc 
tgttcactga 
ggcaagcatc 
gaagtctttt 
gtggagatgc 
atcatggtct 
tccaagacag 
atgatgcacc 
ctgcaaatgg 
atggagtcag 
cagaagggat 
ggagccacac 
ggactcacag 
attggtgaaa 
gaaaacactt 
gagagaagca 
ttgggaaaaa 
atatagcctg 



tcacagacac 
attttccaaa 
tgaaaccact 
ctaccgactt 
aaaccaaagg 
tagtgaacta 
aagacagttc 
agatggaaca 
actacagcaa 
tggaagctgc 
gggttgactt 
ttttgaagat 
aggacaatgg 
agggaactga 
tcctacaccc 
caaggagtat 
aggccattgg 
gtgtgaaaaa 



tccaatggta 
gaaggaactg 
ggcaaagttc 
ctccaacatt 
gaaagttgtg 
tattcacttt 
cagcttctta 
atactatcac 
gaatgctctg 
catgtcatct 
ttttgttcca 
gggcattcag 
tctgaaactt 
agctgcagct 
tattatccaa 
tctctttcta 
ctaattgcac 
aaacgagaaa 



gagatccagc 
gaattgcaga 
ttgaatgatg 
tctgcagcca 
ggtctaattc 
aaagcccagt 
atagacaaga 
ctagtggata 
gcactctttg 
aaaacactga 
aagttttcca 
catgcctatt 
tccaatgctg 
gtccctgaag 
attgatagat 
gggaaagttg 
gtgtgtattg 
aaaaaaaaaa 



atggcttcca 
taggaaatgc 
tcaagaccct 
agcaggagat 
aaaacctcaa 
gggcaaatcc 
ccaccactgt 
tggaattgaa 
ttcttcccaa 
agaagtggaa 
tttctgccac 
ctgaaaatgc 
cccataaggc 
ttgaactttc 
ctttcatgtt 
tgaacccaac 
caatgggaaa 
aa 



420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1432 



<210> 390 
<211> 415 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 390 

Met Ser Pro Phe Leu 
1 5 
Ala Thr lie His Cys 
20 

His Ser Ser Gin Pro 
35 

Asn Ala Asp Phe Ala 
50 

Thr Pro Asp Lys Asn 
65 

Ala Leu Val Met Leu 
80 

Glu He Val Glu Thr 
95 

Val Glu He Gin His 
110 

Phe Pro Lys Lys Glu 
125 

He Gly Lys His Leu 
140 

Lys Thr Leu Tyr Glu 
155 

He Ser Ala Ala Lys 
170 

Thr Lys Gly Lys Val 
185 

Thr He Met Val Leu 
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Tyr Leu 
Ala Ser 
Asn Ala 
Phe Asn 
He Phe 
Ser Phe 
Leu Gly 
Gly Phe 
Leu Glu 
Lys Pro 
Thr Glu 
Gin Glu 
Val Gly 
Val Asn 



Val Leu 
Pro Glu 
Thr Leu 
Leu Tyr 
Phe Ser 
Gly Ala 
Phe Asn 
Gin His 
Leu Gin 
Leu Ala 
Val Phe 
He Asn 
Leu He 
Tyr He 



Leu 


Val 


Leu 


Gly 


Leu 


His 


10 










15 


Gly 


Lys 


Val 


Thr 


Ala 


Cys 


25 










30 


Tyr 


Lys 


Met 


Ser 


Ser 


He 


40 










45 


Arg 


Arg 


Phe 


Thr 


Val 


Glu 


55 










60 


Pro 


Val 


Ser 


He 


Ser 


Ala 


70 










75 


Cys 


Cys 


Ser 


Thr 


Gin 


Thr 


85 










90 


Leu 


Thr 


Asp 


Thr 


Pro 


Met 


100 










105 


Leu 


He 


Cys 


Ser 


Leu 


Asn 


115 










120 


He 


Gly 


Asn 


Ala 


Leu 


Phe 


130 










135 


Lys 


Phe 


Leu 


Asn 


Asp 


Val 


145 










150 


Ser 


Thr 


Asp 


Phe 


Ser 


Asn 


160 










165 


Ser 


His 


Val 


Glu 


Met 


Gin 


175 










180 


Gin 


Asn 


Leu 


Lys 


Pro 


Asn 


190 










195 


His 


Phe 


Lys 


Ala 


Gin 


Trp 
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200 










205 










210 


Ala 


Asn 


Pro 


Phe 


Asp 
215 


Pro 


Ser 


Lys 


Thr 


Glu 
220 


Asp 


Ser 


Ser 


Ser 


Phe 

o o tz 

225 


Leu 


He 


Asp 


Lys 


Thr 
230 


Thr 


Thr 


Val 


Gin 


Val 
235 


Pro 


Met 


Met 


His 


Gin 

240 


Met 


Glu 


Gin 


Tyr 


Tyr 
245 


His 


Leu 


Val 


Asp 


Met 
250 


Glu 


Leu 


Asn 


Cys 


Thr 
255 


Val 


Leu 


Gin 


Met 


Asp 
260 


Tyr 


Ser 


Lys 


Asn 


Ala 
265 


Leu 


Ala 


Leu 


Phe 


Val 
270 


Leu 


Pro 


Lys 


Glu 


Gly Gin Met 


Glu 


Ser 


Val 


Glu 


Ala 


Ala 


Met 


Ser 










275 










280 










285 


Ser 


Lys 


Thr 


Leu 


Lys 


Lys 


Trp 


Asn 


Arg 


Leu 


Leu 


Gin 


Lys 


Gly Trp 








290 










295 










300 


Val 


Asp 


Phe 


Phe 


Val 


Pro 


Lys 


Phe 


Ser 


He 


Ser 


Ala 


Thr 


Tyr 


Asp 








305 










310 










315 


Leu 


Gly Ala 


Thr 


Leu 


Leu 


Lys 


Met 


Gly 


He 


Gin 


His 


Ala 


Tyr 


Ser 










320 










325 










330 


Glu 


Asn 


Ala 


Asp 


Phe 


Ser 


Gly Leu 


Thr 


Glu 


Asp 


Asn 


Gly 


Leu 


Lys 










335 










340 










345 


Leu 


Ser 


Asn 


Ala 


Ala 
350 


His 


Lys 


Ala 


Val 


Leu 
355 


His 


He 


Gly 


Glu 


Lys 
360 


Gly 


Thr 


Glu 


Ala 


Ala 


Ala 


Val 


Pro 


Glu 


Val 


Glu 


Leu 


Ser 


Asp 


Gin 








365 










370 










375 


Pro 


Glu 


Asn 


Thr 


Phe 
380 


Leu 


His 


Pro 


He 


He 
385 


Gin 


He 


Asp 


Arg 


Ser 
390 


Phe 


Met 


Leu 


Leu 


He 
395 


Leu 


Glu 


Arg 


Ser 


Thr 
400 


Arg 


Ser 


He 


Leu 


Phe 
405 


Leu 


Gly 


Lys 


Val 


Val 
410 


Asn 


Pro 


Thr 


Glu 


Ala 
415 













<210> 391 
<211> 1215 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 336733.3 



60 



<400> 391 

ctttctccct cttgagtcct tctgagatga tggctctggg cgcacgggaa taagtaccag 
accattgaca actaccagcc gtacccgtgc gcagaggacg aggagtgcgg cactgatgag 120 
tactgcgcta gtcccacccg cggaggggac gcaggcgtgc aaatctgtct cgcctgcagg 180 
aagcgccgaa aacgctgcat gcgtcacgct atgtgctgcc ccgggaatta ctgcaaaaat 240 
ggaatatgtg tgtcttctga tcaaaatcat ttccgaggag aaattgagga aaccatcact 300 
gaaagctttg gtaatgatca tagcaccttg gatgggtatt ccagaagaac caccttgtct 3 60 
tcaaaaatgt atcacaccaa aggacaagaa ggttctgttt gtctccggtc atcagactgt 42 0 
gcctcaggat tgtgttgtgc tagacacttc tggtccaaga tctgtaaacc tgtcctgaaa 480 
gaaggtcaag tgtgtaccaa gcataggaga aaaggctctc atggactaga aatattccag 54 0 
cgttgttact gtggagaagg tctgtcttgc cggatacaga aagatcacca tcaagccagt 60 0 
aattcttcta ggcttcacac ttgtcagaga cactaaacca gctatccaaa tgcagtgaac 660 
tccttttata taatagatgc tatgaaaacc ttttatgacc ttcatcaact caatcctaag 720 
gatatacaag ttctgtggtt tcagttaagc attccaataa caccttccaa aaacctggag 780 
tgtaagagct ttgtttcttt atggaactcc cctgtgattg cagtaaatta ctgtattgta 840 
aattctcagt gtggcactta cctgtaaatg caatgaaact tttaattatt tttctaaagg 900 
tgctgcactg cctatttttc ctcttgttat gtaaattttt gtacacattg attgttatct 960 
tgactgacaa atattctata ttgaactgaa gtaaatcatt tcagcttata gttcttaaaa 1020 
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gcataaccct ttaccccatt taattctaga 
aaatgatagg tacctaaaat gtaacatgaa 
cttaatgctt aaattatatt tccctttagg 
tttaatatca aaaaa 



gtctagaacg caaggatctc ttggaatgac 1080 
aatactagct tattttctga aatgtactat 1140 
ctgtgatagt ttttgaaata aaatttaaca 1200 

1215 



<210> 392 
<211> 975 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1326902.13 



<220> 

<221> unsure 
<222> 174 

<223> a, t, c, g, or other 



<400> 392 

aaagaaatgt atttgaagtt ctttttcttt 
tctgtcattg attatgaact gattgaccaa 
aagaggaaag gaactgatgt tcccaagtgg 
acctccagaa agtatttgat aggtacaaga 
tcaggaaaga ggttaaagga gacctggttc 
ctgatcggct gtatgactcc atgaagggca 
tcatggtctc ccgcagtgaa gtggacatgt 
acggcaagtc cctgtactat tatatccagc 
tgctgtacct gtgtggtgga gatgactgaa 
tgctcaccat gcttccagct aacaggtcta 
cttagtgtct tgctggatat aataggacag 
cctaattttc aacatgtcca cttcactgcg 
tcgctgtccc ttgcccttca tggagtcata 
ctgaatgcgc tgaaccaggt tcaggaaagc 
gatgctttcc aacatgtcat aagggctgta 
gtggggcacg ctccgctcgg tcatgatgct 
tcttcactcc agcgt 



cccccatagg gtagaagagc agaggatggc 60 
gatgctcggg atctctatga cgctggagtg 12 0 
atcagcatca tgaccgagcg gacntgcccc 180 
gttacagccc ttatgacatg ttggaaagca 240 
agtgcattca gaacaagccc ctgtattttg 300 
aggggacgcg agataaggtc ctgatcagaa 3 60 
tgaaaattag gtctgaattc aagagaaagt 42 0 
aagacactaa gggcgactac cagaaagcgc 48 0 
gcccgacacg gcctgagcgt ccagaaatgg 540 
gaaaaccagt cttggcgaat aacagtcgcc 600 
ggactggccg tactttctct tgaattcaga 660 
ggagaccatg attctgatca ggaccttatc 720 
cagccgatca gcaaaataca ggggcttgtt 780 
attttccagg tctcctttaa cctcttgcct 840 
actcttgtac ctatcaaata ctttctggag 900 
gatccactag gggaacatca ggtcctttcc 960 

975 



<210> 393 

<211> 1660 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1326902.6 



<400> 393 

ggggacgctc tcagctctcg gcgcacggcc 
atgaagtagg aaatatttat atggatacaa 
catagatact gctttgtgct tccttcaaaa 
tcagcttgga gggtgatcac tctacacccc 
ctaactttga tgctgagcgg gatgctttga 
tggatgaggt caccattgtc aacattttga 
ttgccttcgc ctaccagaga aggaccaaaa 
tatctggcca cctggagacg ttgattttgg 



cagggtgaaa atgtttgcca ttaaactcac 60 
aaggcacctg catgggataa tgtcaaattt 120 
tgtctactgt tcacgaaatc ctgtgcaagc 180 
caagtgcata tgggtctgtc aaagcctata 2 40 
acattgaaac agccatcaag accaaaggtg 3 00 
ccaaccgcag caatgcacag agacaggata 3 60 
aggaacttgc atcagcactg aagtcagcct 420 
gcctattgaa gacacctgct cagtatgacg 480 
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cttctgagct aaaagcttcc atgaaggggc tgggaaccga cgaggactct ctcattgaga 540 
tcatctgctc cagaaccaac caggagctgc aggaaattaa cagagtctac aaggaaatgt 600 
acaagactga tctggagaag gacattattt cggacacatc tggtgacttc cgcaagctga 6 60 
tggttggccc tggcaaaggg tagaagagca gaggatggct ctgtcattga ttatgaactg 72 0 
attgaccaag atgctcggga tctctatgac gctggagtga agaggaaagg aactgatgtt 780 
cccaagtgga tcagcatcat gaccgagcgg agcgtgcccc acctccagaa agtatttgat 840 
aggtacaaga gttacagccc ttatgacatg ttggaaagca tcaggaaaga ggttaaagga 900 
gacctggaaa atgctttcct gaacctggtt cagtgcattc agaacaagcc cctgtatttt 960 
gctgatcggc tgtatgactc catgaagggc aaggggacgc gagataaggt cctgatcaga 102 0 
atcatggtct cccgcagtga agtggacatg ttgaaaatta ggtctgaatt caagagaaag 1080 
tacggcaagt ccctgtacta ttatatccag caagacacta agggcgacta ccagaaagcg 1140 
ctgctgtacc tgtgtggtgg agatgactga agcccgacac ggcctgagcg tccagaaatg 1200 
gtgctcacca tgcttccagc taacaggtct agaaaaccag cttgcgaata acagtccccg 12 60 
tggccatccc tgtgagggtg acgttagcat tacccccaac ctcattttag ttgcctaagc 1320 
attgcctggc cttcctgtct agtctctcct gtaagccaaa gaaatgaaca ttccaaggag 1380 
ttggaagtga agtctatgat gtgaaacact ttgcctcctg tgtactgtgt cataaacaga 1440 
tgaataaact gaatttgtac tttagaaaca cgtactttgt ggccctgctt tcaactgaat 1500 
tgtttgaaaa ttaaacgtgc ttggggttca gctggtgagg ctgtccctgt aggaagaaag 1560 
ctctgggact gagctgtaca gtatggttgc ccctatccaa gtgtcgctat ttaagttaaa 1620 
tttaaatgaa ataaaataaa ataaaatcag ttcctgagtc 1660 

<210> 394 

<211> 773 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 013521.16 

<400> 394 

gcgagcgctg cgaggtggcg gcctgagcaa tggaagagtt aatagttgaa cttcgtctct 60 
ttcttgaact cctggaccat gaatatctaa cctcaactgt cagggagaaa aaggcagtga 120 
taaccaacat tctgctaaga atacagtcat ccaaaggttt tgatgtgaag gaccatgctc 180 
agaagcagga gaccgctaac agcctgccag cccctcctca gatgcccctg ccggagatcc 240 
ctcagccctg gctgcctcct gacagtgggc ctccaccatt gccaacatcc tccctcccag 300 
aaggttatta tgaggaagct gtgccgctga gccccggaaa agctccggaa tacatcacat 3 60 
caaattatga ttccgatgcg atgagcagct cttatgagtc gtatgatgaa gaggaggagg 420 
atgggaaggg gaagaaaacc cggcaccagt ggccctccga ggaggcctcc atggacctgg 480 
tcaaggacgc caaaatctgc gccttcctgc tgcggaagaa gcggttcggc cagtggacca 540 
agttgctctg cgtcatcaaa gacaccaaac tgctgtgcta taaaagttcc aaggaccagc 600 
agcctcagat ggaactgcca ctccaaggct gtaacattac gtacatcccg aaagacagca 660 
aaaagaagaa gcacgagctg aagattactc agcagggcac ggacccgctt gttctcgccg 72 0 
tccagagcaa ggaacagggc cgagcagtgg ctgaaggtga tcaaagaagc eta 773 

<210> 395 

<211> 1321 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 985369.1 

<400> 395 

taccctctgc ctttttaaga tgatgtattt atttaatttt tgecatcatt ggtgcttcac 60 
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cttcctgcga aggaaattcc agagcctgta tttaagctac ctaggctttt acactccctt 120 
tattgccttt ccaaatagta tctcatttgg tgtactctag tgtcctatac ctcttggaaa 180 
cgaaagaggg cccaacctac aactaagaag ggacaaacct tgaactaagt aagaccttac 2 40 
acacccagaa agaacactgg gccctccttc ttcagggaca atgcagtagc cacttggctt 3 00 
gtggaattta ctgaaggcta tttcctgtaa cttgctagtt aacttagttt tgtatttcag 3 60 
ggcagaggtg cgctctgtaa tgttgggcct ttgacttcac agtactggag agctgttcac 42 0 
acagatgttt agacctttct ctctctctct tttcttcttt ctcaacaact ctttcacaga 480 
ggcagtcatt ttgaaaggtt gaaatatttg gcctttacca aagagctttt tttttcctta 540 
agcaaaatcc tttcagaaag aaacaaatgg ggaagggcag attaagaatg catatgtccc 600 
aatccacttc tataggagtt taatcatatt cacatgagta aaatgatgga agaactcttt 660 
aaggtaatcc tttgggataa aggatcctgg gaagttctct caggtaaaga aagcttacag 720 
cagatttgta atatatgtct ggagagctat ttataagaaa tttaagagga ttgttttgtt 780 
ttcctttatt aaagatttaa gcctttttac tttgcaaaaa gaaaactaca aaagttttat 840 
agatataact ttgctaattt tttaaacttt tctgaaacga ttagctgtag ccaaattatg 900 
tggttacgtt ttgctacatt agaatttgaa aatgcaatat gtgtggtaaa tctactgttt 960 
gaaatttata atggtctctg atatgattcg aattttggta acttttgaaa gttattttcc 1020 
ccctttagtc atggatttct atttgttttt taatgttaat ttttctagaa agcatctgaa 1080 
ttgactaggc ttttcctata taaaaaactc aaaacttgtt aactctgtac tttaataaaa 1140 
tttaaaatta aaactgtgtt gtttttttct cttctgctag atacatatat aattaaagta 1200 
ctcaagttag ttgttttgca gagatgttgc cttcagatgt taatcaggtc tctcaagttt 1260 
catggagtct atgctgatcc tttaattgac aaataaaaga tatatatctg tggtgtgcaa 132 0 

1321 

<210> 396 

<211> 1275 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> incyte ID No: 002455.1 

<220> 

<221> unsure 
<222> 525 

<223> a, t, c, g, or other 
<400> 396 

gcggccgcca gcttgcaaag ccgaagtctg gccgcgctct tcgactcgct gcgccacgtc 60 
cccgggggtg ccgagccggc ggggggtgag gtggctgcgc cggcggccgg gctaggaggt 120 
gcgggcactg ggggcgcggg aggggacgtg gcaggccccg cgggggccac ggcgatccca 180 
ggggccagga aggtcccgct gcgggcacgc aatctgccct ccgtccttct tcacggagcc 240 
gtcccgggca ggcggggggc gggtgtggcc ccgtcggggc cggacgtgag ccttgggcga 300 
cctggagaag ggcgcggagg ccgtggagtt ctttgagcct gctggggccc gactacggcg 3 60 
ccggcacgga ggcggcagtc ttgcttgccg ccgagcctct cgacgtgttt cccgccggag 420 
cctccgtact gcggggaccc ccggagctgg agcccggcct ctttgagccg ccgccggcag 480 
tggtgggaaa cctattgtac cccgagccct ggagcgtccc ggtgnacctc cccgaccaaa 5 40 
aagagccccc tgactgcccc ccgcggcggc ttgaccttga acgagccctt gagccccctg 600 
taccccgccg ctgcggattc tcccggcggg gaggacgggc cgggccattt ggcctctttc 6 60 
gcccccttct ttccagactg cgccctgccc ccgacgccgc cgccccatca ggtgtcctac 720 
gattacagcg cgggctacag ccgcaccgcc tattccagcc tttggagatc cgacggggtt 780 
tgggaagggg cgccggggga ggagggggcg caccgggact gacttcgagg cacgcttccc 840 
ttcattagag acggctgtgg agagcgccgc gcctccgtgg gtttctccta aatctgaaga 900 
acgatgggaa atgcacgtgg agatgaaacc agatttttaa aaattcaatt aataaaagca 960 
acttcagaaa aaagagatga agacgagttg gggattgttt aatcacaacc tcaagtgtta 102 0 
aaacaaaaac aaacaaacac gtttgtaggt tcttactgga ccagaggagt caagaaacca 1080 
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agatggtttg gggtatgggg tggggacggc aaaaggggta agagctggct tctgtagcca 1140 
cctgtccctt ctatttttca gcgaaggtca gtgtatttag tgtaattacc ccttctaaac 1200 
agtgtcctag tccctccctt ccctctcctt gagtgcattt tgaattaaag cctatattga 1260 
aaaaaaaaaa aaagg 12 75 



<210> 397 
<211> 792 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 372647.1 



<400> 397 

accacgtctg gcacaaaaaa aatgtatttc 
agccactgtt ctaggtgata atgattgtaa 
tcttattaat agtttcattg agagagaatt 
aaaattgtac attcaatact tatcaaacaa 
aatttttatt ttatttttaa attttgattt 
ttattagagt cacactatgt gatggtattt 
ctgttactat tatggaataa tgtaaagtta 
taattaggta ctatgaatca aatcttagaa 
aaaacaattt ttcctctttg actttttaaa 
tattcattta ccaaatattg atcaaaaact 
caccttccta gatcatagag aaggcttact 
agctatatta cacaatgaga taagtgcttc 
ttgaagagat actcccctat tcttaaatgt 
gttaaacgaa gc 



ttaaaaaggc tctaataaaa aacatttgaa 60 
gatctttgtg tatagttctt gctagctcag 120 
caacaggtat ttgtttgtaa gtactaacaa 180 
aagttacatg atcttattct tccactatta 240 
tttggcattt cacctgcaag tctttttgtc 300 
tttctttatc cacaatctcc cctgactccc 3 60 
agaattaatt atgattacag tagttatggg 42 0 
atcactttca ttattgtaat agtgcctcag 480 
ttgttaatac tatcataaat ggcatttatg 540 
actttgtgtc taccatcaga atttaaaaga 600 
gacatggcac atacagaatg gtaaacagat 660 
aataacaata tagagctgta agggagtgaa 72 0 
tcagtgaaat tcctttgtcc caaagcgcta 780 

792 



<210> 398 

<211> 1293 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 208075.1 

<220> 

<221> unsure 
<222> 540-668 

<223> a, t, c, g, or other 



<400> 398 

gaagttttac tatgtttaat aatttagtga aatttgggct atgtgtttat tgattcagct 60 
caatccagag gaaaatttta aaggcttaca gccttaggat tataggatac tatataatac 120 
ttttggtaca gagatagaat taaataacat aaaaatcaaa aatttattag gctaaaattt 180 
tgagggagaa gtggtatgaa aatacaaatt caaggagtaa aaggaaaagt ggggcattcc 240 
ttgctactaa aaattgcctt gttccaggta agactgatca taaaaaaatg gccctgttca 300 
taaaattttt aaaaagatca tagtatctat caaataactt atattaagaa cctcctgggc 3 60 
taaatttaaa aagtaataca acagttttat ttaaacatgt agtgtctacg gtatgccagc 420 
actttgcagc tatttataat gagaaatttt agatgtcaat atagcaatgt gcaagaagat 480 
agagattttc aaaattcact taagagtatc tgagcataaa atgttaagat tgctgatcgn 540 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 600 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6 60 



385 



PA- 003 5 US 



nnnnnnnncg cgctccgtcg 
gtcaagggta tacgagtagc 
tgctgatcta gggccactaa 
ttttgacttt aaaaggaaaa 
cccaaccgta aaagctatct 
cagaattaga aaattggcat 
aaaatatttt ctttttgaag 
tttcttattt ttcattaggc 
agcttaattt attttttata 
tgagtcacac agatgttggc 
aaaaataaaa gtttcatctg 

<210> 399 
<211> 2521 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 209279.1 

<400> 399 

aaaaaatatg tcactgacac ataacaaatg agggcagaaa tggcattgtt cccatctggg 60 
gaagagcctc aagggtgggc agtatacaaa acatgaccct ttgccagatt ctaactggtc 120 
cagtgcccaa tcccattgat agaaactcaa ccaatgcaaa cctcagcctg caagctccga 180 
aggggcagag tgcaagccgg tagcttttgc ctcctggagc ccacagtcca gatggggaca 240 
aaaaaagaga tagggacaca aagagtgatc actgagccag agggtggaaa ggtgcttagg 3 00 
agacatgagc tgcttggagg cagagtcctg cttggaagct gttggttgat tcctgggcaa 360 
gccacttccc ctcctgggcc tgggttttca tctgtaaatg aaggcgtgga tccagatctc 420 
cctctaagac tactccacgc ctcacgtgcc atttgttctc tgagtttccc atgttctcgc 480 
ctcctactac ctagccctat gctaggactc tcccctccag gacacagtag ccagcctagc 540 
tttcccctcc ccacctgcct ctaacaatgg gaaacaggca ggtggtaaac aggtgggcag 600 
tggaggtggc cccatgtctc cagcctcccc tggaagctcc cacccccctc attgttcagt 660 
gctctggtcc tcctggagtg gagacctgca gggcccctcc ccttcctctg ttgacctctc 720 
ctcactctcc aggtgccagt tttgctccct gcctcagcct ggtttacata cagtgtatgt 780 
gacggggctt ggtcactgct ggggcagccc tgtggaaggt ggaggggacc gagcatgcat 840 
gagcttcagg ctgagacagt cccagctcag aaccctggag tgcttgttcc ctccctttct 900 
gctcttcctc ttccattgca cccactggac ccaagagcat gcaaggattg actcacccag 960 
tgatgctaga actatgtatt catgctgaaa gtaagggggt gggggcatcc aaccaggggc 102 0 
agaagatggg aattcaagaa aggaaggttt cccctagaaa acggttttcg tcttttctct 1080 
taaatccaga tagaataaga agcgaaggcc gttacagcag agagaaagtt gagtcaagca 1140 
gagatcagat actaaagaca ctagactaac cagacattcg ggccctcagt tgaacagctg 1200 
aggatgtcag aagatgttaa ggaggcaaaa ttggaaaact tggtggctgg cagacagaaa 1260 
tggggggaga tgggagcaga tgtgagaaga tttaaaggct tgtagagctt gggtggtgat 132 0 
ttcatccacc aaacctatct ctctccccat tctggcatac aaggcagcag tcagggtccc 1380 
cagaggcagc ccatctttct ggcagggacc catgctggag atctggccag ctgaaaggcc 1440 
ccaaaggagc tcggtgccct gggtaatatg ggaaggtgct ccatggcact gccctcacat 1500 
ggaggccaca gaagcccctg aatggctgct gcaattggta acggggacac ctgttcaact 1560 
gaaatatctc ctaccctgag atgggtcctt tctccaaggg atctttacaa ttacatttgt 1620 
ccccagtcat tccatgttgg gaggctgcag ggaccagaga agctgagatg gtctttgggg 1680 
aggggaaagg aaagatggac agttattttg gtcctagaaa gcccaaaggt ggggaagtgt 1740 
caagaaggaa gatgagggca caagagaatg tagggccacc cagaagctgg ctctcattgc 1800 
aattacagaa agaaaaacca aaataagaaa gaaaggaaag aagctcccat ttattgagca 1860 
gctactctca ccagccattc acatgcaata cctcgtttaa ttctcgcagc ggctctgaaa 1920 
ggtggatggt ggtattgcca tttgttaggt aggagacatg ccgtccagaa aagcaaataa 1980 
ttaaacattc aaagttgacc tgggcccatt tgaaaattcc ttttgctccc tcattttaac 2040 



aagaggacga ccatccccga 
tgcgctcccc tgctggaacc 
gtgatgaagc aaaaaggatg 
tagcttaacc ttcaacctgt 
tctaaccaac aaaaagttaa 
ttaaaaatac tcaataattt 
agccagattc cagtgatcct 
cttaagaagc tgcatttgta 
taaatagtat gtgctttgtg 
tgttgttaat gtgaaaatta 
aatgaatata aaa 



tagaggagga ccggtcttcg 72 0 
tccaaacaag ctctcaagat 780 
gctaaaaagg acctcaaccc 840 
gtgacattta actttttgaa 900 
taattacatt tggaattata 960 
gtccctggtt tttaattttc 1020 
gcctctcaga aatttccaca 1080 
aacttgtgtt tcattattaa 1140 
tacatagaga attaagtgaa 12 00 
aacagctgta tcacattttg 1260 

1293 



386 



PA-0035 US 



ccctaaagta aagccgtttg 
aatggaggtg aaagattgtg 
ataaagggcc tagtagtatg 
ttttgacttc ctcctctgca 
ctttgaaaaa tataagcacc 
tattggctta caggctatag 
caactaaatg cgtgcgaatc 
aattttcaac attttaaata 
g 

<210> 400 
<211> 517 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 381058.1 

<400> 400 

gctcgttgtg ggcgggggcg ggacgactag cccgttacac gcgggcctga gggacagact 60 
gtacactggg ggcttgccgt ttgaggagga tggttaagat agctaagtcc ttgggtagcg 120 
ccagtgccaa ataacccgtt cgcctttttt tctctgaaaa tgttccccca aaatggagga 180 
tttcgcagac tctgaagagc ctgcttgttt gagcagcgtt tctttctttt cccggtgtct 240 
cggccttcac gccgctcctt gcccatcgcc tcagagcgcc ccctaagact cccggcccac 3 00 
acgcgcgcgc gcgcggcgtt agctggacat cagaaacaat tcctccccgc cccccatcgc 3 60 
gtaaaaatgg ccgaaaaatg aaacgttaac gcttgttttt cgtactgcgt cgtggaacaa 42 0 
gccgcctgca gtacagtgcg aggcgggtga tttgcacttg tttagtcaag tcacctcaca 480 
tcctttttct ctttatcaaa atagtattag tccagag 517 

<210> 401 
<211> 574 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 046977.1 

<400> 401 

ccggatcctc tagagatccc tcgacctcga cccacgcgtc cgaaaaaaag cactttttaa 60 

gtcacctcga cttctttagg caaaggcctg tctctgtagc agctcagaga ggagtgtcca 12 0 

aatgccatgc aatgaaatgg cagcatcgtt tcttttctgc agcttcttgg gcagatcttt 180 

aaatgggcaa agtgaccaac aaggtgggtg ggcaggtgag aggatgtgct tgctgcctct 240 

ccagaacctg gtctccatcc tggtgtctac attttcccct ttccctgctt gctctacaca 300 

ggagtacttt tctcaccggg tacttgtttg gtgacctgga gtgtgaggca gtgaatttca 3 60 

tgctgctttc agggcccagt agacaggcag ttcagtagag gccaagaggt aaactggcag 42 0 

ccaggtacag tgagagggaa gccttgacct ggcagcctgt gataaccgga ctggaaggct 480 

gggcatcata atagtctcag ggctgccagc atcacctttg gcactggtag ctgcttgtgc 540 

atccaggagg aaggcctgtt aggcagctgc tgcc 574 



tgactttatg agcttttacc 
gagcccacaa cctagagaaa 
tattttaggc tgtgtggtcc 
tcttcttcat cttctctttc 
attcttagct ttaggtacac 
tttcctgacc cctgttctag 
atgggcctat gtcatgattc 
ttttactcca ttcttccctt 



aagcatctcc taaaaccaag 2100 
ggattgacaa ttttttttcc 2160 
acatgagggc agattcttct 2220 
ctcttcattt tttttacaac 2280 
acaaaaataa gctatggctg 2340 
gggaggaaaa taattgtacc 2400 
ccaaagaatg agtttcatgg 2460 
gcttgcatag tttctgatga 2520 

2521 



387 



